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FIG S1. The blastn nucleotide sequence homology of LGI1 to the other publically available genomes in the NCBI database.  
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                                                           1        10        20        30        40        50        60 
                                                           |        |         |         |         |         |         |  
              Listeria monocytogenes 08-5578 (CP001602)    ATGGAATGGATTTTTTTAGCAGTCGCTATCGTACTTGAACTTGTTGGAACAACATTGATG 
              Listeria monocytogenes 08-5923 (CP001604)    ATGGAATGGATTTTTTTAGCAGTCGCTATCGTACTTGAACTTGTTGGAACAACATTGATG 
  Desulfitobacterium dehalogenans ATCC 51507 (CP003348)    ATGCAATGGGTTTATTTAGCCCTGGCTATTTTACTTGAAATTTTTGGGACAACACTAATG 

E-value 2x10-49, Query coverage 100%, Identity 74% 
          Desulfitobacterium hafniense DCB-2 (CP001336)    ATGCAATGGATTTATTTAGCCCTGGCTATTTTACTGGAAATTTTGGGGACAACACTGATG 

E-value 1x10-38, Query coverage 100%, Identity 72% 
            Desulfitobacterium hafniense Y51 (AP008230)    ATGCAATGGGTTTACTTAGCCCTGGCTATTTTACTGGAAATTTTAGGGACAACACTGATG 

E-value 6x10-36, Query coverage 100%, Identity 71% 
          Desulfitobacterium hafniense PCS-E (LK996017)    ATGCAATGGGTTTACTTAGCCCTGGCTATTTTACTGGAAATTTTAGGGACAACACTGATG 

E-value 6x10-36, Query coverage 100%, Identity 71% 
         Clostridium scatologenes ATCC 25775 (CP009933)    ATGGAATGGATTTACCTTATTCTTGCGATTTTATTTGAAATTGCAGGAACAACATTAATG 

E-value 7x10-29, Query coverage 96%, Identity 70% 
           Clostridium ljungdahlii DSM 13528 (CP001666)    -TGGAATGGATTTATCTAATTGGAGCTATTATACTTGAAACAATAGGAACAACTTGTATG 

E-value 1x10-24, Query coverage 99%, Identity 68% 
       Clostridium autoethanogenum DSM 10061 (CP006763)    -TGGAATGGATTTATCTAATTGGAGCTATTATACTTGAAACAATAGGAACAACTTGTATG 

E-value 1x10-24, Query coverage 99%, Identity 68% 
 
 
 
                                                          61        70        80        90       100       110       120 
                                                           |        |         |         |         |         |         |  
              Listeria monocytogenes 08-5578 (CP001602)    AAAATGTCTGATGGACTTACAAAGCTATTACCAAGTGCAGGGATGTTCATAGCATTTATC 
              Listeria monocytogenes 08-5923 (CP001604)    AAAATGTCTGATGGACTTACAAAGCTATTACCAAGTGCAGGGATGTTCATAGCATTTATC 
  Desulfitobacterium dehalogenans ATCC 51507 (CP003348)    AAAATGTCCGATGGACTGACTAAAATGCTGCCCACCGCAGGAATGTTCCTGGCCTATGCT 
          Desulfitobacterium hafniense DCB-2 (CP001336)    AAAATGTCCGAGGGACTGACGAAAATGCTGCCAACGTTAGGGATGTTTCTGGCCTATGTT 
            Desulfitobacterium hafniense Y51 (AP008230)    AAAATGTCCGAGGGACTGACGAAAATGCTGCCAACGTTAGGGATGTTCCTGGCCTATGTT 
          Desulfitobacterium hafniense PCS-E (LK996017)    AAAATGTCCGAGGGACTGACGAAAATGCTGCCAACGTTAGGGATGTTCCTGGCCTATGTT 
         Clostridium scatologenes ATCC 25775 (CP009933)    AAAGTGTCTTATGGGTTTACTAAAATATTGCCAACTATAGGAACATTTTTAGGTTATATA 
           Clostridium ljungdahlii DSM 13528 (CP001666)    AAGATGTCTGATGGATTTACAAAATTACTGCCAGCTTTAGGAACAATTCTAACGTATGGC 
       Clostridium autoethanogenum DSM 10061 (CP006763)    AAGATGTCTGATGGATTTACAAAATTACTGCCAGCTTTAGGAACAATTCTAACGTATGGC 
 
