Plant Erv4lp/Erv46p Homologs

NCBI Reference Sequence: NP_001154394.1

>A.thalianaERV-Al
MAGILNKLRNLDAYPKINEDFYSRTLSGGVITLLSSVVMFLLFFSELRLYLHTVTETKLIVDTSRGETLRI
NFDITFPALACSILSVDAMDISGELHLDVKHDIIKRRLDSNGNTIEARQDGIGATKIENPLOQKHGGRLGHN
ETYCGSCYGAEAEEHDCCNSCEDVREAYRKKGWGVTNPDLIDQCKREGFLORVKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFHQSGVHVHDLLAFQKDSEFNISHKINRLTYGDYFPGVVNPLDKVEWSQDTPNAMYQYFT
KVVPTVYTDIRGHTIQSNQFSVTEHVKSSEAGQLOQSLPGVFFFYDLSPIKVTFTEEHISFLHFLTNVCATIV
GGVFTVSGIIDAFIYHGQKATKKKMEIGKFS

NCBI Reference Sequence: NP _564162.1

>A.thalianaERV-A2
MVGVMNRLRNLDAYPKINEDFYRRTLSGGVITLASSIVMLILFFSELQLYTIHPVTETQLRVDTSRGEKLRT
NFDVTFPALQCSIISLDSMDISGERHLDVRHDITIKRRLDSSGNVIEAKQDGIGHTKIEKPLOQKHGGRLEHN
ETYCGSCFGAEASDDACCNSCEEVREAYRKKGWALSDPESIDQCKREGFVQKVKDEEGEGCNVHGFLEVNK
VAGNFHFIPGQSFHQSGFQFHDMLLFQQGNYNISHKVNRLAFGDFFPGVVNPLDGVQWNQGKQSGVYQYFT
KVVPSIYTDVHONTIQSNQFSVTEHFONMEAGRMQSPPGVFFYYDLSPIKVIFEEQHVEFLHFLTNVCATIV
GGIFTVSGIVDSFIYHGQRATIKKKMEIGKFEN

NCBI Reference Sequence: NP_188868.2

>A.thalianaERV-B
MGVKQALRSIDAFPRAEDHLLOKTQSGAVVSIVGLLIMATLFLHELSYYLNTLTVHOMSVDLKRGETLPIH
VNMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSHGHIIGTEYISDLVEKGHEHGHSPHKHDGKEE
HKNETETEALNILGFDQAAETMIKKVKQALADGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFGGSK
NVNVSHMIHDLSFGPKYPGIHNPLDDTNRILHDTSGTFKYYIKIVPTEYRYLSKDVLSTNQYSVTEYFTPM
TEFDRTWPAVYFLYDLSPITVTIKEERRSFLHLITRLCAVLGGTFALTGMLDRWMFREFIESENKKPSTRA

NCBI Reference Sequence: NP_567765.2

>A.thalianaPDI7
MVSTSKIKSVDFYRKIPRDLTEASLSGAGLSITAALSMIFLFGMELNNYLAVSTSTSVIVDRSADGDFLRL
DFNISFPSLSCEFASVDVSDVLGTNRLNVTKTIRKFSIDSNMRPTGSEFHAGEVLSLINHGDETGEEIVED
SVPLTGRNEFDTFTHQFPILVVNEFYAPWCYWCNLLKPSWEKAAKQIKERYDPEMDGRVILAKVDCTQEGDLC
RRNHIQGYPSIRIFRKGSDLKDDNAHHDHESYYGDRDTESLVKMVVSLVEPTHLEPHNLALEDKSDNSSRT
LKKAPSTGGCRVEGYMRVKKVPGNLMVSARSGSHSFDSSQMNMSHVVNHLSFGRRIMPQKFSEFKRLSPYL
GLSHDRLDGRSFINQRDLGPNVTIEHYLQIVKTEVVKSNGQALVEAYEYTAHSSVAHSYYLPVAKFHFELS
PMOVLITENSKSFSHFITNVCAIIGGVFTVAGILDSILHHSMTLMKKIELGKNF

NCBI Reference Sequence: NP_566664.1

>A.thalianaPDI12
MVSSTKLKSVDFYRKIPRDLTEASLSGAGLSIVAALFMMFLFGMELSSYLEVNTTTAVIVDKSSDGDFLRI
DFNISFPALSCEFASVDVSDVLGTNRLNITKTVRKFPIDPHLRSTGAEFHSGLALHNINHGEETKEEFPDG
AIPLTSASFEALSHHFPILVVNENAPWCYWSNRLKPSWEKAANITIKQRYDPEADGRVLLGNVDCTEEPALC
KRNHIQGYPSIRIFRKGSDLREDHGHHEHESYYGDRDTDSIVKMVEGLVAPTHPETHKVALDGKSNDTVKH
LKKGPVTGGCRVEGYVRVKKVPGNLVISAHSGAHSFDSSQMNMSHVVSHFSFGRMISPRLLTDMKRLLPYL
GLSHDRLDGKAFINQHEFGANVTIEHYLQTVKTEVITRRSGQEHSLIEEYEYTAHSSVAQTYYLPVAKFHFE
ELSPMOILITENPKSFSHFITNLCAIIGGVFTVAGILDSIFHNTVRLVKKVELGKNI

NCBI Reference Sequence: NP_175508.2

>A.thalianaPDI13
MVSTSKIKSVDFYRKIPRDLTEASLSGAGLSIVAALAMLFLFGMELSSYLAINTSTSVIVDKSSDGDFLNT
DFNISFPALSCEFASVDVSDVFGTHRLNISKTIRKVPIDPHLRATAEEFHSTSDLHLINHGDEDHGDNSTY
ADIPLTGAAFEKFTHHFQILVVNEFYAPWCYWSNRLKPSWVKASQITRERYNPGTDDRVLLGSVDCTEEPTL
CKSNHIQGYPSIRIFRRGSGLREDHGNHEHESYYGDRDTDSLVKMVEELLKPTIKKEDHKLALDGKSDNAAS
TFKKAPVSGGCRIEGYVRAKKVPGELVISAHSGAHSFDASQMNMSHIVTHLTFGTMVSERLWTDMKRLLPY
LGOSYDRLNGKSFINERQLDANVTIEHYLQITKTEVISRRSGQEHSLIEEYEYTAHSSVARSYHYPEAKFH
FELSPMOVLISENPKSFSHFITNVCAIIGGVFTVAGILDSIFONTVRMVKKIELGKNI



NCBI Reference Sequence: XP _003579883.1

>B.distachyonERV-Al
MDGLMSKLRNLDAYPKVNEDFYSRTLSGGVITLASSFVMLLLFVSELRLYLHAVTETTLRVDTSRGEKLRI
NFDITFPALQCSIISIDVMDISGQEHLDVKHDVFKQRIDANGNVIATKQDAVGGMKVEKPLOMHGGRLEHN
ETYCGSCYGAEEPGEQCCNSCEDVREAYRKKGWGVSNPDSIDQCKREGFLQTIKDEEGEGCNIYGFVEINK
VAGNFHFAPGKSFQOSNVHVHDLLPFQKDSENVSHKINKLSFGEPFPGVVNPLDGAHWEFQHSPYGMYQYFV
KVVPTVYSHINEQIILSNQFSVTEHARSSESVRMQALPGVFFFYDLSPIKVTFTERHVSFLHFLTNVCATIV
GGVFTVSGIIDSFVYHGQRATITKKREIGKFEN

NCBI Reference Sequence: XP 003558026.1

>B.distachyonERV-A2
MDLWNKLRSLDAYPKVNEDFYSRTLSGGLITIASSLAILLLFFSEIRLYLYSATESKLTVDTSRGERLHIN
FDVTFPALPCSLVAIDTMDVSGEQHYDIRHDIFKKRIDHLGNVIESRKDGVGSPKIERPLONHGGRLDHNE
AYCGSCYGSEESDDQCCNSCEEVRDAYRKKGWALTNVESIDQCKREGFVQRLKDEQGEGCNIHGEVDVNKV
AGNFHFAPGKHLDQSFNFLODMLNFQPENYNISHKINKLSFGKEFPGVVNPLDGVEWKQEQATGLTGMYQY
FVKVVPTIYTDIRGRKIHSNQFSVTEHFREAIGFPRPPPGVYFFYEFSPIKVDFTEENTSLLHFLTNICAT
VGGIFTVAGIIDSFVYHGHRAIKKKMEIGKLG

NCBI Reference Sequence: XP 003568216.1

>B.distachyonERV-A3
MDGFLQKLKGLDAYPKVNEDFYKRTLSGGVVTLVSAVVMLLLEFISETSSYLNSATETKLVVDTSRGERLRV
NFDITFPSIPCTLLSVDTRDISGEQHQODIRHDIEKKRLNSHGNVIESRKEGIGGAKIERPLOQKHGGRLDKG
EQYCGTCYGAEESDEQCCNSCDEVREAYKKKGWALTNPDLIDQCAREDFVERVKTQHGEGCSVHGFLDVSK
VAGNFHFAPGRGFYESNVDVPELSSLEGGFNITHKINKLSFGTEFPGVVNPLDGAQWTQPASDGTYQYFIK
VVPTNYTDTRGRKIDSNQFSVTEHFRDGNVHPRPOQPGVEFFEFYDFSPIKVIFTEENKSFLHYLTNLCAIVGG
IFTVSGIIDSFIYHGQKALKKKMEIGKYR

NCBI Reference Sequence: XP 003558212.1

>B.distachyonERV-B
MGRIPSLKNFNAFPHAEDHLLKKTYSGAIVTIFGLIIMFTLFVHELKFYLTTYTMHOMSVDLKRGETLPTIH
INMSFPSLPCEVLSVDAIDMSGKHEVDLHTNIWKLRLDKYGTIIGTEYLSDLVEKEHGAHHHDNGHEHHDE
EKKPEHTFNEDADKMVKSVRQALENGEGCRVYGMLDVQRVAGNFHISVHGLNIYVAEKIFEGSSHVNVSHV
IHELSFGPKYPGIHNPLDDTTRILHDASGTFKYYIKVVPTEYRYLSKQVLPTNQFSVTEYFVPIRPADRSW
PAVYFLYDLSPITVTIKEERRNFLHFITRLCAVLGGTFAMTGMLDRWMYRITIESVSSSKPRSVLR

NCBI Reference Sequence: XP 010237612.1

>B.distachyonPDI-C
MISSSKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMVFLFGMELSSYLAVNTTTSVIVDRSSDGEFLRI
DFNMSFPALSCEFASVDVSDVLGTNRLNITKTVRKFSIDRNLVPTGSEFHSGPIPTVNKHGDDVEEYHADG
SVALSSRNEDSYSHQYPILVVNEFYAPWCYWSNRLKPSWEKTAKIIKERYDPEMDGRILLAKVDCTEEGELC
KRHHIQGYPSIRIFRKGSDMKENQGHHDHESYYGERDTDSLVAAMETYVGNLPKEAHMLALDDKSNKTVDP
AKRPAPMTSGCRVEGFVRVKKVPGSVIISARSGSHSEFDPSQINVSHYVTQFSEFGNRLSPNMFSELKRLIPY
VGGHHDRLAGQSYIVKHGDNNANVTIEHYLOIVKTELVTLRSSKELKVFEEYEYTAHSSLVHSFYVPVVKE
HFEPSPMQVLVTELPKSFSHFITNVCAIIGGVFTVAGILDSILHNTLRLVKKVELGKDTI

