Splicing variants of RON
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Supplementary Figure 1. RON transcript lacking exons 18+19 in seven NSCLC cell lines. Short region of RON cDNA
was amplified and sequenced using the forward primer as given in methods. In the sequencing chromatograms of
each of the cell lines, overlapping sequence starts from nucleotide 3645 of RON reference sequence. The overlap-
ping sequence corresponds to exon 20, indicating skipping of exons 18 and 19.
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Splicing variants of RON

atggagctcctcccgeccgectgectcagtecttectgttgetgetyg
T T R T S P 1, 2B (5 S R TR T, ST T Ty
ctgttgcctgeccaagcccgecggegggcgaggactggcagtgeceg
TR T 7 G R A T 7\ S G R T R W C) R G
cgcaccccctacgcggectectegecgactttgacgtgaagtacgtg
R T P Y A A S R D F D V K Y V
gtgcccagcttcteccgecggaggectggtacaggeccatggtgacce
D S I S 2 G o s B () R A M
tacgagggcgacagaaatgagagtgctgtgtttgtagccatacge
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aatcgcctgcatgtgecttgggectgacctgaagtctgtecagage
N RL HV L G P DU L K S V Q S
ctggccacgggccctgctggagaccctggctgccagacgtgtgca
TR AT G AR P A 7\ (5 D E G A RO S TR G A 7y
gcctgtggcccaggaccccacggeccctcccggtgacacagacaca
noe & B g B OEH & B B & D T D I
aaggtgctggtgctggatcccgecgectgectgegetggtcagttgt
K v L vL.L D P AL P ATILV S C
ggctccagcctgcagggeccgetgettecctgecatgacctagagecce
G S s L G R C F L H DL E P
caagggacagccgtgcatctggcagecgccagecctgectecttectca
Q G T A V H L AAUPA AT CTUL F s
gcccaccataaccggcccgatgactgccccgactgtgtggecage
A H H N S RECPDEDEEC PR E VAL S
ccattgggcacccgtgtaactgtggttgagcaaggccaggectcce
T (O T R T VA N OGS O SS
tatttctacgtggcatcctcactggacgcagccgtggctggcage
Y F ¥ v A S S L D A AV A G s
ttcagcccacgctcagtgtctatcaggcgtctcaaggctgacgcee
F S P R S VvV 5 I R R L K A D A
tcgggattcgecaccgggetttgtggegttgtcagtgetgeccaag
S G e e R G O A T e Vi T P K
catcttgtctcctacagtattgaatacgtgcacagcttccacacg
H T S S b RV N S I e T
ggagccttcgtatacttcctgactgtacageccggeccagegtgaca
G 2 N T O R A S IV T
gatgatcctagtgccctgcacacacgcctggcacggcttagecgec
D Db P S AL HTRULAURTIL S A
actgagccagagttgggtgactatcgggagctggtcctecgactge
AT i O T, (s B TH Y 1 S Sy S/ 1 R 1) A (€
agatttgctccaaaacgcaggcgccggggggecccagaaggecgga
R F A P K R R R R G A P E G G
cagccctaccctgtgctgcaggtggecccactccgetceccagtgggt
Q P ¥ P VL 9 V A H S A P V G
gcccaacttgccactgagctgagcatcgccgagggeccaggaagta
A Q L A TEUL S I A E G Q E V
ctatttggggtctttgtgactggcaaggatggtggtcctggecgtg
i C VI A R F R 1) S (S S & A/
ggccccaactctgtcgtctgtgecttccccattgacctgetggac
G N S e O A e P DT S T )
acactaattgatgagggtgtggagcgctgttgtgaatccccagte
L T T S R e R e O N SR E N
catccaggcctcecggecgaggcctcgacttecttccagtecgeccagt
HE O G T R R R G LN S FEN O SR S
ttttgccccaaccecgectggectggaagccctcageecccaacacce
E ¢ P NP P 6 LK E A L S P N T
agctgccgccacttccctctgectggtcagtagcagettectcacgt
S R L PRI LV AS I S S RS B
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Splicing variants of RON

