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Supplemental Table1. Primers used to clone the LEA genes.  

Genes Primer name Sequence (5'-3') 

PtaLEA1-1 PtaRT-LEA1-1 GCAGCCAAGGAGAAGATGAGC 

 
PtaRT-LEA1-1 GGGATAAGTGGTAGTGTGAGTAGGG 

PtaLEA1-2 PtaRT-LEA1-2 AGCGATGTGAAGGAAGGGAT 

 
PtaRT-LEA1-2 GTAAGTTCCAGGAGTACCAACATTC 

PtaLEA2-1 PtaRT-LEA2-1 TATCAAGCCCGGAAGCATTATC 

 
PtaRT-LEA2-1 ATGGGTCCAAATGGAGAGTCAAC 

PtaLEA3-1 PtaRT-LEA3-1 ATGGCCAGATCTCTGCCC 

 
PtaRT-LEA3-1 TGCTACATCAGTTACCCCAAAA 

PtaLEA3-2 PtaRT-LEA3-2 ATAATTTTCAATGGCTGCCG 

 
PtaRT-LEA3-2 AATTGAGAAATTTTACATCAATTCA 

PtaLEA3-3 PtaRT-LEA3-3 TCTACATATGAAGGTTGTGGCTG 

 
PtaRT-LEA3-3 CAGAAATTTTAAATCGTGTCGTT 

PtaLEA3-4 PtaRT-LEA3-4 CTCCGAATAAGTTATCTTCTCTCAG 

 
PtaRT-LEA3-4 TCGGAGTTCCGCAATGTC 

PtaLEA3-5 PtaRT-LEA3-5 TGGTCTTGTGTCCCGTTTTC 

 
PtaRT-LEA3-5 TTCTGGAGGAGAGCAGCTTC 

PtaLEA3-6 PtaRT-LEA3-6 ATGGCAGGACGGCTTCTAT 

 
PtaRT-LEA3-6 CTACTTTCTAGATAGGAGCTTCTGC 

PtaLEA4-1 PtaRT-LEA4-1 CGGACCAGTACAATCGGG 

 
PtaRT-LEA4-1 CCCAAGGGATGCTTCAGAG 

PtaLEA4-2 PtaRT-LEA4-2 CAGTGCAAGCAATATGGGC 

 
PtaRT-LEA4-2 CCAAAGGGTTTCTTGACAGC 

PtaLEA4-3 PtaRT-LEA4-3 GAGGCAGAAGAGAGACGGG 

 
PtaRT-LEA4-3 GGACTCTTGGGCTTTTTCTTG 

PtaLEA5-1 PtaRT-LEA5-1 CTAAATCGTTGGGAGTGACCA  

 
PtaRT-LEA5-1 CCGTTCTTCTTTTCTTACTTCTCC 

PtaLEA7-1 PtaRT-LEA7-1 ATGAAGCGCAAGATCAATTG 

 
PtaRT-LEA7-1 AGGCAGGTCTTCGGTAGCAGTA 

PtaLEA7-2 PtaRT-LEA7-2 TATTTTTCAGGGTTTCATACGAC 

 
PtaRT-LEA7-2 CCTCCTTTTTGAGTGACGG 

PtaLEA7-3 PtaRT-LEA7-3 AGACTCAGAAGGGTGGTGCT  

 
PtaRT-LEA7-3 TGGTGTTGGAAACCCATAGC  

PtaLEA7-4 PtaRT-LEA7-4 AACGTCCTTACGGAAAGCG 

 
PtaRT-LEA7-4 CCACGAGCAGGTCTTCAGTAG 

PtaLEA8-1 PtaRT-LEA8-1 CATCTGCAGAGACTGTGCCT  

 
PtaRT-LEA8-1 CCTTCATATCCATGCCCAT 

PtaLEA8-2 PtaRT-LEA8-2 CAATCTGATCACATTGTCCAGAC 

 
PtaRT-LEA8-2 GGAATACTGCTTTCCATCCTC 

PtaLEA8-3 PtaRT-LEA8-3 GGAGTCGAACACGGGCAT 

 
PtaRT-LEA8-3 CTTTGATTTTACCAAGCACACC 

PtaLEA8-4 PtaRT-LEA8-4 ATGGCTGAACAAGCTAAGCAA 

 
PtaRT-LEA8-4 CGCCTTCTTCTCCTCTTCAC 



PtaLEA8-5 PtaRT-LEA8-5 ATGGCGCAACCAGCACAC 

 
PtaRT-LEA8-5 TTACTCCACGTCATTCTTATTTTGT 

PtaLEA8-6 PtaRT-LEA8-6 GAAAGCATTCTGATGAGATTGG 

  PtaRT-LEA8-6 TTATTTTATCAAGCATACCCGT  

   
 