NCBI Reference Sequence: XP 009107911.1

>B.rapaERV-Al
MAGILNKLRNLDAYPKINEDFYSRTLSGGVITLVSSVVMFLLFFSELRLYLHSVTETKLVVDTSRGETLRI
NFDMTFPALACSILSVDAMDISGELHLDVKHDVVKRRLDSHGNITIESRODGIGAAKIEKPLOQKHGGRLEHN
ETYCGSCYGAEAEEHDCCNSCEDVREAYRKKGWGVTNPDLIDQCKREGFLORVKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFHQGGVHVHDLLAFQKDSEFNISHKINRLTFGDYFPGVVNPLDKVQWSQDTPNAMYQYFT
KVVPTVYTDISGHTIQSNQFSVTEHVKSSEAGQLQSLPGVFFFYDLSPIKVTFTEEHISFLHFLTNVCATIV
GGVFTVSGIIDAFIYHGQKATKKKMEIGKFS

NCBI Reference Sequence: XP 009106456.1
>B.rapaERV-A2



MAGVMNRLKNLDAYPKINDDFYSRTLSGGLITLASSLVMLILFFSELRLYLHPVTESQLRVDTSRGEKLRI
NEFDATFPALACSIISLDSMDISGEQHLDVRHDMSKRRLDAYGNVIETRODGIGHTKIENPLOKHGGRLEHN
ETYCGSCYGAEASDDECCNSCEEVREAYRKKGWAMTDPDIIDQCKREGEFVQRVKEEEGEGCNIFGFLEVNK
VAGSFHEFVPGKTFROSGFHLODLLVFQGDSYNISHKVNSLTFGDREPGVVNPLDGVOQWTQETLNGMYQYF T
KVVPTEYTDVRGHVIQSNQFSVTEHFEKTEAGRTQSLPGVFFEFYDLSPIKVIFTEQHVEFLHFLTNVCAIV
GGIFTVSGIIDSEVYHGQRAIKKKMEIGKFEG

NCBI Reference Sequence: XP 009103253.1

>B.rapaERV-A3
MNRLRNLDAYPKINEDFYNRTLSGGLITLFSSLLMLILFFSELRLYMHPVTETQLRVDTSRGEKLRINEDV
TFPALQCSIISIDTMDISGERHLDVRHDIIKRRLDSHGNVIESKQDGIGHTKIEKPLOKHGGRLEHNETYC
GSCFGAETTDDTCCNSCEEVREAYRKKGWALSDPESIDQCKREGYVQKVKDEEGEGCNLHGFLEVNKVAGN
FHEVPGOSFHOSGFQFGDLIFFQQGNYNISHKVNRLAFGDFFPGVVNPLDGVOWNQEKQONGVYQYFVKVVP
SIYTDVHGHTIQSNQFSVTEHFOQKMEAGRMOSPPGVEFFYYDLSPIKVIFEEQHVEFLHFLTNVCAIVGGIF
TVSGIVDSFIYHGQRATIKKKMEIGKFEN

NCBI Reference Sequence: XP 009145365.1

>B.rapaERV-A4
MNRLRNLDAYPKINEDFYKRTLSGGVITLVSSVVMLILFFSELRLYMHPVTESHLRVDTTRGEKLRINEDV
TFPALQCSIISIDTMDISGERHLDVRHDIFKRRLDSHGNVIEAKQGGIGHTKIEKPLOKHGGRLEDNEKYC
GSCFGAEETDDACCNSCEEVREAYRKKGWGLSDPESIDQCQREGYVQKVKDEEGEGCNVHGEFVEVNKVAGN
FHEVPGOSFHOSGFQFHDMIMFQQGNYNISHKVNRLAFGDFFPGVVNPLDGVQWNQDKONGVYQYFIKVVP
TIYTDVHGKTIQSNQFSVTEHFONAEAGRMQSPPGVFFYYDLSPIKVIFEEQHVEFLHFLTNVCAIVGGIF
TVSGIVDSFIYHGQRATIKKKMEIGKFEN

NCBI Reference Sequence: XP 009135799.1

>B.rapaERV-B1
MGVKQALRSIDAFPRAEDHLLOKTQSGAVVSIVGLLIMATLFLHELSYYLNTLTVHOMSVDLKRGETLPIH
VNMTFPSLPCDVLSMDAIDMSGKHEVDLDTNIWKLRLNSHGHIIGTEYISDLVEKEHDHSSHKHDGKEEHK
NETEAVNTLGFDEAAETMIKKVKQALADGEGCRVYGVLDVQRVAGNFHVSVHGLNIYVAQMIFGGSKNVNV
SHMIHDLSFGPKYPGIHNPLDDTNRILRDTSGTFKYYIKIVPTEYRYLSKDVLTTNQYSVTEYYTPMNEFD
RTWPAVYFLYDLSPITVTIKEERRSFLHLITRLCAVLGGTFALTGMLDRWMFRLIESFTKKPSTRSIHK

NCBI Reference Sequence: XP 009145393.1

>B.rapaERV-B2
MGVKQALRSIDAFPRAEDHLLOKTQSGAVVSIVGLLIMVILFLSELSYYLNTLTVHOMSVDLKRGETLPIH
VNMTFPSLPCDVLSMDAIDMSGKHEVDLDTNIWKLRLNSHGHIIGTEYISDLVEKEHDHSSHKHDEHKNET
DALNLLGFDEAAETMIKKVKQALADGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFGGSKNVNVSHM
IHDLSFGPKYPGIHNPLDGTNRILHDTSGTFKYYIKIVPTEYRYLSKDILTTNQYSVTEYYTPMNEFDRTW
PAVYFLYDLSPITVTIKEERRSFLHLITRLCAVLGGTFALTGMLDRWMFRITIESFTKKPSTRSIHK

NCBI Reference Sequence: XP 009145612.1

>B.rapaPDI-C1l
MVSPTKLKSMDFYRKIPRDLTEASLSGAGLSIVAALVMMLLFGMELSSYLAVNTTTAVVVDKSADGDFLRI
HFNISFPALSCEFASVDVSDVLGTNRLNITKTIRKFPIDPHLKTTGEEFHSGHGSHDINHGEETKEEIPDG
SVPLVSSSEFDSFSKHFPLLIVNENAPWCYWSNRLKPSWEKASSIIYHKYNPETDGRVLLGSVDCTEEAELC
KRNHIQGYPSIRIFRKGSDLKEDHGHHEHESYYGDRDTDSIVKMVDELVAPTHPETHKLDLDGISNKTLKH
LKKAPVTGGCRVEGYVRVKKVPGNLITSAHSGAHSFDSSKMNMSHVVSHLSFGRMFSPRLLTDMRRLLPYT
GQSHDKLNEKAFINQHEFGANVTIEHYLQVVKTEVITRRTAQEHSLVEEYEYTAHSSTIAQTYYLPVAKFHFE
ELSPMOIMITENPKSFSHFITNLCAIIGGVFTVAGILDSIFHNTIRLVKKVELGKNF

NCBI Reference Sequence: XP 009135698.1

>B.rapaPDI-C2
MVSPTKLKSVDFYRKIPRDLTEASLSGAGLSIVAALVMMLLFGMELSSYLEVTTTTAVVVDKSSDGDFLRI
DFNISFPALSCEFASLDVNDVLGTNRLNITKTVRKFPIDPHLKATGGEFHSGLASHHINHGEEIKQEFPDG
ATIQLTNGGFQSLSHHFPLLIVNEFNAPWCYWSNRLKPSWEKAATIIKQRYNPDTDGRVLLGSVDCTEEPALC
RRNHIQGYPSIRIFRKGNDLKEDHGHHEHESYYGDRDTESIVKMVDELVAPTHPETHKLALDWGISNDTAK



LLKKAPVTGGCRVEGYVRVKKVPGNLVISAHSGAHSFDSSQMNMSHVVTHLSFGRMIDTRLLTDLKRLLPY
LGOSHDKLDEKAFINQHEFGANVTIEHYLQIVKTEVITRRYGQEHSLTEEHEYTAHSSITQTYYLPVAKFH
FELSPMOQILITENPKSEFSHFITNLCAIIGGVFTVAGIIDSVLHNTIRLIKKVELGKNI

NCBI Reference Sequence: XP 009137636.1

>B.rapaPDI-C3
MVSTSRIKSVDFYRKIPRDLTEATLSGAGLSIVAALSMLFLFGMELNNYLAVSTTTSIIVDRSSDGDFLRM
DFNISFPSLSCEFASVDVSDVLGTNRLNVTKTIRKFSIDSNLRPTGSEFHSGEVLSHVNHDEAGEEVVEDS
VSLTSRNFDTLLHQFPISVVNEFYAPWCYWCNLLKPSWEKAAKQIKERYDPEMDGRVILAKVDCTQEADLCR
KNHIQGYPSIRIFRQGSDLKDNAHHDHESYYGDRDTESLVKMVIGLVEPTHLEPHKLALEDKSDNASKTLK
KAPSTGGCRIEGYIRVKKVPGNLMVSARSGSHSEFDSTQMNMSHVVNHLSFGRKILPQTFTDLKRLSPYLGQ
SHDRLNGRPFINQRDLGPNVTIEHYLOIVKTEVLKSNGHAMVEEYEYTAHSSVAHSYYLPVAKFHFELSPM
QVLITENSRSFSHFITNVCAIIGGVFTVAGILDSILHQTMTLMKKIELGKNFEF

NCBI Reference Sequence: XP 009109150.1

>B.rapaPDI-C4
MISPRKIKSVDFYRKIPRDLTEASLSGAGLSIVAALSMLLLFGMELSSYLTVSTTTSIIIDRSSDGDFLRM
DFNISFPSVSCEFASVDVSDVLGTNRLNVTKTIRKFSIDSNLRPTGSEFHSGEFLSRVNHGDESAEELVEG
SVSLGARNEFDTFLHQYPISVVNEFYAPWCYWCNLLKPSWEKAANQIKERYDPEMDGRVILAKVDCTQEADLC
RRNHIQGYPSIRIFRKGSDLRDDNAHHDHESYYGDRDTESLVKMVIGLVEPTITHLEPHKLALEDKSGNASKT
LKKAPSTGGCRIEGYMRVKKVPGNLMVSARSESHSFDTSQMNMSHVVNHLSFGKRILPEAFSDLKRLAPYL
GGSHNRLDDRSFINQHDLGPNVTIEHYLQIVKTEVLKSNGHAMIEEYEYTAHSSVAHTYYLPVAKFHFELS
AMOQVLITENSKSFSHFITNVCAIIGGVFTVAGILDSILHQTMTLMKKIELGKNFEF

