owrg

snyinx'd

sa)hjod' q

Donor Sites

Acceptor Sites

x% %"Mmm“v(‘m «‘,«’ ! 2
%Mmm@ & ﬁ:« -10
R T ey e e \‘J) ' "
§e &“/W (I wwf'}”o;’*«li
b
| —
0 20 40 60 80 100 0 20

|

POTV2O0PAP>POAZO0 WZIZTUVUVDVOLTTV>O0 P>
Q o X T Q SS 5@ w o XTQo3XxDT 3@
2933838832228 4835853337353
S2c 3503852388 ¢ 5XZ5S52c3S5038
S0 =352 5F8 o o Yy oo 235035
T 32 00D % 2 % 5553”308
ciz 8620 ? E3s 882
=] 2 3 3 % 3
@ o) @ )
Cumulative overlap percentage E
1.0
0.94 0.025
2 084 -
‘@ ' - IncNAT
$ 0.7 : 0.020
el ]
_g 0.64 :
© i : > 0.015
g o5 : z
§0'4- E §0010
0.3 i ’
0-21 : 0.005 -
0.14 :
0.0 . 0.000 -

-5

eIBjljoW Y

e
40 60 80 100

eJoIAUI'S

10

5

C Number of orthologs discovered

for each IncRNA

IncRNA
mRNA

Number of genomes

ApiaI'N
suebsje )

seonn’

= N W hH OO N ©

|

T T T T T
10 20 30 40 50
Number of IncRNAs

o

SNP density of transcripts

ilncRNA
lincRNA
IncNAT

mRNA

T T T T T T
0.0 0.2 04 0.6 0.8 1.0
Overlap percentage

50 100
percentage