Supplemental Table 2. RT-PCR primers used to detect the expression of LEA genes. 
Genes Primer name Sequence (5'-3') 

PtaLEA1-1 PtaRT-LEA1-1 GCAGCCAAGGAGAAGATGAGC 

 
PtaRT-LEA1-1 GGGATAAGTGGTAGTGTGAGTAGGG 

PtaLEA1-2 PtaRT-LEA1-2 AGCGATGTGAAGGAAGGGAT 

 
PtaRT-LEA1-2 GTAAGTTCCAGGAGTACCAACATTC 

PtaLEA2-1 PtaRT-LEA2-1 TATCAAGCCCGGAAGCATTATC 

 
PtaRT-LEA2-1 ATGGGTCCAAATGGAGAGTCAAC 

PtaLEA3-1 PtaRT-LEA3-1 ATGGCCAGATCTCTGCCC 

 
PtaRT-LEA3-1 TGCTACATCAGTTACCCCAAAA 

PtaLEA3-2 PtaRT-LEA3-2 ATAATTTTCAATGGCTGCCG 

 
PtaRT-LEA3-2 AATTGAGAAATTTTACATCAATTCA 

PtaLEA3-3 PtaRT-LEA3-3 TCTACATATGAAGGTTGTGGCTG 

 
PtaRT-LEA3-3 CAGAAATTTTAAATCGTGTCGTT 

PtaLEA3-4 PtaRT-LEA3-4 CTCCGAATAAGTTATCTTCTCTCAG 

 
PtaRT-LEA3-4 TCGGAGTTCCGCAATGTC 

PtaLEA3-5 PtaRT-LEA3-5 TGGTCTTGTGTCCCGTTTTC 

 
PtaRT-LEA3-5 TTCTGGAGGAGAGCAGCTTC 

PtaLEA3-6 PtaRT-LEA3-6 ATGGCAGGACGGCTTCTAT 

 
PtaRT-LEA3-6 CTACTTTCTAGATAGGAGCTTCTGC 

PtaLEA4-1 PtaRT-LEA4-1 CGGACCAGTACAATCGGG 

 
PtaRT-LEA4-1 CCCAAGGGATGCTTCAGAG 

PtaLEA4-2 PtaRT-LEA4-2 CAGTGCAAGCAATATGGGC 

 
PtaRT-LEA4-2 CCAAAGGGTTTCTTGACAGC 

PtaLEA4-3 PtaRT-LEA4-3 GAGGCAGAAGAGAGACGGG 

 
PtaRT-LEA4-3 GGACTCTTGGGCTTTTTCTTG 

PtaLEA5-1 PtaRT-LEA5-1 CTAAATCGTTGGGAGTGACCA  

 
PtaRT-LEA5-1 CCGTTCTTCTTTTCTTACTTCTCC 

PtaLEA7-1 PtaRT-LEA7-1 ATGAAGCGCAAGATCAATTG 

 
PtaRT-LEA7-1 AGGCAGGTCTTCGGTAGCAGTA 

PtaLEA7-2 PtaRT-LEA7-2 TATTTTTCAGGGTTTCATACGAC 

 
PtaRT-LEA7-2 CCTCCTTTTTGAGTGACGG 

PtaLEA7-3 PtaRT-LEA7-3 AGACTCAGAAGGGTGGTGCT  

 
PtaRT-LEA7-3 TGGTGTTGGAAACCCATAGC  

PtaLEA7-4 PtaRT-LEA7-4 AACGTCCTTACGGAAAGCG 

 
PtaRT-LEA7-4 CCACGAGCAGGTCTTCAGTAG 

PtaLEA8-1 PtaRT-LEA8-1 CATCTGCAGAGACTGTGCCT  

 
PtaRT-LEA8-1 CCTTCATATCCATGCCCAT 

PtaLEA8-2 PtaRT-LEA8-2 CAATCTGATCACATTGTCCAGAC 

 
PtaRT-LEA8-2 GGAATACTGCTTTCCATCCTC 

PtaLEA8-3 PtaRT-LEA8-3 GGAGTCGAACACGGGCAT 

 
