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Figure S3. Aggregation propensity of the Arabidopsis DXS monomer. The protein 

surface is colored according to Aggrescan3D score in gradient from red (high predicted 

aggregation propensity) to white (negligible impact on protein aggregation) to blue 

(high predicted solubility). The figure was generated with PyMOL using the aggregation 

propensities encoded in the temperature factor column of the A3D.pdb output. 

 
  


