S1 Table Primer information of RT-PCR

Gene

HNK-1

NTRK1

TH

MYCN
3 transcript
variants

MYCN

2 transcript

variants

SOX10

SNAIL

Cc-myc

PHOX2a

PHOX2B

CCND1

BMI1

HAND2

GATA3

EZH2

MASH1

Peripherin

NGFR

CDKN2a

CDKN2B

P21

Tujl

MAP2

a-SMA

GAPDH

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

forward

reverse

PRIMER SEQUENCE (5"-3')

CTGGAGTCTGAGAAGGGGTC

CGGAGACGCTCCGGACT

TCAACAAAATGTGGACGGAGA

GTGGTGAACACAGGCATCAC

CACGAAGTACTCCAGGTGGG

CGAGCTGTGAAGGTGTTTGA

CTTCGGTCCAGCTTTCTCAC

GTCCGAGCGTGTTCAA

CACAGTGACCACGTCGATTT

CACAAGGCCCTCAGTACCTC

CTTTCTTGTGCTGCATACGG

AGCTCAGCAAGACGCTGG

TTTACCTTCCAGCAGCCCTA

CCCACTGTCCTCATCTGACA

GCGTCCTGGGAAGGGAGATCCGGAGC

TTGAGGGGCATCGTCGCGGGAGGCTG

CTTCCAATACAGCCCCCTG

ATGGCTCTGGGAAGAACTTG

CTTCGCGGAGACTCACTACC

GTCGTCCCTGGAAGAGTCAG

TCCTCTCCAAAATGCCAGAG

GGCGGATTGGAAATGAACTT

TTCATTGATGCCACAACCAT

CA GAAAAGCCCTGGA

CAGCAACGACAAGAAAACCA

GGATGATTCCAAATGCAAGG

CTCATTAAGCCCAAGCGAAG

T CGGTTTCTGGTCTGG

TTGTCAATGTAGTTCAGAG

GTAGCACGGGCACTGCTTG

CGGCCAACAAGAAGATGAGT

CCGACGAGTAGGATGAGACC

AAGACGACTGTGCCTGAGGT

ATGCAGAGGGAGAGGAGACA

ACCTCATCCCTGTCTATTGCTCC

GCTGTTGGCTCCTTGCTTGTT

CTTCCTGGACACGCTGGT

CATGGTTACTGCCTCTGGTG

GGGGACTAGTGGAGAAGGTG

GGTGAGAGTGGCAGGGTC

CGACTGTGATGCGCTAATGG

CTGCCTCCTCCCAACTCATC

CCAGCTGCAAGTCCGAGT

CGCCCAGTATGAGGGAGAT

GCCTTGTTATTTCTCCTGCAA

GAGGAAGCATTGATTGGGAG

AGGAAGGACCTCTATGCTAACAAT

AACACATAGGTAACGAGTCAGAGC

AGGGTCATCATCTCTGCC

CCATCACGCCACAGTTTC
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