NCBI Reference Sequence: XP 009147793.1

>B.rapaPDI-C5
MVSTTKIKSVDFYRKIPRDLTEASLSGAGLSITAALAMMFLFGMELSTYLAVTTQTSVVVDNSSDDDFLQT
DFNVSFPALSCEFATFEVSDVLSTNRLNLTKTIKKVPIDPHLRDTGEEYHPTPDSDLINHGDEHHDDNTYA
ATIPLSGGTFDKISHKFPILVVNFYAPWCYWSSRLRPSWEKAAEITROKYGPENDGRVLLGSVDCTEEPTLC
TKYHIQGYPSIRIFHNGSDLRGDDGHQEHDSYHGNRDTESLVKMVEELLRPIKKFDGTTNHAASRIRKAPV
SGGCRIEGYVRAKKVPGELVISAVSGSHSFDASRMNMTHFVNHLSFGRLISDRLLTDMKRLLPYLGLSHDR
LNGKWFVNEGKFAANVTIEHYLQVVKTEVVSRRFGQEHSVIEEYEYTAHSSVAHGYYYPVAKFHFDLSPMQ
VLISENPKSFSHFITNVCAIIGGVFTVAGILDSIFQSTYGIMKKVELGKNF

NCBI Reference Sequence: XP 009144931.1

>B.rapaPDI-C6
MVSTTKIKSVDFYRKIPRDLTEASLSGAGLSITAALAMVFLFGMELSTYLAVTTNTSVIVDNSSDGDFLRI
DFNVSFPSLSCEFASVDVSNVLGTKRLNLTKTIKKVPIDPYLRATGAEVHSTSGLHLINHGDEDHGNNTYA
AIPLTGATFDKFSHHFQILVVNEFYAPWCYWSNRLKPSWEKAAEITRQRYNPETDGRVLLGSVDCTEETTLC
KRNHIQGYPSIRIFRKGSDLKEDHGHHEHESYHGDRDTESILKMVEELLKPTIKKEDHKLALDGKTDNVVSG
IKKAPVSGGCRIVGYVRAKKVPGEITISAHSGAHSFDASQMNMSHYVSHLTFGKMISERLLTDMKRLMPYL
GLSHDRLNSKWFVNEGQFAANVTIEHYLQVVKTEVVSRRFGQEHSVIEEYEYTAHSSVAHGYYYPVAKFRFE
DLSPMQVLISENPKSFSHEFITNVCAIIGGVFTVAGILDSIFONTFRLVKKIELGKNT

NCBI Reference Sequence: XP 006305051.1

>C.rubellaERV-Al
MAGILNKLRNLDAYPKINEDFYSRTLSGGVITLLSSVVMFLLFFSELRLYLHTVTETKLIVDTSRGETLRI
NFDITFPALACSILSVDAMDISGELHLDVKHDITIKRRLDSNGNTIEARQDGIGATKIEKPLOQKHGGRLEHN
ETYCGSCYGAEAEEHDCCNSCEDVREAYRKKGWGVTNPDLIDQCKREGFLORVKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFHQSGVHVHDLLAFQKDSEFNISHKINRLTYGDYFPGVVNPLDKVOQWSQDTPNAMYQYFT
KVVPTVYTDIRGHTIQSNQFSVTEHVKSSEAGQLOQSLPGVFFFYDLSPIKVTFTEEHISFLHFLTNVCATIV
GGVFTVSGIIDAFIYHGQKATIKKKMEIGKFEN

NCBI Reference Sequence: XP 006305055.1

>C.rubellaERV-A2
MVGVMNRLRNLDAYPKINEDFYRRTLSGGVITLVSSLLMLVLFFSELQLYTIHPVTETQLRVDTSRGEKLRT
NFDVTFPALQCSIISLDSMDISGERHLDVRHDITIKRRLDSTGNVIEAKQDGIGHTKIEKPLOQKHGGRLEHN



ETYCGSCFGAELSDDACCNSCEEVREAYRKKGWALSDPESIDQCKREGEFVQKVKDEEGEGCNIHGFLEVNK
VAGNFHFIPGOSFHOSGFQFHDMLLFQOGNYNISHTVNRLAFGDFEFPGVVNPLDGVQWNQGKQSGVYQYFT
KVVPSIYTDVHRNTIQSNQFSVTEHFQGMEAGRMOSPPGVFFYYDLSPIKVIFEEQHVEFLHFLTNVCAIV
GGIFTVSGILDSFIYHGQRAIKKKMEIGKEN

NCBI Reference Sequence: XP 006298011.1

>C.rubellaERV-B
MGVKQALRSIDAFPRAEDHLLOKTQSGAVVSIVGLLIMATLFLHELSYYLNTLTVHOMSVDLKRGETLPIH
VNMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSHGHIIGTEYISDLVEKGHEHGHSSHKHDGKEE
HKNETETETLNSLGFDQAAETMIKKVKQALADGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFGGSK
NVNVSHMIHDLSFGPKYPGIHNPLDDTNRMLHETSGTFKYYIKIVPTEYRYLSKDVLSTNQYSVTEYYTPM
TDFDRTWPAVYFLYDLSPITVTIKEERRSFLHLITRLCAVLGGTFALTGMLDRWMFRLIESENKNTNTRSM
H

NCBI Reference Sequence: XP 006297547.1

>C.rubellaPDI-C1
MVSSTKLKSVDFYRKIPRDLTEASLSGAGLSIVAALFMVFLFGMELSSYLEVNTTTSVIVDKSTDGDFLRI
DFNISFPALSCEFASVDVSDVLGTNRLNITKTIRKFPIDPHLRSTGAEFHSGHTLHHINHGEETKEEFPDG
AIPLTSGSFESLSHHFPILVVNENAPWCYWSNRLKPSWEKAANIIKQKYDPETDGRVLLGNVDCTEEPALC
KRNHIQGYPSIRIFRKGSDLREDHGHHEHESYYGDRDTKSIVKMVDELVAPTHPETHKVALDGKSNDTVKH
LKKAPVTGGCRVEGYVRVKKVPGNLVISAHSGAHSFDSSQMNMSHVVSHLSFGRMISPRLLTDMKRLLPYL
GQSHDRLDGKAFINQHEFGANVTIEHYLQIVKTEVITRRSGLEQAVIEEYEYTAHSSVAQTYYLPVAKFHFE
ELSPMOILITEDPKSFSHFITNLCAIIGGVFTVAGILDSIFHNTIRLIKKVELGKNI

NCBI Reference Sequence: XP 006283569.1

>C.rubellaPDI-C2
MVSTSKIKSVDFYRKIPRDLTEATLSGAGLSITAALSMLFLFGMELNNYLAVSTSTSVIVDRSSDGDFLRL
DFNISFPSLSCEFASLDVSDVLGTNRLNVTKTIRKFSIDSNMRPTGAEFHAGEVLSLINHGDETGEEVAED
SVSLTGRNFETFTHQFPILVVNFYAPWCYWCNLLKPSWEKAAKQIKERY-—————-"—""—-"—"——————————
———-DPEMDGRVIVAKVDCTQEGDLCRRNHIQGYPSIRIFRKGSDLKDDNAHHEHESYYGDRDTESLVKMVV
SLVEPIHLEPHNLALEDKSGNSSKTLKKAPSTGGCRIEGYMRVKKVPGNLMVSARSGSHSEFDSSQMNMSHV
VNHLSFGRRILPQKFSELKRLSPYLGRNHDRLDGRPFINQRDLGPNVTIEHYLQIVKTEVVKSNGQVLIEE
YEYTAHSSVAQSYYLPVAKFHFELSPMOQVLITENSKSFSHFITNVCAIIGGVFTVAGILDSILHHTMTLMK
KIELGKNF

NCBI Reference Sequence: XP 006307368.1

>C.rubellaPDI-C3
MVSTTKIKSVDFFRKIPRDLTEASLSGAGLSIVAALAMLFLFGMELSSYLAVNTSTSVIVDKSSDGDILNT
DFNISFPALSCEFASVDVSDVLGTHRLNLTKTIRKVPIDPHLRATGTEFHSTSGLHLINHGDEDHEENTYT
DIPLTGATFEKYKHHFQILVVNEFYAPWCYWSNRLKPSWEKASQITRERYDPETDDRVLLGSVDCTKESTLC
KSNHIQGYPSIRIFRKGSDLRDDHGHHDHESYYGDRDTDSLVKMVEELLKPIKKEDHKLALDGKSENAAST
VKKAPVSGGCRIEGYVRAKKVPGELVISAHSGAHSFDASQMNMSHIVTHLTFGTMVSERLWTDMKRLLPYL
GQSHDRLNGKSFINQRQLDANVTIEHYLQIVKTEVISRRFGREHSLIEEYEYTAHSNVAHSYHYPEAKFHFE
ELSPMQVLISENPKSFSHFITNVCAIIGGVFTVAGILDSIFONTVRLVKKIELGKNI

NCBI Reference Sequence: XP 004142610.1

>C.sativusERV-Al
MESLMNKIRKLDAYPKISEDFYNRTLSGGFITIASSIIMFLLFFSELRLYVHTATETKLIVDTSRGEHLRT
NFDVTFPALPCSVLSLHAMDISGEQHLDVKHDIVKKRIDYQGNVIDSRPDGIGSTEIERPLOKHGGRLKQN
ETYCGSCYGASGEDCCNSCQDVREAYHRKGWALSHPDLIDQCKREGFFQRVKNEEGEGCNIYGFLEVNKVA
GNFHFAPGRGFQLSYFQIHNPLASFQWDAFNISHRINRLTFGDDFPGVVNPLDGVQWNQGTLSGMFQYFIK
VVPTVYKAVNGKAIKSNQFSVTQHLRGIDGESFQALHGVFFFYDLSPIKVTFTEEHISFFHFLTNVCAIVG
GVFTISGILDSIIYHGQKATIKKKMALGKET

NCBI Reference Sequence: XP _004150658.1
>C.sativusERV-A2



MDNIISKLRNLDAYPKINEDFYSRTLSGGVITLSSSILMLLLFISELRLYLHAVTETKLVVDTSRGETLRI
NEFDVTFPALPCSLLSLDAMDISGEQHLDVKHDIIKKRLDSHGNAIEARPDGIGAPKIEKPLORHGGRLEHN
ETYCGSCFGAESADDDCCNSCEEVREAYRKKGWALSNPDLIDQCKREGFLORIKDEDGEGCNIYGFLEVNK
VAGNFHFAPGKSFQOSNVHVHDLLAFQKDSFNISHKINRLAFGEYFPGVVNPLDSVQWKQETPSATYQYFT
KVVPTVYNSVSGYTIQSNQFSVTEHVRTAEVGRLOSLPAVFFFYDLSPIKVTFTEEHVSFLHFLTNVCAIV
GGVFTVSGILDSFIYHGQKVIKKKMEIGKES

