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Supplemental Table 1. GanBank accession numbers of retrieved	  α4, β7,	  	  αΕ 	  and CCR5 promoter sequences used in the 
phylogenetic analyses of the study 

SPECIES α4 αΕ β7 CCR5 

Homo sapiens NC_000002.11 NW_004929405.1 NC_000012.11 AF032132.1 

Gorilla gorilla NC_018426.1 NC_018441.1 NC_018436.1 AF252560.1 

Pan troglodytes NC_006470.3 NC_006484.3 NC_006479.3 AF252558.1 

Pan paniscus NW_003870546.1 NW_003870286.1 NW_003870627.1 DQ482439.1 

Pongo abelii NC_012593.1 NC_012608.1 NC_012603.1 NW_002913658.1 

Nomascus leucogenys NC_019837.1 ----------------- NC_019826.1 ----------------- 

Macaca mulatta ----------------- 
AC191829.4 

AC197790.3 
NW_001096622.1 AC198716.8 

Macaca fascicularis ----------------- NC_022287.1 ----------------- AF252565.1 

Macaca nemestrina ----------------- ----------------- ----------------- AF252566.1 

Papio anubis NC_018163.1 NC_018167.1 NC_018162.1 AF252564.1 

Cercocebus atys ----------------- ----------------- ----------------- AF252572.1 

Chlorocebus sabaeus ----------------- NC_023657.1 ----------------- AF252581.1 

Samiri boliviensis NW_003943608.1 NW_003943657.1 ----------------- NW_003943621.1 

Callithrix jacchus NC_013901.1 ----------------- NC_013904.1 AF252597.1 
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