ttgtatgtgacacgccttgacaacgtcacagtggcacacatgggce
) 1= G [ ) B T T\ AT T B M &
acaatggatgggcgtatcctgcaggtggagctggtcaggtcacta
r M Db 6 R I L 9 V E L V R 5 L
aactacttgctgtatgtgtccaacttctcactgggtgacagtggg
N Y L L ¥ V S N F S L G D S G
cagcccgtgcagcgggatgtcagtcgtcttggggaccacctactce
R BV O R VA S R T GO R T
tttgcctctggggaccaggttttccaggtacctatccgaggecct
N A S G T O e e O N P TN R RGN E
ggctgccgccacttcctgacctgtgggegttgecctaagggecatgg
G R H O [ N G R e I N R AW
catttcatgggctgtggctggtgtgggaacatgtgcggeccagcag
H F M G €C G W C G NMZGCG Q0 0
aaggagtgtcctggctcctggcaacaggaccactgcccacctaag
I m © B @ &8 W o G I B © R
cttactgagtteccacccccacagtggacctectaaggggcagtaca
TR R T HE PR H S T G PR )5 B R G S T:
aggctgaccctgtgtggctccaacttctaccttcacccttctggt
R L T LN GRS N Y L HE PRSI G
ctggtgcctgagggaacccatcaggtcactgtgggccaaagtcce
EESVER PR ESNG TS HEN O RSV TES A GRS RS S P
tgccggccactgcccaaggacagctcaaaactcagaccagtgcce
CERE NPT I E R KD S T S KT R S ER VAR B
cggaaagactttgtagaggagtttgagtgtgaactggagcccttg
RS KT P R 7 G R L R T S T B A Ty
ggcacccaggcagtggggcctaccaacgtcagecctcaccgtgact
G T Q A VvV 6 P T N V S L T V T
aacatgccaccgggcaagcacttccgggtagacggcacctcecgtg
NS MNP P G FR ET R A R VAR T B T S T
ctgagaggcttctctttcatggagccagtgctgatagcagtgcaa
L R G F S FMEUP VL I A V Q
ccccectectttggecccacgggcaggaggcacctgtctcactcttgaa
B I G B A GG R C T i
ggccagagtctgtctgtaggcaccagccgggectgtgectggtcaat
G ) S T S N G T S R A TV N
gggactgagtgtctgctagcacgggtcagtgaggggcagctttta
G T E C L L A RV S E G Q L L
tgtgccacaccccctggggccacggtggccagtgteccececttage
c AT PP G ATV A S V P L S
ctgcaggtggggggtgcccaggtacctggttecctggaccttceccag
L 9 VvV G G A Q VP G S W T F Q
tacagagaagaccctgtcgtgctaagcatcagccccaactgtgge
AR EE NS VAR VAR LRSS SEREES NS C N G
tacatcaactcccacatcaccatctgtggccagcatctaacttca
Y ARTER N G H TS = S T (R (5 O RS H ST BT S
gcatggcacttagtgctgtcattccatgacgggcttagggcagtyg
A W HUL VL S F HD G L R A V
gaaagcaggtgtgagaggcagcttccagagcagcagctgtgeccge
FEES AN RN CERNE RO TR PO EEN OO S [N R
cttcctgaatatgtggtccgagacccccagggatgggtggecaggyg
L P E ¥ V V R D P @ G W V A G
aatctgagtgcccgaggggatggagectgctggctttacactgect
IN TS 7\ B E S (G (S B 7V S 7\ S (G T T A P
ggctttcgcttectacccccaccececatccacccagtgeccaaccta
GRS EER T PP PR H N E R PRS2SR N T
gttccactgaagcctgaggagcatgccattaagtttgagtatatt
vV P L K P E E HA I K F E Y T
gggctgggcgctgtggctgactgtgtgggtatcaacgtgaccgtyg
G L G AV A DCVGTINUVTV
ggtggtgagagctgccagcacgagttccggggggacatggttgte
G G E S ¢ Q HEUVFRGDMV YV
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Splicing variants of RON

tgcccecectgceccccatcectgecagettggecaggatggtgececca
CRNENNTESERNPANS BNL A ORGSO RSD AN G ATS B
ttgcaggtctgcgtagatggtgaatgtcatatecctgggtagagtg
L Qg vCC VD GECUHTITU LTSGRV
gtgcggccagggeccagatggggtcccacagagcacgectecttggt
/RO G T G A VA DA 6/ S T TV )
atcctgctgcctttgectgectgecttgtggectgcactggecgactgea
I L L P L L L L V A A L A T A
ctggtcttcagctactggtggcggaggaagcagctagttecttect
L VvV F S Y W W R R K Q L Vv L P
cccaacctgaatgacctggecateccectggaccagactgectggagece
P N L. N D L A S L D@ T A G A
acacccctgcctattctgtactecgggctctgactacagaagtgge
(P T I ST VA S C ST VAR E I ST G
cttgcactccctgccattgatggtctggattccaccacttgtgte
L AL p A I DGULD S T T C V
catggagcatccttctccgatagtgaagatgaatcctgtgtgcca
HEG A S RS DS ENDESS N E VR
ctgctgcggaaagagtccatccagectaagggacctggactctgeg
1 i L ) i e R 1) S (T T ST 2
ctcttggctgaggtcaaggatgtgctgattccccatgagegggtg
L L. A EV KDV L I P HE R V
gtcacccacagtgaccgagtcattggcaaaggccactttggagtt
VAN TANEES S END AR BNV NN G N KO G R F GV
gtctaccacggagaatacatagaccaggcccagaatcgaatccaa
vV Y H G E Y I D Q A Q N R I Q
tgtgccatcaagtcactaagtcgcatcacagagatgcagcaggtg
T S T T T L M I YT
gaggccttcctgcgagaggggctgctcatgegtggcctgaaccac
E A F L RE G L L MR G L N H
ccgaatgtgctggctctcattggtatcatgttgccacctgaggge
P N VL A L I G I ML P P E G
ctgccccatgtgctgctgeccctatatgtgccacggtgacctgcecte
R PENHESVERT A LSRR M EE H NG T O Ty

cagttcatccgctcacctcagcggaaccccaccgtgaaggacctce
RN FESTENREES I PRGOS RESN SN PE T VKO T T
atcagctttggcctgcaggtageccgecggecatggagtacctggea
T S N G T R G M i Y I A
gagcagaagtttgtgcacagggacctggctgcgcggaactgcatl
E Q K F V H R D L A A R N C M

ctgctgtgggaactgctgacacggggtgccccaccataccgeccac
L L W E L L T R G A P P Y R H
attgacccttttgaccttacccacttcctggcccagggteggege
I D P F DLTUHU FTULA QS GTRR
ctgccccagecctgagtattgecctgattcectctgtaccaagtgatg
N e ORISR Y O V M
cagcaatgctgggaggcagacccagcagtgcgacccaccttcaga
Q 9 C w E A D P A V R P T F R
gtactagtgggggaggtggagcagatagtgtctgcactgcttggg
vV L. v.6 E V E Q I VvV S A L L G
gaccattatgtgcagctgccagcaacctacatgaacttgggeccce
b H Y VvV o L P A T Y M N L G P
agcacctcgcatgagatgaatgtgcgtccagaacagccgecagtte
s T S H EM NV R P E QO P O F
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Supplementary Figure 2. Complete RON coding reference sequence with ex-
ons 18 and 19 highlighted in green and yellow, respectively.