NCBI Reference Sequence: XP 004137169.1

>C.sativusERV-A3
MDATIFNKLRNLDAYPKINEDFYRRTFSGGLITLASSFFMLFLFFSELRMYLHAKTETQLVVDTSRGGELHT
NFDLSFPAIPCSILSLDAIDISGEQHLDIRHNITIKKRIDHLGTVIEARPDGIGAPKIEKPLOQKHGGRLEHN
ETYCGSCFGAEASDDDCCNSCEEVREAYRKKGWAITNQDLIDQCQREDFIQKVKDEEGEGCNIEGSLEVNK
VAGSFHEFVPGKSFYQSSFNFLGLLALQTSDYNVSHRINRLAFGNHYDGLVNPLDGVHWEYNEQNVMHQYFV
KVVPTIYKNIRGRTVHSNQYSVTEHFKSVEFGSSQSIPGVFEFYYDLSPVKVTYTEEHVPFLHFMTHICATT
GGVFSVAGIIDAFIYHGQRKMKKKVEIGKFG

NCBI Reference Sequence: XP 011655240.1

>C.sativusERV-B
MGLKQTIKSLDAFPRAEEHLLOQKTQTGAFVSVVGLVIMATLFLHELRYYLSTYTVHOMSVDLKRGETLPTIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSHGQITGTEYLSDLVEKEHVDHKHDHDHDKEKD
HPHIHGFDQAAENLVKKVKQALEEAQGCRVYGVLDVQRVAGNFHISVHGLNIFVAQMIFGGSKHVNVSHMT
HDLSFGPKYPGIHNPLDGTVRILRDTSGTFKYYIKIVPTEYKYISKAVLPTNQFSVTEYFSPMTDSDRSWP
AVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFAVTGMLDRWMFRFLEALTKPKRRTR

NCBI Reference Sequence: XP 004151953.1

>C.sativusPDI-C
MISSTKLKSVDFYRKIPRDLTEATLSGAGLSIVAALSMVFLFGMELSNYLSVSTSTSVIVDNSTDGDFLRM
DFNISFPALSCEFAAVDVNDVLGTNRLNITKTIRKFSIDSNLRSTGSEFHSGPLSNLIKHGDEVDEEANEG
SAVLNTRNEDRYANQHPILVVNEFYAPWCYWSNRLKPSWEKAAKTIRERYDPELDGRILMAKVDCTEEGDLC
RKHHIQGYPSIRIFRKGSDVRDDHGHHDHESYYGDRDTDSLVKTMEDLIAPLPAGSQKLALEDKSNNETGN
VKRPAPSAGGCRIEGYVRVKKVPGSLVIAARSESHSFDASQMNMSHITISHLSFGRKISPKAFSDAKQLIPY
IGISHDRLNGRSFINQRDLGANVTIEHYLQIVKTEVLTRRSGKLLEEYEYTAHSSVSQSLYIPVVKFHEFVL
SPMQVVITENQKSFSHEFITNVCAIIGGVEFTVAGILDALLHNTIRLMKKVELGKNF

NCBI Reference Sequence: XP 006403044.1

>E.salsugineumERV-Al
MAGILNKLRNLDAYPKINEDFYSRTLSGGVITLFSSVVMFLLFFSELRLYLHTVTETKLVVDTSRGETLRI
NFDITFPALACSILSVDAMDISGELHLDVKHDITIKRRLDSHGNTIEARQDGIGATKIENPLOQKHGGRLEHK
ETYCGSCYGAEAEEHDCCNSCEDVREAYRKKGWGVTNPDLIDQCKREGFLOQRVKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFHQAGVHVHDLLAFHKDSENISHKINRLTFGDYFPGVVNPLDRVOWGQDTPNAMYQYFT
KVVPTVYTDISGHSIHSNQFSVTEHVKSSEAGQLQSLPGVFFFYDLSPIKVTFTEEHISFLHFLTNVCATIV
GGVFTVSGIIDAFIYHGQKATKKKMEIGKFS

NCBI Reference Sequence: XP 006416221.1

>E.salsugineumERV-A2
MVGVMNRLRNLDAYPKINEDFYRRTLSGGVITLVSSIVMLILFFSELQLYLHPVTETQLRVDTSRGEKLRIT
NFDVTFPALQCSIISIDTMDISGERHLDVRHDITIKRRLDSHGNVIEAKQDGIGHTKIEKPLOQKHGGRLEHN
ETYCGSCFGAEMTDEACCNSCEEVREAYRKKGWALSDPESIDQCKREGFVQKVKDEEGEGCNVHGFLEVNK
VAGNFHFVPGQSFHHSGFQFHDLIMFHQGNYNISHKVNRLAFGDFFPGVVNPLDGVQWNQEKQONGVYQYFT
KVVPSVYTDAHENTIQSNQFSVTEHFONAEAGRMQSPPGVFFYYDLSPIKVIFEEQHVEFLHFLTNVCATIV
GGVFTVSGIVDSFIYHGQRATKKKMEIGKFEN

NCBI Reference Sequence: XP 006390025.1

>E.salsugineumERV-A3
MPGVMNRLRNLDAYPKINDDFYSRSLSGGLITLVSSIFMLILFFSELRLYLHPVTESQLRVDTSRGEKLRI
NFDVTFPALACSIISLDSMDISGEQHLDVRHDIAKRRLDSSGNVIETRODGIGHTKIENPLOQRHGGRLEHN
ETYCGSCYGAEATDEECCNSCEEVGEAYRKKGWAMSDPETIIDQCKREGFVQRVKDEEGEGCNIYGFLEVNK



VAGSFHEFVPGKTFRHSGFHLODLLAFQGDTYNISHKVNRLTFGDYFPGVVNPLDSVQWTQETLNGMYQYFT
KVVPTEYTDVKEHIIQSNQFSVTEHFEKTEAGHTQSLPGVFFFYDLSPIKVIFTEQHVEFLHFLTNVCAIV
GGIFTVSGIIDSFIYHGQRAIKKKMEIGKFEG

NCBI Reference Sequence: XP 006406186.1

>E.salsugineumERV-B
MGVKQALKSIDAFPRAEDHLLOKTQSGAVVSIVGLIIMATLFLHELSYYLNTLTVHOMSVDLKRGETLPTH
VNMTFPSLPCDVLSMDAIDMSGKHEVDLDTNIWKLRLNSHGHIIGTEYISDLVEKEHDHSTHKHEHKNETE
ALNVLGFDQAAETMIKKVKQALADGEGCRVYGVLDVQRVAGNFHVSVHGLNIYVAQMIFGSSKNVNVSHMI
HDLSFGPKYPGIHNPLDDTNRILRDTSGTFKYYIKVVPTEYRYLSKDVLSTNQYSVTEYYTPMNEFDRTWP
AVYFLYDLSPITVTIKEERRSFLHLITRLCAVLGGTFALTGMLDRWMFRFIESFTKKPSTRSTIHK

NCBI Reference Sequence: XP 006406369.1

>E.salsugineumPDI-C1
MVSSTKIKSVDFYRKIPRDLTEASLSGAGLSIVAALVMMLLFGMELSSYLEVSTTTAVVVDNSADGDFLRI
TEFNISFPALSCEFASVDVSDVLGTNRLNITKTVRKFPIDPHLRTTGAEFHSGLALHDINHGEESKEEFPDG
AIPLTSGSFESYSHHFPILIVNFYAPWCYWSNRLKPSWEKAANITIKQRYDPETDGRVLLGNVDCTEEAALC
RRNHIQGYPSIRIFRKGSDLREDHGHHEHESYYGDRDTDSIVKMVDGLVAPTHPETHKLALDGISNDTAKN
LKKAPVTGGCRVEGYVRVKKVPGNLVISAHSGAHSFDSTQMNMSHVVTHLSFGRMISPRLLTDMRRLLPYL
GQSHGRLDEKAFINQHEFGANVTIEHYLQIVKTEVITRKSGQEHSLIEEYEYTAHSSVAQTYYLPVAKFHFE
ELSPMOILITENPKSFSHFITNLCAIIGGVFTVAGILDSIFHNTIRLVKKVELGKNI

NCBI Reference Sequence: XP 006413109.1

>E.salsugineumPDI-C2
MVSTSKIKSVDFYRKIPRDLTEATLSGAGLSIVAALSMLFLFGMELNNYLAVSTTTSIIVDRSSDGDFLRM
DFNISFPSLSCEFASVDVSDVLGTNRLNVTKTIRKFSIDSNLRPTGTEFHSGEVLSLINHGDEAGEELVED
SVSLTGRNEFDTLLHQFPISVVNEFYAPWCYWCNLLKPSWEKAAKQIKERYDPEMDGRVILAKVDCTVESDLC
RRNHIQGYPSIRIFRKGSDLRDDNAHHDHESYYGDRDTESLVKMVIGLVEPTHLEPQRLALEDKSDNASKTI
LKKAPSTGGCRIEGYMRVKKVPGNLMVSARSGSHSFDSSQMNMSHVVNHLSFGRRILPQTFADLKRLSPYL
GRSHDRLDGRPFINQRDLGPNVTIEHYLQIVKTEVVKSNGQALIEEYEYTAHSSVAQSYYLPVAKFHFELS
PMOVLITETSKSEFSHFITNVCAIIGGVFTVAGILDSILHQTMTLMKKIELGKNF

NCBI Reference Sequence: XP 006393093.1

>E.salsugineumPDI-C3
MVSTTKIKSVDFYRKIPRDLTEASLSGAGLSIVAALAMVFLFGMELSNYLAVSTNTSVIVDKSSDGDFLRI
DFNVSFPSLSCEFASVDVSDVLGTSRLNLTKTIRKVPIDAHLRATGAEFHSTTGLDLINHGDEDHHENNSY
AATPLTGATFDKFSHHFPILVVNEFYAPWCYWSNRLKPSWEKAAEITRQKYDPEDDGRVLLGSVDCTEEPTL
CKRNHIQGYPSIRIFRKGSDLREDHGHHEHESYYGDRDTESLLKMVEELLKPIKKEDHKLPLDGISVNTAS
SIKKAPVSGGCRIEGYVRAKKIPGEVVISAHSGAHSEFDASQMNMSHEVTHLSFGKLISERLLTDMKRLLPY
LGOSHDRLNGKWFLNQGQFAANVTIEHYLQIVKTEVVSRRFGQEHSLIEEYEYTAHSNVAHSYYYPVAKFH
FELSPMOVLISENPKSEFSHFITNVCAIIGGVFTVAGILDSIFONTIRLVKKVELGKNI

NCBI Reference Sequence: XP 003544786.1

>G.maxERV-Al
MDSIMSKLRNLDAYPKINEDFYSRTLSGGVITLASSILMLLLFFSELRLYLHAVTETKLVVDTSRAETLRI
NFDVTFPALPCSILSLDAMDISGEQHLDVKHDIIKKRLDSHGNVIETROQEGIGAPKIEKPLORHGGRLEHN
ETYCGSCYGAEESDDDCCNSCEDVREAYRKKGWALSNPDLIDQCKREGFLOQRIKDEEGEGCNVYGFLEVNK
VAGNFHFAPGKSFQQOSGVHVHDLLAFQKDSEFNLSHHINRLAFGEYFPGVVNPLDNVHWTQETPSGMYQYFT
KVVPTVYTDVSGHTIQSNQFSVTEHFRTGDVGRLOQSLPGVFFFYDLSPIKVTFTEENVSFLHFLTNVCATIV
GGIFTVSGILDSFIYHGQRATIKKKMELGKFEN

