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Figure S4. Aggregation phenotypes of DXS in WT and j20 plants. (A) Confocal 

microscopy analysis of GFP (green) and chlorophyll (red) fluorescence distribution 

within the chloroplast. Representative images obtained with the same confocal 

parameters from siblings harboring the same T-DNA insertion with the 35S:DXS-GFP 

construct in a wild-type (WT) or J20-defective (j20) background are shown. (B) Analysis 

of DXS protein abundance by immunoblot analysis of protein extracts from WT and j20 

plants incubated with the indicated concentrations (µg/ml) of proteinase K. 

Representative blots and quantitative data corresponding to the mean and SE values 

of n=4 independent experiments are shown. Asterisks mark statistically significant 

differences (t test: p<0.05) relative to WT samples. 
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