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ENSP00000417310   /1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR human 

ENSGGOP00000007313/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR gorilla 

ENSSSCP00000020570/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR pig 

ENSRNOP00000021164/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR rat 

ENSMUSP00000064878/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR mouse 

ENSEEUP00000000699/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR hedgehog 

ENSCJAP00000014380/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR marmoset 

ENSOGAP00000006893/1-380  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMR bush baby 

ENSOANP00000002363/1-257  -TVYNLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGDALK EKYDSAAAMK platypus 

ENSPMAP00000010868/1-373  -AVYGLADVA CKCHGVSGSC SLKTCWLQLA DFRKVGKFLK EKYDSASAAR lamprey 

ENSDARP00000018037/1-374  -IVSDLADVS CKCHGVSGSC SLKTCWLQLA DFRKVGDVLK EKYDSAAAMR zebrafish 