NCBI Reference Sequence: XP 003542443.1

>G.maxERV-A2
MESTIISKLRNLDAYPKINEDFYSRTLSGGVITLASSILMLLLFYSELRLYLHAVTETKLVVDTSRAETLRI
NFDVTFPALPCSILSLDAMDISGEQRLDVKHDIIKKRLDSRGNVIETROQEGIGAPKIEKPLOQRHGGRLEHN
ETYCGSCYGSEVSDDDCCNSCEDVREAYRKKGWALSNPDLIDQCKREGFLORIKDEEGEGCNVYGFLEVNK
VAGNFHFAPGKSFQQOSGVHVHDLLAFQKDSEFNLSHHINRLTFGEYFPGVVNPLDNVHWTQETPSGMYQYFT



KVVPTVYTDVSGHTIQSNQFSVTEHFRTGDMGRLOSLPGVFFEFYDLSPIKVTFTEENVSFLHFLTNVCAIV
GGIFTVSGILDSFIYHGQRAIKKKMELGKEN

NCBI Reference Sequence: XP 003524744.1

>G.maxERV-A3

——————————————————————————————————————————————— MDKVEFNKLRNLDAYPKVNEDFYNR
TLAGGVVTVVSAAVMLFLFFSELSLYLYTVTESKLLVDTSRGDTLHINFDVTFPAVRCSILSLDAMDISGE
QHLDIRHNIVKKRIDANGNVIEERKDGIGAPKIERPLOKHGGRLGHDEKYCGSCFGAEESDEHCCNSCEEV
REAYRKKGWAMTNMDLIDQCQREGYVQRVKDEEGEGCNLQGSLEVNKVAGNFHFATGKSFLOSAIFLADLL
ALODNHYNISHRINKLSFGHHFPGLVNPLDGVKWVQGPAHGMYQYFIKVVPTIYTDIRGRVIHSNQYSVTE
HFKSSELGVAVPGVFFFYDISPIKVNFKEEHIPFLHFLTNICAITIGGVFTVAGIIDSSIYYGQRTIKRKME
LGKFT

Phytozome Glycine max Wm82.a2.vl Proteome ID: Glyma.08G073600.1
>G.maxERV-A4
MDKVEFNKLRNLDAYPKVNEDFYNRTLAGGVVTVVSAAVMLFLFFSELSLYLYTVTESKLLVDTSRGDTLHT
NFDVTFPAVRCSILSLDAMDISGEQHLDIRHNIVKKRIDANGNVIEERKDGIGAPKIERPLOKHGGRLGHD
EKYCGSCFGAEESDEHCCNSCEEVREAYRKKGWAMTNMDLIDQCQREGYVQRVKDEEGEGCNLQGSLEVNK
VAGNFHFATGKSFLOQSATIFLADVLALODNHYNISHRINKLSFGHHFPGLVNPLDGVRWVQGPTHGMYQYFT
KVVPTIYTDIRGRVIHSNQYSVTEHFKSSELGVAVPGVFFFYDISPIKVNFKEEHTPFLHFLTNICATIIGG
VFTVAGIIDSSIYYGQRTIKRKMELGKET

NCBI Reference Sequence: XP 003542168.1

>G.maxERV-B1
MGMKQVIKNLDAFPRAEDHLLOQKTQSGALVSVIGLIIMATLFVHELGYYLTTYTVHKMSVDLKRGETLPTIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSYGHITGTEYISDLVEKEHTNQEHDDNKDHDHH
HEHSEQKIHLONLDESTENIIKKVKEALKNGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFDGAKNV
NVSHFIHDLSFGPKYPGLHNPLDDTTRILHDTSGTFKYYIKVVPTEYRYISKEVLPTNQFSVSEYYSPINQ
FDRTWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFAVTGMLDRWMYRLLEALTKSKSKR

NCBI Reference Sequence: XP 006605681.1

>G.maxERV-B2
MGMKQVIKNLDAFPRAEDHLLOQKTQSGALVSVIGLIIMATLFVHELGYYLTTYTVHOMSVDLKRGETLPTIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSYGHITIGTEYISDLVEKEHTHHKHDDNKNHEHS
EQKITHLONLDESTENI IKKVKEALKNGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFDGAKNVNVSH
FIHDLSFGPKYPGLHNPLDDTTRILHDTSGTFKYYIKVVPTEYRYISKEVLPTNQFSVSEYYSPINQFDRT
WPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFAVTGMLDRWMYRLLETLTKSKSKR

NCBI Reference Sequence: XP _003543298.1

>G.maxPDI-C1
MISSSKIKSVDFYRKIPRDLTEASLSGAGLSIVAALAMIFLFGMELNSYLSVTTSTQVIVDKSSDGDYLRIT
DFNISFPALSCEFAAVDVSDVLGTNRLNLTKTVRKFSIDSNLRPTGAEFHSEPAANSIKHDNEVNEESVEG
SVVLKTONEFDKYAHQFPITVVNEFYAPWCYWSQRLKPSWEKAAKIIKERYDPEMDGRIILGRVDCTEDGDLC
RSHHIQGYPSIRIFRKGSDVRSNHGHHDHESYYGDRDTDSLVKTMENLVASLPSESQKLPLEDKSDVAKNT
ERPAPSTGGCRIDGYVRVKKVPGNLIFSARSNAHSFDASQMNMSHVINHLSFGRKVSPRVMSDVKRLIPYV
GSSHDRLNGRSFINTHDLGANVTMEHYLQIVKTEVITRKDYKLVEEYEYTAHSSVAQSLHIPVAKFHLELS
PMOVLITENQKSEFSHFITNVCAIVGGIFTVAGIMDAILHNT IRLMKKVELGKNF

NCBI Reference Sequence: XP 003540413.1

>G.maxPDI-C2
MISSSKIKSVDFYRKIPRDLTEASLSGAGLSIVAALAMIFLFGMELNSYLSVSTSTQVIVDKSSDGDYLRIT
DFNISFPALSCEFAAVDVSDVLGTNRLNLTKTVRKFSIDSNLRPTGAEFHSEPAANSIKHDNEVNEESVEG
SVVLTTONEFDKYAHQFLITVVNEFYAPWCYWSQRLKPSWEKTAKIIKERYDPEMDGRIILGRVDCTEDGDLC
RSHHIQGYPSIRIFRKGSDVRSDHGHHDHESYYGDRDTDSLVKTMENLVASLPSESQKLPLEDKSNVATNT
KRPAPSTGGCRIDGYVRVKKVPGNLIISARSNAHSFDASQMNMSHVINHLSFGRKVSLRVMSDVKRLIPYV
GSSHDRLNGRSFINTHDLGANVTIEHYLQIVKTEVITRKEYKLVEEYEYTAHSSVAQSLHIPVAKFHLELS
PMOVLITENQKSEFSHFITNVCAIIGGIFTVAGIMDAIFHNT IRLMKKVELGKNF



Phytozome Glycine max Wm82.a2.vl Proteome ID: Glyma.l1l2G134500.1
>G.maxPDI-C3
MISATKLKSVDFYRKIPRDLTEASLSGAGLSIVAALVMMFLFGMELSSYMSVSTSTSVIVDKSSDGDYLRI
DFNISFPALSCEFASVDVSDVLGTNRLNITKTVRKFSIDSNLRPTGAEFHSGTVANAVKHDDEVDEESVEG
SFSLTTHNEFDKYVHQFPVTIVNEFYAPWCSWCQRLKPSWEKTAKIMKERYDPEMDGRIILAKVDCTQEGDLC
RRNHIQGYPSIRIFRKGSDLRSEHGHHEHESYYGDRDTESLVKFMEDLVTSLPTESQKLALEDKSNAADNA
KRPAPSAGGCRVEGYVRVKKVPGNLIISARSDAHSFDASQMNMSHVINNLSFGKKVTPRAMSDVKLLIPYT
GSSHDRLNGRSFINTRDLGANVTIEHYIQIVKTEVVTRKGYKLIEEYEYTAHSSVAHSLDIPVAKFHLELS
PMOVLITENQRSEFSHFITNVCAIIGGVFTVAGILDSILHNTIRMVKKIELGKNF

NCBI Reference Sequence: XP _003527321.1

>G.maxPDI-C4
MISATKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMMFLFGMELSSYLSVSTSTSVIVDKSSDGDYLRIT
DFNISFPALSCEFASVDVSDVLGTNRLNITKTVRKFSIDSNLRPTGAEFHSGTVANAVKHDDEVDEESVEG
SFSLTTHNEFDKYVHQFPITAVNEFYAPWCSWCQRLKPSWEKTAKIMKERYDPEMDGRIILAKVDCTQEGDLC
RRNHIQGYPSIRIFRKGTDLRSEHGHHEHESYYGDRDTESLVKFMEDLVTSLPTESQKLALEDKSNASDNA
KRPAPSAGGCRVEGYVRVKKVPGNLIISARSDAHSFDASQMNMSHEFINNLSFGKKVTPRAMSDVKLLIPYT
GSSHDRLNGRSFTNTHDLGANVTIEHYIQIVKTEVVTRNGYKLIEEYEYTAHSSVAHSVDIPAAKFHLELS
PMOVLITENQRSFSHFITNVCAIIGGVFTVAGILDSILHNTIRMMKKVELGKNF

Klebsormidium flaccidum proteome V1.0: kf100198 0280

>K.flaccidumERV-A
MGDVLNYLKKLDAYPKINEDFYSRTLSGGLITLVSSIFIVLLFFTELGLFLTTKTVNELSVDTSRGEQLQT
NFDVTYPHLACSILSLDAMDVSGEQHLDVVHNIFKRRLSPEGKPIDVGTKDEIGGPKVQTGEVKVKESEGG
PAYCGSCWGAEENAEDCCNTCEEVREAYRRKGWAFSNAELIEQCSREGEFVEKLKEQEGEGCNVYGYLEVNK
VAGNFHFAPGKSFQQAHMHVHDLMPFASQKEFNVSHIINKLSFGADYPGVVHPLDNVRRIQEADGGMYQYFT
KVVPTIYTDLSGHVISTNQFSVTEHFREQEVASGRSLPGVFFFYDLSPIKVKFTEQRQSFLHFVTNVCATIV
GGVFTVSGIIDAFVYHGHKVIKKKMELGKLN

Klebsormidium flaccidum proteome V1.0: kf100263_ 0210

>K.flaccidumERV-B
MAFKIAALSRIDAYPRAESHLTQRTISGAAISIMGISLMVLLEFVNELQFYMTPYTENEMTVDVKGREKLPTI
HINITFPSLPCSVLSLDALDMSGKHEVDISNNIWKARLDSQGRPGIWQQVDKLDHADDTAHNEAHAEDTTE
HDFALANARRAAQADANKQVEDIKAALANQEGCRVYGHLDVERVAGNFHISVHGQSYYVLGQVFASASTVN
VSHHIESVSFGPPIPGTTNPLDGYTRILKTEQESGTFKYFIKVVPTEYFPLKGDHVETNQYSVTEYFMPSS
MQPGGLPAVYFLYDLSPIAVKVTERRRNFGHFLTRICAVLGGTFAVTGMIDKWTYKTVQLEFTSQRSSGSQ

