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Figure S2. Copy numbers of SINV-1 and SINV-2 in queens that harbour one of the viruses or
both of them as detected by quantitative real-time PCR. We used total RNA isolated from

individual queens for this analysis.
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Figure S3. K-means clustering analysis of significantly differentially expressed transcripts. K-
means clustering analysis was performed on the 247 transcripts that were significantly
differentially expressed (FDR < 0.05) in at least one of the pairwise comparisons across
treatment groups. Genes were grouped in four clusters according to their pattern of expression
across the four treatment group control, SINV-1, SINV-2 and co-infected. Cluster 1 (15):
transcripts that were up-regulated in SINV-1 and down-regulated in all other groups; cluster 2
(158): transcripts that were up-regulated in SINV-2; cluster 3 (23): transcripts that were up-

regulated in control and down-regulated everywhere else; cluster 4 (51): transcripts that were
up-regulated in all infected queens.