 
 
                                                         121       130       140       150       160       170       180 
                                                           |        |         |         |         |         |         |   
              Listeria monocytogenes 08-5578 (CP001602)    CTATGTTTCGGTTCTTTAGCATTAGCATTAAAAAAAATACCGGTTAGTGCAGCATATGCT 
              Listeria monocytogenes 08-5923 (CP001604)    CTATGTTTCGGTTCTTTAGCATTAGCATTAAAAAAAATACCGGTTAGTGCAGCATATGCT 
  Desulfitobacterium dehalogenans ATCC 51507 (CP003348)    TTATGTTTTGGTTCCTTGGCCTTGGCATTAAAGAAAATACCCGTTAGCGTGGCCTACGCC 
          Desulfitobacterium hafniense DCB-2 (CP001336)    TTATGTTTTAGTTCCTTCGCCCTGGCCTTAAAGAAAATACCGGTCAGCGTCGCCTATGCC 
            Desulfitobacterium hafniense Y51 (AP008230)    TTATGTTTTAGTTCCTTCGCCCTGGCCTTAAAGAAAATACCAGTCAGCGTCGCCTATGCC 
          Desulfitobacterium hafniense PCS-E (LK996017)    TTATGTTTTAGTTCCTTCGCCCTGGCCTTAAAGAAAATACCAGTCAGCGTCGCCTATGCC 
         Clostridium scatologenes ATCC 25775 (CP009933)    ATATGCTTTATTTGTTTATCTATGGCGTTGAAAAAAATAGATATAAGTGTGGCATATGCT 
           Clostridium ljungdahlii DSM 13528 (CP001666)    TTGTGCTTTGTACTTTTTTCAATATCTTTAAAAAAGATACCTGTGAGTGTGGCATATGCT 
       Clostridium autoethanogenum DSM 10061 (CP006763)    TTGTGCTTTGTACTTTTTTCAATATCTTTAAAAAAGATACCTGTGAGTGTGGCATATGCT 
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                                                         181       190       200       210       220       230       240 
                                                           |        |         |         |         |         |         |  
              Listeria monocytogenes 08-5578 (CP001602)    ATATGGTCTGGAGTTGGAATAGTTGCTATAGCGGTGATTGGAGTTTTATTTTTTAAAGAA 
              Listeria monocytogenes 08-5923 (CP001604)    ATATGGTCTGGAGTTGGAATAGTTGCTATAGCGGTGATTGGAGTTTTATTTTTTAAAGAA 
  Desulfitobacterium dehalogenans ATCC 51507 (CP003348)    GTATGGTCGGGAGTGGGAATTGTAATTATATCGGTGATAGGAATTCTGGTGTTCAAAGAA 
          Desulfitobacterium hafniense DCB-2 (CP001336)    GTATGGTCCGGAGTGGGGATTGTGGTTATATCGGCCATAGGAATAGCAGTGTTCAAAGAA 
            Desulfitobacterium hafniense Y51 (AP008230)    GTATGGTCCGGAGTGGGGATTGTGGTTATATCGGCCATAGGAATAGCAGTGTTCAAAGAA 
          Desulfitobacterium hafniense PCS-E (LK996017)    GTATGGTCCGGAGTGGGGATTGTGGTTATATCGGCCATAGGAATAGCAGTGTTCAAAGAA 
         Clostridium scatologenes ATCC 25775 (CP009933)    ATATGGTCTGCAGCTGGATTAGTTATACTATCAACAATTGGAATATTTGTTTTTAAAGAA 
           Clostridium ljungdahlii DSM 13528 (CP001666)    ATATGGTCAGCTGCAGGAACTACTATTATATCAGTAATAGGAATTTTTATTTTTAAAGAA 
       Clostridium autoethanogenum DSM 10061 (CP006763)    ATATGGTCAGCTGCAGGAACTACTATTATATCAGTAATAGGAATTTTTATTTTTAAAGAA 
  