Klebsormidium flaccidum proteome V1.0: kf100062_0160

>K.flaccidumPDI-C
MNRVLGRLRSVDFYRRIPRDLTEATLAGGTLSVVASIAMVLLEFGMELQAYLTTSATTTVIIDRSRDGDVMR
INFNFSFPALSCEFASVDVSDVLGTHRINLSKTVRKFPIDHAGRITGPEFHHIAHTVREPAHDDPAPDPID
EGAAEMEAKERQLAEGGQPPEGDPPPIKDPGGALPLSEATFDTITKESFPIVMVNFFAPWCPWSQRLEPVW
EASAKAMLKKYDVDVNPQILLAKVDCTVEVALCRKHHVQGFPSIRIFRSGQDVRAAQGHHDHESYYGDRTE
AATTQFADDLATGLOQRAHALPGATAQQVVPPWMGKDGRALRVVAKAPQSSGCQIEGFVLVKKVPGNLQVA
AVSAGHSFDPATMNMSHSVNSFSFGRKPTLKQYHEIDRIWSHHPSAGEDRLTGRYFHSHSDNLTHEHYLQV
VLTSVEPLKLPAHQYVQSYDYTAHSNVEFNSAAVPVAKFHYELSPMQVVITENSRSFSHEITNVCAIIGGVE
TVAGIVDGILFQAASAIKKVQLGKQF

NCBI Reference Sequence: XP 003615024.1

>M.truncatulaERV-Al
MDSIMNKLRNLDAYPKINEDFYSRTLSGGLITIVSSILMLLLFFSELRLYLHAATETKLVVDTSRGETLRI
NFDVTFPALACSIVSLDAMDISGEQHLDVRHDITIKKRIDSHGNVIETRODGIGSPNIEKPLORHGGRLEHN
ETYCGSCYGAEASDEECCNSCEEVREAYRKKGWALSSPDSIDQCKREGFLERIKEEEGEGCNVYGFLEVNK
VAGNFHFAPGKSFQQOSGVHVHDLLAFQKESFNLSHHINRIAFGDYFPGVVNPLDRVHWTQETPSGMYQYFT
KVVPTMYTDVSGNTIQSNQFSVTEHFRTADVGRLOQSLPGVFFFYDLSPIKVTFTEEHVSFLHFLTNVCATIV
GGIFTVSGILDSFIYHGQKATKKKMELGKFS



GenBank: ACJ84247.1

>M.truncatulaERV-A2
MDKVFEFNKLRNLDAYPKVNEDFYNRTLAGGVVTVVSAAVMLFLFISELRLYLYTVTESKLLVDTSRGETLNI
NFDVTFPAVRCSILSLDTMDISGERHHDILHNIMKQRIDANGKVIEARKEGIGAPKIERPLQKHGGRLEHD
EKYCGSCFGAEESDDHCCNNCEEVREAYRKKGWALTNIDLIDQCQREGFVQKVKDEEGEGCNIHGSLEVNK
VAGNFHFATGQSFLQSAIFLTDLLALQDNHYNISHQINKLSFGHHYPGLVNPLDGIKWVQGNDHGMCQYFTI
KVVPTVYTDIRGRVIHSNQYSVTEHFKSSELGAAVPGVFFFYDISPIKVNFKEEHIPFLHFLTNICAIIGG
IFTIAGIVDSSIYYGOQKTIKKKMEIGKYR

GenBank: KEH35189.1

>M.truncatulaERV-B

MGMKQVIKNLDAFPRTEDHLLOKTQSGALVSIIGLIIMATLFLHELGYYLTTYTVHOMSVDLKRGETLPIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSYGQIIGTEYISDLVEKGHEHDHDHGTHKHDDS
KDHHEHSEQKVHLQTFDEATENTIKKVKEALKNGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFDAG
KNVNVSHVIHDLSFGPKYPGIHNPLDETSRILHDASGTFKYYIKIVPTEYRYISKEVLPTNQFSVTEYFSP
ITSQFDRTWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFAVTGMLDRWMYRLVEAATKPKNKK

GenBank: AES66908.2

>M.truncatulaPDI-C1l
MTTASKIKSVDFYRKIPRDLTEASLSGAGLSIVAALAMMFLFGMELNEYLSVHTSTSVIIDKSSDGEFLRI
DFNLSFHALSCEFASVDVSDVLGTNRMNLTKTVRKEFSIDSNLRPTGSEFYLRPSTNVIKHDDKVDDESLEG
AFVFTSNNEFDKYSHQFPITAVNFYAPWCYWSQRLRPSWEKTAKITIRERYDPEMDGRILLGKVDCTKEADLC
RRHHIQGYPSIRIFRKGSDVRSDHGHHEHESYYGDRDTDSLVKTMENILASFPSEYYKLALEDKLNVTEDS
KRPAPSSGGCRIEGYVRVKKVPGNLIISARSDAHSFDASQMNMSHAVHHLSFGKKLSPKLMSDVQRLIPYV
GNSHDRLDGLSFINSHDFGANVTLEHYLQIVKTEVITROQGYQLVEEYEYTAHSSLAHSLHVPVARFHLQLS
PMOVLITEDHKSFSHFITNVCAIVGGVFTVAGITESILHNTIRLMRKVELGKNF

NCBI Reference Sequence: XP 003607653.1

>M.truncatulaPDI-C2
MLSASKLKSVDFYRKIPRDLTEASLSGAGLSILAALAMMFLFGMELSNYFAVTTSTSVIVDKSSDGDFLRI
DFNFSFPALSCEFASVDVSDVLGTNRLNITKTVRKFSIDSKLRPTGSEFHSGTIANAVKHDDEVDTDEFVEG
SLPLTSQHEFDKYVQLFPITVVNEFYAPWCSWCQRLKPSWEKAAKIMRERYDPEMDGRILLAKVDCTQEGDLC
RRHHIQGYPSIRIFRKGSDVRSDHGHHEHESYYGDRDTESLVKTMETLVASLPTGSQHLALEDKSNGTKRP
APSTGGCRVEGYVRVKKVPGSLVVSARSDAHSFDASQMNMSHVINHLSFGKKVTPRAMIDVKHWIPYLGIN
HDRLNGRSFINTRDLEGNVTIEHYIQVVKTEVITRKGYKLIEEYEYTAHSSVAHSVNIPVARFHLELSPMQ
VLITENQKSFSHFITNVCAIIGGVFTVAGILDSILHNTIKAMKKIEIGKNFE

GenBank: CAE(02574.2

>0.sativaERV-Al
MEGLLSKLRSLDAYPKVNEDFYSRTLSGGIITLASSVVMLLLFVSELRLYLHAVTETTLRVDTSRGETLRI
NFDVTFPALQCSIISLDAMDISGQEHLDVKHDIFKQRIDVHGNVIATKQODAVGGMKVEQPLQRHGGRLEHN
ETYCGSCYGAEESDEQCCNSCEDVREAYRKKGWGVSNPDLIDQCKREGFLOSIKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFQKANVHVHDLLPFQKDSFNVSHKINKLSFGQRFPGVVNPLDGAQWMQHSSYGMYQYF T
KVVPTVYTDINEHIILSNQFSVTEHFRSSESGRIQAVPGVFFFYDLSPIKVTFTEQHVSFLHFLTNVCAIV
GGVFTVSGIIDSFVYHGQRAIKKKMEIGKFEN

GenBank: ABF95668.1

>0.sativaERV-A2
MDLWNKLRSLDAYPKVNEDFYSRTLSGGLITIASSLAILLLFLSEIRLYLYSATDSKLTVDTSRGERLHIN
FDVTFPALPCSLVAVDTMDVSGEQHYDIRHDIIKKRIDNLGNVIESRKDGVGAPKIERPLQKHGGRLDHNE
VYCGSCYGSEESDDQCCNSCEDVRDAYRKKGWALTNIEEIDQCKREGFVQRLKDEQGEGCSIHGFVNVNKV
AGNFHFAPGKSLDQSFNFLODLLNFQQENYNISHKINKLSFGVEFPGVVNPLDGVEWIQEHTNGLTGMYQY
FVKVVPTIYTDIRGRKINSNQFSVTEHFREAIGYPRPPPGVYFEFYEFSPIKVDFTEENTSLLHFLTNICAI
VGGIFTVAGIIDSFVYHGHRAIKKKMEIGKLG

NCBI Reference Sequence: NP_001055898.1



>0.sativaERV-A3
MEGFLQKLKGLDAYPKVNEDFYKRTLSGGVVTVVASVVMLLLFVSETRSYFYSATETKLVVDTSRGERLRV
NFDVTFPSVPCTLLSVDTMDISGEQHHDIRHDIEKRRLDAHGNVIEARKEGIGGAKIESPLQKHGGRLSKG
EEYCGTCYGAEESDEQCCNSCEEVREAYKKKGWALTNPDLIDQCTREDFVERVKTQQGEGCNVHGFLDVSK
VAGNLHFAPGKGFYESNINVPELSALEHGFNITHKINKLSFGTEFPGVVNPLDGAQWTQPASDGTYQYFIK
VVPTIYTDLRGRKIHSNQFSVTEHFRDGNIRPKPQPGVFFFYDFSPIKVIFTEENSSLLHYLTNLCAIVGG
VFTVSGIIDSFIYHGQKALKKKMELGKYR

NCBI Reference Sequence: NP_001051473.1

>0.sativaERV-B
MGRIPSLKNFNAFPHAEDHLLKKTYSGAIVTIFGLIIMVTLFAHELKFYLTTYTVHOMSVDLKRGETLPIH
INMSFPSLPCEVLSVDAIDMSGKHEVDLHTNIWKLRLDKYGHIIGTEYLNDLVEKEHGTHNHDHDHEHEDE
QKKQEHTFNEDAEKMVKSVKQAMENGEGCRVYGVLDVQRVAGNFHISVHGLNIFVAEKIFDGSSHVNVSHI
IHDLSFGPKYPGIHNPLDETTRILHDTSGTFKYYIKIVPTEYRYLSKQVLPTNQFSVTEYFVPKRATDRSA
WPAVYFLYDLSPITVTIKEERRNFLHFLTRLCAVLGGTFAMTGMLDRWMYRLIESVTKSKTRSVLR