PtaRT-LEA8-3 CTTTGATTTTACCAAGCACACC 

PtaLEA8-4 PtaRT-LEA8-4 ATGGCTGAACAAGCTAAGCAA 

 
PtaRT-LEA8-4 CGCCTTCTTCTCCTCTTCAC 



PtaLEA8-5 PtaRT-LEA8-5 ATGGCGCAACCAGCACAC 

 
PtaRT-LEA8-5 TTACTCCACGTCATTCTTATTTTGT 

PtaLEA8-6 PtaRT-LEA8-6 GAAAGCATTCTGATGAGATTGG 

  PtaRT-LEA8-6 TTATTTTATCAAGCATACCCGT  

   
 
 



Supplemental Table 3. EX-PCR primers used to expression the P.tabliufrims LEA genes. 
 

Genes Primer name Sequence (5'-3') 

PtaLEA1-1 PtaEX-LEA1-1 AGCGGCCGCATGCAACCTGTAAAGAATGCA 

 
PtaEX-LEA1-1 TTACTAGTTATCATAAGTACTTGCCGGGAG 

PtaLEA1-2 PtaEX-LEA1-2 AGCGGCCGCATGCAGACGGCCAAGGAG 

 
PtaEX-LEA1-2 TTACTAGTTATCACAGGTAATCTCTACCAGTGTTG 

PtaLEA2-1 PtaEX-LEA2-1 AGCGGCCGCATGACAATAATCTACGATGATATC 

 
PtaEX-LEA2-1 TTACTAGTTATCAATACTCATCGTCCTCG  

PtaLEA3-2 PtaEX-LEA3-2 AGCGGCCGCATGGCTGCCGGTGCTCTG 

 
PtaEX-LEA3-2 TTACTAGTTAATTTGGTCCTCCGCGAGA 

PtaLEA3-4 PtaEX-LEA3-4 AGCGGCCGCATGGCAAAGCTTGTGTCTCC 

 
PtaEX-LEA3-4 TTACTAGTTATCAGGAGGAGAGGACCTTCG 

PtaLEA4-2 PtaEX-LEA4-2 AGCGGCCGCATGGCGGATCAGTGCAAG 

 
PtaEX-LEA4-2 TTACTAGTTACTACTGATCGCTACCACCAAAG  

PtaLEA4-3 PtaEX-LEA4-3 AGCGGCCGCATGGCTTCAGAACAGGAAAAC 

 
PtaEX-LEA4-3 TTACTAGTTATCACCCACGTCGTTGAAAG 

PtaLEA5-1 PtaEX-LEA5-1 AGCGGCCGCATGGAGGGATTGATAATGAAAAT 

 
PtaEX-LEA5-1 TTACTAGTTAGTAGCCAAGCCTTTCCTTA 

PtaLEA7-1 PtaEX-LEA7-1 AGCGGCCGCATGAATCAGGGGCAGGCG 

 
PtaEX-LEA7-1 TTACTAGTTATCATGTCCGAAACCCCATG 

PtaLEA7-3 PtaEX-LEA7-3 AGCGGCCGCATGCAGAGTGCGGAGGCA 

 
PtaEX-LEA7-3 TTACTAGTTACTTCTCCGAGTGGCTGCT 

PtaLEA8-2 PtaEX-LEA8-2 AGCGGCCGCATGGCGGAAGAAGCACCAG  

 
PtaEX-LEA8-2 TTACTAGTTACTGTTCCCCATCATTCTTGTTAT  

PtaLEA8-4 PtaEX-LEA8-4 AGCGGCCGCATGGCTGAACAAGCTAAGCA 

 
PtaEX-LEA8-4 TTACTAGTTACTAGTGTCCAGGCAGCTTCTC 

PtaLEA8-5 PtaEX-LEA8-5 AGCGGCCGCATGGCGCAACCAGCACAC 

  PtaEX-LEA8-5 TTACTAGTTACTCCACGTCATTCTTATTTTGTT 

 


