SUPPLEMENTARY FIGURE LEGENDS

Supplementary Fig S1 Original multiple alignment of ERV-DC7 isolated from 22
cats. The regions corresponding to Refrex-1 ORF and consensus env gene are
highlighted in blue and light blue, respectively. Negative values indicate the upstream

region of env.



Supplementary Figure S1

-200 -190 -180 -170 -160 -150 -140 -130 -120 -110 -100 -90
e e e T L I I I

FI2 ACCTTACCTCGTCCTGCTGACCACGCCCACTGCCATAARAGGTTGACGGGATCGCCACCTGGATTCATGCATCGCACGCCAAGGTAGCCCCAAGGACCCCTGGACCGGAAACTCCTGARAC
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FI2 GGGCCCTCACAAGCTTGGGGGCAGGAATTGGAGCTAAAAATGTCGGGGAGGGGAACCCACACCAGGTTTATACCTTGACTTGGCAAGTCTACTCCCAGAGTGGGGAAGTTGTCTGGGAGG
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FI2 TCCAAGGCAACCATGCACTTAATACTTGGTGGCCCCCACTTACCCCTGATTTTTGCCAACTGGCAGCTGGATTAGACACTTGGGATATCCCGACTAAAAGCCCCAAGGACCTGCAGTCCC
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FI2 ACATGGGGGAAAGAACCCAACAGATGACTGCCCATGGATGCAGTAGTCCCACTGCCAGATGTAGATTAGCCCAGGCAGAATTCTATGTCTGCCCTCGAGACAATAGAGATAGGGCCACTG
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FI2 CACACCGATGTGGGGGATATGAAGAATATTTCTGCTCGGCATGGGGCTGCGAAACTACTGGCGATGCCTACTGGCAACCAACCTCTTCTTGGGACTTAATTACCATTACAAGAAATTACA
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FI2 CTCTCGGATGGCAGACGGGCTATACATGGGGACTCCGATGGTATCTACCGGGAAAAGATAGAGGAGTTGTTCTAAAAATAAAATTAAAAATAGATACCATCACCCAAACCGTAGGCCCAA
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Sequences of primers used in this study.

Primer Sequence (5°-3°)

Fe-207S GGATCCGGATCCATGAAACCCCCAACAGGAAT
Fe-209S GGATCCGGATCCATGAAACTCCCAACAGGAAT
Fe-246S CATCACCCAAACCGTAGGTCCCAACCTAGTATTGGC
Fe-247S CAGCTAGCCATCCCAGTCCAGCCACCAAGGGCC
Fe-248S CTCAACTTCCCCCTCTCGACCGGGCACGGGAGAC
Fe-249S CTCAACCTCACGGCCCCAAATCAAACTCAGAGC
Fe-327S AATTCGAGCTCGGTACGGATCCATGAAACCCCCAACAG
Fe-328S GACCGGGCACAGGAGATAGGCTCC

Fe-329S GCCCCTATTATTTGACCGCTCCCA

Fe-330S TAGCACTGCTCCTAGGGGGATTAAC

Fe-344S ATTTGACCGCTCCCAACAGAACGTACTGGGTCTGT
Fe-345S GCTCCAGGTACTCAATATTACTGCCGACTATTGCA
Fe-346S GGTACTCAATAATACTACAGACTATTGCATCCTAAT
Fe-347S GCCACTACGAACCCGGCAGCAGATTCCGGAGAGAA
Fe-358S TCAATAATACTGCCGACGATTGCATCCTAATTGA
Fe-362S ATTTGACCGCTCCCAACGGAACATACTGGGTCTGT
Fe-363S TCAATACTACTACAGATTATTGCATCCTAATTGA
Fe-376S CATTACGAACCCGGCGGCAGATTCCGGAGAG
Fe-377S TCAATGATACTGCCGACGATTGCATCCTAATTGA
Fe-378S TCCAGGTACTCAATACTACTGCCGACTATTG

Fe-379S CTAGCCGCCCCCAATCGCACCTATTGGGCCT
Fe-380S AATTGGACCTCTGATGATTGTGTCTTAATCGA
Fe-382S CTCCAGGTACTCAATATTACTACAGACTATTGCATCCTAATTG
FrMLYV env 1S GGGAATTCATGGCGTGTTCAACGCTCCC

FrMLV mul S TCTAGTTGCCCCCACAAGAACTACGTGGGCATG
FrMLV mu5 S TAATCGCACCACTGACGATTGCGTTCTCGTAG
KoRYV env eco 1S GAATTCATGCTTCTCATCTCAAACCCGCGC

KoRV mul S CCTCCTCCCCTCCAACCGCAGCTGGTGGGCTTG
KoRV mu5 S CCACCAGTCTAACGATGACTGTATCCAGATCCAGC
KoRYV 38 CCGAATTCATGCTTCTCATCTCAAACCCGCGC
Fe-218R GCCAATACTAGGTTGGGACCTACGGTTTGGGTGATG
Fe-219R GGCCCTTGGTGGCTGGACTGGGATGGCTAGCTG
Fe-220R GTCTCCCGTGCCCGGTCGAGAGGGGGAAGTTGAG
Fe-221R GCTCTGAGTTTGATTTGGGGCCGTGAGGTTGAG
Fe-222R CCGGATCCTCATTCGATTGTATCTGGCC

Fe-266R GCCAAGCTTGCATGCCGGATCCTCATTCGATTGTATCTG
Fe-267R TCTCCTGTGCCCGGTCGAGAGGG

Fe-268R GTCAAATAATAGGGGCCCTGCCC

Fe-269R CCTAGGAGCAGTGCTACGGTGAG

Fe-281R ACAGACCCAGTACGTTCTGTTGGGAGCGGTCAAAT
Fe-282R TGCAATAGTCGGCAGTAATATTGAGTACCTGGAGC
Fe-283R ATTAGGATGCAATAGTCTGTAGTATTATTGAGTACC
Fe-284R TTCTCTCCGGAATCTGCTGCCGGGTTCGTAGTGGC
Fe-395R TCAATTAGGATGCAATCGTCGGCAGTATTATTGA
Fe-401R ACAGACCCAGTATGTTCCGTTGGGAGCGGTCAAAT
Fe-402R TCAATTAGGATGCAATAATCTGTAGTAGTATTGA
Fe-409R CACACCGGAATCTGCCGCCGGGTTCGTAATG
Fe-410R TCAATTAGGATGCAATCGTCGGCAGTATCATTGA
Fe-411R CAATAGTCGGCAGTAGTATTGAGTACCTGGA
Fe-412R AGGCCCAATAGGTGCGATTGGGGGCGGCTAG
FrMLYV env 1R CCGAATTCTCATGGCTCGTATTCTAGTG

FrMLV mul R CATGCCCACGTAGTTCTTGTGGGGGCAACTAGA
FrMLV mu5 R CTACGAGAACGCAATCGTCAGTGGTGCGATTA
KoRY env eco 1R GAATTCGGTAGCTCTAATCATAGAGCAGAA

KoRV mul R CAAGCCCACCAGCTGCGGTTGGAGGGGAGGAGG
KoRV mu5 R GCTGGATCTGGATACAGTCATCGTTAGACTGGTTG
KoRYV 4R CCGAATTCTTACAGGTCTTCTTCAGAGATCAGTTTCTGTTCGAGGTTATCCTCGTTGTCTAG

ERV-DC GL IT Env Myc R CCGGATCCCTACAGGTCTTCTTCAGAGATCAGTTTCTGTTCTTCGATTGTATCTGGCCT