NCBI Reference Sequence: NP_001059821.1

>0.sativaPDI-C
MISSSKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMVFLFGMELSNYLAVNTSTSVIVDRSSDGEFLRI
DFNLSFPALSCEFASVDVSDVLGTNRLNITKTVRKYSIDRNLVPTGSEFHPGPIPTVSKHGDDVEENHDDG
SVPLSSRNEDSYSHQYPVLVVNEFYAPWCYWSNRLKPSWEKTAKIMRERYDPEMDGRIILAKVDCTEEIDLC
RRHHIQGYPSIRIFRKGSDLKENQGHHDHESYYGDRDTESLVAAMETYVANIPKDAHVLALEDKSNKTVDP
AKRPAPLTSGCRIEGFVRVKKVPGSVVISARSGSHSEFDPSQINVSHYVTQFSFGKRLSAKMFNELKRLTPY
VGGHHDRLAGQSYIVKHGDVNANVTIEHYLOIVKTELVTLRSSKELKLVEEYEYTAHSSLVHSFYVPVVKE
HFEPSPMQVLVTELPKSFSHFITNVCAIIGGVFTVAGILDSIFHNTLRLVKKVELGKNT

NCBI Reference Sequence: XP 001759631.1

>P.patensERV-Al
MALOMIQKLKSLDAYPKINEDFYSRTLSGGIITIISATFMVLLFFSELKLYLAAQVANDLVVDTERGGTIQ
INLDVTFPALACSVVSLDAMDISGEAHLDVKHNIFKKRLDVNGKVIEPARQESINQPKLDKPLQKHGGRLE
HNETYCGSCFGAETEEDHCCNNCEEVREAYRKKGWALNNPDLIDQCKREGFLQKIKDEDGEGCNVYGTLEA
NKVAGNFHFAPGKSFQQOANMHVHDLMAFGKDSENVSHKINEISFGVRYPGAVNPLDKLERIQTTTHGMYQY
FIKVVPTVYTDTRGRKISTNQFAVTDHFKGVGPGEDHALPGVEFFFYDLSPIKVKFTEKRMSFEFHELTNVCA
IVGGVFSVSGIIDAFVYHGQKQIKKRLGKDT

NCBI Reference Sequence: XP 001764962.1

>P.patensERV-A2
MAVFNKLKQLDAYPKISEDFYSRTLSGGVITLVSTVEFMEVLFVTEISLYLSAQTONQLVVDTSRGETLQIN
LDITFPALACSMVSLDAMDISGEQHLNVRHNIFKKRLDVHGKVVNAPKPDAINAPKVQKPLOKHGGRLEHN
ETYCGSCFGAESSDDECCNNCEEVREAYRKKGWALTNADLIDQCHREGFIERVKEEAGEGCNIYGKLEVNK
VAGNFHFAPGKSFQQOSAMHLLDLMGFITDSEFNVSHTINELSFGAHFPGAVNPLDKVTNIQKDLNGMYQYFT
KVVPTVYTDIKGRKISTNQFSVTEHYTAGDHGPRFVPGVFFFYDLSPIKVKFSEERPSFLHFLTNVCAIVG
GVYSIAGIIDSFVYHGHRAIKKKMELGKLS

NCBI Reference Sequence: XP 001754958.1

>P.patensERV-A3
MATFNKLKQLDAHPKISEDFYSRTLSGGVITLVSSIFMFLLFVTEFRIYLSAQTONQLVVDTSRGETLQIN
LDITFPALACSVVSLDAMDISGELHLDVRHNIYKKRLDVHGKAVDAPKPDAINAPKVQKPLOKHGGRLEDH
ETYCGSCFGAESSDDQCCNSCEEVREAYRKKGWALTNTDLIDQCHREGFIERIKEEAGEGCNIYGKLEVNK
VAGNFQIAPGKSFQQOSAMHLLDLMGFVTDSENVSHTINELSFGAYFPGAVNPLDKVTSIQKDONGMFQYFT
KVVPTVYTDIKGRKISTNQFSVMEHYTAGDHGPRVIPGVFFFYDLTPIKVKFTEERPSFLHFLTNVCAIIG
GIYTIAGIVDSFIYHGHRAIKKKMELGKLS

NCBI Reference Sequence: XP 001762360.1

>P.patensERV-A4
MSFFNKLKHLDAYPKISEDFYSRTLSGGLITLVSSVFMTLLFITEFRIYLSAQTONQLVVDTSRGETLQIN
LDITFSALACSVVSLDAMDISGEQHLNVRHNIFKKRLDVHGKAIDAPKPDAINAPKVQRPLOKHGGRLEHN



ETYCGSCFGAASSDDECCNSCEEVREAYRKKGWALINIDIIDQCHREGFIERVKEEAGEGCNIYGKLEVNK
VAGNFHIAPGKLFQOSAMHLLDLLGIRSDSFNVSHIVNELSFGAHFPGRVNPLDKITSIQKDONGMYQYFTI
KVVPTVYTDIRGSEIATNQFSVTEHYTAGDHGPRVVPGVEFFFYDLSPIKVKFTEKRPSFLHFLTTVCAIVG
GVYTVASIIDSFIYHGHRAVKKKMELGKES

NCBI Reference Sequence: XP 001754824.1

>P.patensERV-B
MRKEKWQVIKNLDAFPRAEEHLLOQKTSSGAAVSAIGLFIMGVLFFHELRFYLETVTVHEMSVDVKRGEKLP
IHINMTFPALPCEVLSLDAIDMSGKHEVDLDTNIWKLRIHRDGYVLGSEFVNDLVEGEHRKEEPKADKKDE
HKDGDHRKKDPQKVINEVKKAIDDGEGCQIFGVLDVERVAGNFHISMHGLSLYVASKIFEAGYEVNVSHVI
HDLSFGPTYPGHHNPLDGSERILHDTSGTFKYFLKIVPTEYHYLHGEVMPTNQFSVTEYYQRTKPSDRSYP
AVYFVYDLSPIVVTIREHRRNFGHFITRLCAVLGGTFAVTGMLDRWMSRIIDEFVMSTSKQGFL

Phytozome Physcomitrella patens v3.0 proteome: Phpat.014G071500.2
>P.patensPDI-C
MVSTSKLKSIDFYRKIPRDLTEASLSGAGLSITIAALTMVFLFGMELSAYLSTTTSTSVVVDRSRDGEYLRT
DFNLSFPALSCEFASVDVSDVLGTHRENLTKTVRKYPIDPLLORIGQEFHAGSVPNIKSHGDEDVGEDMFE
HLGEGAVELNKNTFDVYAQQFSVLVVNFYAPWCPWSNKLKASWEKAAKITADKYNPEMDGRILLAKVDCTV
NVELCRSHHIQGYPSIRIFRKGHDVRDEHGRHDHESYYGERDTESLVAFMVELVPPATVDGKFQLEDKSST
TVNATIKRPAPKAGGCRVEGFVRVKKVPGELMISAHSGSHSFDATSMNMTHYVGFFSFGRKTSWRSVHWVN
EMLPALDSNIDRLTGQVFPSEYENITHDHYLQVVKTEVITLHRKQDLRVLEQYDYTAHSNMIQSTKVPVVK
FHYELSPMQVLVKENPKSEFSHFLTNLCAIIGGVFTVAGIIDSMLHNAMHIMKKVELGKQY

NCBI Reference Sequence: XP_007227487.1

>P.persicaERV-Al
MENMMSRLRNLDAYPKINEDFYSRTLSGGVITLASSIVMLLLFLSELRLYLHAVTETKLVVDTSRGETLRI
NFDVTFSALPCSILSLDAMDISGEQHLDVKHDIIKKRLDSHGNVIESRPDGIGAPKIEKPLOQRHGGRLEHN
ETYCGSCYGAEAADEDCCNSCEDVREAYRKKGWAISNPDVIDQCKREGFLORIKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFQQOSNVHVHDLLAFQKDSENISHTINRLSFGDYFPGVVNPLDGVHWAQATPSGMYQYFT
KVVPTVYTDVSGHTIQSNQFSVTEHFRGTEVGNLQYLPGVFFFYDLSPIKVTFTEEHISFLHFLTNVCATIV
GGVFTVSGILDSFIYHGQKATKKKMETIGKFS

NCBI Reference Sequence: XP _007200362.1

>P.persicaERV-A2
MDSILQKLRNLDAYPKINDDFFSRTLSGGIITLASSLLILLLFFSELRLYLHTVTESKLLVDASRGETLHT
NFDVTFPAIRCSLLSLDTMDISGEQHFDIRHDIVKKRIDAHGNVIEAKKDGIGAPKIDNPLOQRHGGRLEHN
EKYCGSCFGAEMSDDDCCNSCDEVRDAYRKKGWALTNADMIDQCKREGFIQKIKDEDGEGCNIEGSLEVNK
VAGNFHFVSGKSFHQSNIHVQDLLAFQTDSYNISHKINRLAFGDYFPGKLNPLDGVQWRQETPNGMYQYFT
KVVPTLYTNIRGRTIRSNQYSVTEHFKSSELGHSQLLPGVFFFYDLSPIKVTLKEEHVPFLHFMTHICATIV
GGIFTVAGLIDSEFVYHGQORAMKKKMEIGKFEG

NCBI Reference Sequence: XP 007215619.1

>P.persicaERV-B
MGVKQALKSLDAFPRAEEHLLOKTQTGAVVSVVGLLIMATLFVHELRYYLTTYTVHOMSVDLKRGETLPTH
INITFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSYGHITGTEYLSDLVEREHSHKHDDSKDHHEDK
DOQETHLQGAFDQAAEDLIKRVKHAIANGEGCQVFGVLDVQRVAGNFHISVHGLNIFVAQMIFEGSKNVNIS
HITHDLSFGPKYPGIHNPLDGTERILHDTSGTFKYYIKVVPTEYRYISKEVLPTNQFSVTEYFSPMKQFDR
TWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFALTGMLDRWMYRFLEAVTKPNARSVLR

NCBI Reference Sequence: XP 007213964.1

>P.persicaPDI-C
MISTGKIKSVDFYRKIPRDLTEASLSGAGLSITAALAMMFLFGMELNSYLAFSTSTSVIVDKSSDGDFLRI
EFNISFPALSCEFASIDVSDVLGTNRLNITKTIRKFSIGPDLKPTGSEFHSGPAFHDIKHGDGDEYGGDGS
VSITARTFEKFTHQHPILVVNEFYAPWCYWSNRLKPSWEKAAKITRERYDPEIDGRILLAKVDCTEEGDLCK
RNHIQGYPSIRIFRKGSDVRDDHGHHDHESYYGDRDTDSLVKTMETLVAPIPVEAQKLALEGKSDNGTDNA
KRPAPLTGGCRIEGYVRVKKVPGNLVISAHSGAHSFDASQMNMSHVISHFSFGRMIAPKVMSDVKRLVPYL



GGSHDRLNGRSFINHRDLGANVTIEHYLOIVKSEVITGRNHKLIEEYEYTAHSSLVQSLQIPVAKFHFELS
PMQVLITENQKSFSHFITNVCAIIGGVFTVAGIVDSILHNTIRMMRKVELGKNF