 
 
                                                         241       250       260       270       280       300       310 
                                                           |        |         |         |         |         |         |  
              Listeria monocytogenes 08-5578 (CP001602)    AATGTCAACGCAATAAAAGTAGTATCTATACTTCTCATTGTAGCAGGGGTTGTAGGCCTG 
              Listeria monocytogenes 08-5923 (CP001604)    AATGTCAACGCAATAAAAGTAGTATCTATACTTCTCATTGTAGCAGGGGTTGTAGGCCTG 
  Desulfitobacterium dehalogenans ATCC 51507 (CP003348)    ACCATCAACACCCTGAAAGTTGTATCCATAGTCCTTATTGTAGCGGGAGTGGTGGGTTTG 
          Desulfitobacterium hafniense DCB-2 (CP001336)    ACCGTCACTACCCTGAAAGTCGTATCCATCGTCCTGATTGTAGCAGGAGTAGTGGGTTTG 
            Desulfitobacterium hafniense Y51 (AP008230)    ACCGTCACTACCCTGAAAGTCGTATCCATCGTCCTGATTGTAGCAGGAGTAGTGGGTTTG 
          Desulfitobacterium hafniense PCS-E (LK996017)    ACCGTCACTACCCTGAAAGTCGTATCCATCGTCCTGATTGTAGCAGGAGTAGTGGGTTTG 
         Clostridium scatologenes ATCC 25775 (CP009933)    AGCATTAGTGTTCTAAAAGTAGTATCTTTAGCCTTTATTGTATTAGGGGTTATTGGACTA 
           Clostridium ljungdahlii DSM 13528 (CP001666)    AATATAAGTATTTTAAAAGTTTTGTCTATATTTTTTATTATATTAGGAGTTGTAGGATTA 
       Clostridium autoethanogenum DSM 10061 (CP006763)    AATATAAGTATTTTAAAAGTTTTGTCTATATTTTTTATTATATTAGGAGTTGTAGGATTA 
 
 
 
                                                         311       320       330     
                                                           |        |         |      
              Listeria monocytogenes 08-5578 (CP001602)    AACTTAGGTGGTGTTGCTCATTAA 
              Listeria monocytogenes 08-5923 (CP001604)    AACTTAGGTGGTGTTGCTCATTAA 
  Desulfitobacterium dehalogenans ATCC 51507 (CP003348)    AACTTAAGCGGTACGGCTCATTAA 
          Desulfitobacterium hafniense DCB-2 (CP001336)    AACCTGGGCGGTACCGCTCATTAA 
            Desulfitobacterium hafniense Y51 (AP008230)    AACCTGGGCGGTACCGCTCATTAA 
          Desulfitobacterium hafniense PCS-E (LK996017)    AACCTGGGCGGTACCGCTCATTAA 
         Clostridium scatologenes ATCC 25775 (CP009933)    AACTTAAGTGGAGT---------- 
           Clostridium ljungdahlii DSM 13528 (CP001666)    AACTTTAGCGGCGTTAGTCACTAA 
       Clostridium autoethanogenum DSM 10061 (CP006763)    AACTTTAGCGGCGTTAGTCACTAA 
  
  

FIG S2. The blastn nucleotide sequence homology of emrELm (highlighted in yellow) to the other publically available genomes in the 
NCBI database.  
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FIG S3. The graphic representation (A) and blastp protein sequence homology (B) of emrELm to the other publically available proteins 
in the NCBI database obtained using SmartBlast. Reference species represent matches from well-studied species.  


