S5 Table. Estimates of the migration parameters for the three best migration models: mutation
scaled population size (®) and mutation scaled migration rates (M).

95% credibility

Model Parameter Mode Median interval
X1 (panmixia) O(AL+A2+A3+AL+AS) 51 5.23 3.07-7.13
Oa1 1.7 1.83 0.07-34
O(a2+A3+A5) 0.57 1.03 0-2.2
X1 (3 populations) Ons 1.17 1.97 0-7.87
Ma2+A3+A5)— A1 2.9 2.97 1.07 - 4.67
Mai-(a2+A3+A5) 2.97 3.1 0.33-5.6
Ma2+A3+A5)—A4 0.77 1.57 0-2.93
Oa1 0.90 1.30 0-26
On2 0.03 0.63 0-173
Ons 6.57 6.70 4.13-8.8
Ons 0.03 0.77 0-1.93
Ons 1.43 1.63 0-3.07
Maz2—a1 1.57 1.70 0-3.2
11 (5 populations) Mai—a2 0.77 1.37 0-5.47
Masz—a2 2.50 3.23 0-13.27
Mas—a2 3.10 3.23 0.87-5.33
Maz— a3 9.30 9.57 6.93-13.33
Maz— a4 7.43 7.90 493-124
Mai—as 0.90 1.30 0-3.27

Maz—.as 1.17 1.57 0-3.27