NCBI Reference Sequence: XP 002306582.1

>P.trichocarpaERV-Al
MEGLMSKLRNLDAYPKINEDFYSRTLSGGVITLASSVVMFLLFFSELRLYLHAVTETKLVVDTSRGETLRI
NFDVTFPALPCSILSLDAMDISGEQHLDVKHDIIKKRLDFHGNVIEARQDGIGAPKIEKPLOQRHGGRLEHN
ETYCGSCYGAEASDEDCCNSCEDVREAYRKKGWAVTNPDLMDQCKREGFLOQKIKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFQQOSGVHVHDLLAFQKDSENITHKINRLTFGEYFPGVVNPLDGVQWTQETPSGMYQYF T
KVVPTVYTDVSGHTIQSNQFSVTEHFRGTDIGRLOQSLPGVFFFYDLSPIKVTFTEEHVSFLHFLTNVCATIV
GGVFTVSGILDTFIYHGQKATKKKMEIGKFS

NCBI Reference Sequence: XP 002302286.1

>P.trichocarpaERV-A2
MDGLMSKLRNFDAYPKINEDFYSRTLSGGVITLASSIVMFLLFFSELRLYLHAVTETKLVVDTSRGETLRI
NFDVTFPALPCSILSLDAMDISGEQHLDVKHDITIKKRLDSHGNVIESRODGIGAPKIEKPLORHGGRLEHN
ETYCDEDCCNSCEEVREAYQKKGWAVTNPDLMDQCKREGFLORIKDEEGEGCNIYGFLEVNKVAGNFHFAP
GKSFQQSGVHVHDLLAFQKDSEFNTSHKINRLAFGEYFPGVVNPLDGVQWTQETPSGMYQYFIKVVPTVYTD
VSGHTIQSNQFSVTEHFRGADIGRLQSLPGVFFFYDLSPIKVTFTEEHVSFLHFLTNVCAIVGGVEFTVSGI
LDSFIYHGQKAIKKKMEIGKFES

Phytozome Populus trichocarpa v3.0 Proteome: Potri.001G206100.1
>P.trichocarpaERV-A3
MEGIYQKLRNLDAYPKINEDFYSRTLSGGLITLISSIIMLFLFFSEFSLYLHAVTETKLLVDTTRGQTLRIT
NFDITFPATIRCSLLSVDAIDISGEQHHDIRHDITKKRINAHGDVIEVRODGIGAPKIDKPLOQKHGGRLEHN
EEYCGSCFGAEMSDDHCCNSCDEVREAYRKKGWALTNMDLIDQCIREGFVQOMIKDEEGEGCNINGSLEVNR
VAGNFHFVPGKSFHQSNFQLLDLLDMOQKESYNISHRINRLAFGDYFPGVVNPLDGIQLMHETQONGVQQFFEFT
KVVPTIYTDIRGRTVHSNQYSVTEHFTKSELMRLDSLPGVYFIYDFSPIKVTIFKEEHTSFLHFMTSICATTL
GGIFTIAGIVDSFIYHGRRATKKKMEIGKFS

Phytozome Populus trichocarpa v3.0 Proteome: Potri.003G023500.1
>P.trichocarpaERV-A4
MDRIYQKVRNLDAYPKINEDFYSRTLSGGLITLISSVLILFLFFSELSLYLHKVTETKLLVDTSRGQSLRIT
NFDVTFPATIRCSLLSVDAIDISGEQHLDIRHDISKKRINAHGDVIEVROQEGIGAPKIDRPLOSHGGRLGHN
EEYCGSCFGGEMSHDDCCNTCEEVREAYRRKGWAMTNMDLIDQCKREGFIQMIKDEEGEGCNINGSLEVNR
VAGSFHFAPWKSFHLSNFLIQDLLDLOKDSYNISHRINRLAFGDYFPGVVNPLAGIQLMHDTPNGVQQFFEFT
KVVPTIYTDIRGRTVHSNQYSATEHFKKSELTPLDSLPGVYFFYDFSPIKVIFKEEHISFLHFMTSICATI
GGIFTIAGIIDSFIYYGQRAITKKVGIGKFG

NCBI Reference Sequence: XP 002307923.1

>P.trichocarpaERV-Bl
MGMKQATKKLDAFPRAEEHLLOKTQSGALVSIIGLVTMATLFYHELAYYLTTYTVHOMSVDLTRGETLPTH
INITFPSLPCDVLSVDAIDMSGKHEVDLDTSIWKLRLNSYGHITGTEYLSDLVEKEHEAHNHDHNKDHHED
SHAKQHTHGFDDAAETMVKKVKQALANGEGCRVYGVLDVQRVAGNFHISVHGLNIFVAQMIFDGAKHVNVS
HITHDLSFGPKYPGIHNPLDGTTRILHETSGTFKYYIKIVPTEYRYISKEVLPTNQFSVTEYFSPMTDEFDR
TWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFALTGMLDRWMCRLLEALTKPNPRSVLR

Phytozome Populus trichocarpa v3.0 Proteome: Potri.016G022800.3
>P.trichocarpaERV-B2
MGVKQAIKSLDAFPRAEEHLLOQKTQSGALVSVIGLVIMATLFYHELAYYLTTYTVHOMSVDLORGEILPTIH
VNITFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSHGHITGTEYLSDLVEKEHEAHNHDHDKDHHKD
SHEEQHTHGFDDAAETMIKKVKQALANGEGCRVYGVLDVQRVAGNFHISVHGLNIFVAQMIFDGAKHVNVS
HITHDLSFGPKYPGIHNPLDGTARILRETSGIFKYYIKIVPTEYRYISKDVLPTNQFSVTEYFSPITDEFDR
TWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAILGGTFALTGMLDRWMYRLLEALTKPNRGSGFL

NCBI Reference Sequence: XP 002317580.1
>P.trichocarpaPDI-Cl



MVSTNKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMMFLFGMELNNYLTVNTSTTVIVDNSSDGEFLRI
DFNISFPSLSCEFASVDVSDVLGTNRLNITKTIRKESIDHDLKPTGSEFHSGPVLHQIKHGDEVDEEGGEG
SVSLKAHNFDQYSHQYPILVVNEFFAPWCYWSNRLKPSWEKAAKIIRERYDPEMDGRILLAKVDCTEEGDLC
RRNHIQGYPSIRIFRKGSNLREDHGRHDHESYYGDRDTESLVKTMEALVAPIAMESQRQALEHKPENATQH
VKRPAPSAGGCRIEGYVRVKKVPGNLMISALSGAHSFDSKQMNLSHVISHFSFGMKVLPRVMSDVKRLLPY
IGRSHDKLNGRSFINHRDVGANVTIEHYLQVVKTEVVTRRSSSERKLIEEYEYTAHSSLSQTVYMPTAKFH
FELSPMOQVLITENSKSEFSHEFITNVCAIIGGVFTVAGILDSILHHTVRMMKKVELGKNEFE

NCBI Reference Sequence: XP 006370647.1

>P.trichocarpaPDI-C2
MVSTNKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMVFLFGMELNNYLTVNTSTSVIVDNSSDGEFLRI
DFNLSFPSLSCEFASVDVSDVLGTNRLNITKTIRKFSIDHDLKPTGSEFHSGPVLHHINHGDEVHEEGSEG
SVSLKAHNEFDQYTHQYPILVVNEFYAPWCYWSNRLKPSWEKAAKITIRERYDPEIDGRILLAKVDCTEEGDLC
RRNHIQGYPSIRIFRKGSDLRDDHGHHDHESYYGDRDTDSLVKTMEGLVAPTIAMESQRHALEHKPENATEH
VKRPAPSAGGCRIEGYVRVKKVPGNLVISARSGAHSFDSAQMNLSHVISHFSFGMKVLPRVMSDVKRLIPH
IGRSHDKLNGRSFINHRDVGANVTIEHYLQVVKTEVVTRRSSAEHKLIEEYEYTAHSSLAQTVYMPTAKFH
FELSPMOVLITENPKSEFSHFITNVCAIIGGVFTVAGILDSILHNTFRMMKKVELGKNF

NCBI Reference Sequence: XP 007141162.1

>P.vulgarisERV-Al
MEGIMSKLRNLDAYPKINEDFYSRTLSGGVITLASSIIMLLLFFSELRLYLQSVTETKLVVDTSRGETLRI
NFDVTFPALPCSILSLDAMDISGEQHLDVKHDIIKKRLDSHGNVIETROQEGIGAPKIEKPLOQRHGGRLEHN
ETYCGSCFGAEASDDDCCNSCEDVREAYRKKGWALSNPDLIDQCKREGFLOQRIKDEDGEGCNVYGFLEVNK
VAGNFHFAPGKSFQQOSGVHVHDLLAFQKDSEFNLSHHINRLSYGEYFPGVVNPLDNVHWIQETPSGMYQYFT
KVVPTVYTDVNGHAIQSNQFSVTEHFRTGDVGRLOQSLPGVFFFYDLSPIKVTFTEEHVSFLHFLTNVCATIV
GGIFTVSGILDSFIYHGQRATIKKKMELGKFEN

NCBI Reference Sequence: XP _007159091.1

>P.vulgarisERV-A2
MDKVEFNKLRNLDAYPKVNEDFYSRTLAGGVVTVVSAAVMLFLFFSELNLYLYTVTESTLLVDTSRGDTLHT
NFDVTFPAVRCSILSLDAMDISGEQHLDIRHNIVKKRIDANGNVIEERKDGIGAPKIERPLOKHGGRLGHD
EKYCGSCFGAEETDEQCCNSCEEVREAYRKKGWALSNMDLIDQCQREGYVQRVKDEEGEGCNIQGSLEVNK
VAGNFHFATGKSFLOSATIFLADLLALODNHYNISHRINKLSFGHHFPGLVNPLDGVKWVQGPTHGMYQYFT
KVVPTIYTDIRGRVIHSNQYSVTEHFKSSELGVAVPGVFFFYDISPIKVNFKEEHTIPFLHFLTNVCATIIGG
IFTVAGIIDSSIYYGQRTIKKKMEIGKYT

NCBI Reference Sequence: XP 007145973.1

>P.vulgarisERV-B
MGMKQVIKNLDAFPRAEDHLLOQKTQSGALVSVIGLIIMATLFVHELRYYLTTYTVHOMSVDLKRGETLPTH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSDGHITIGTEYISDLVEKGHTHHKHDDHKDHDEH
SEQKIHLONLDESTENIIKKVKEAIKNQEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFDGAKNVNVS
HVIHDLSFGPKYPGIHNPLDDTNRILHDTSGTFKYYIKVVPTEYRYISKEVLPTNQFSVSEYYSPINQFDR
TWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFAVTGMLDRWMYRLIEALTKSKSKR

NCBI Reference Sequence: XP 007149711.1

>P.vulgarisPDI-C1
MISSSKLKSVDFYRKIPRDLTEASLSGAGLSIVAALCMVFLFGMELNSYLSVSTATSVIVDKSSDGDYLRIT
DFNMSFPALSCEFAAVDVSDVLGTNRLNLTKTIRKFSIDSNLRSTGNEFHSEPTTTNIKHDNEQHEESIGG
ALELTTDNFDKYAHQFPITVINFYAPWCYWSQRLRPSWEKASKIIKERYDPETDGRIVMGRVDCTQNGELC
RSHHVQGYPSIRIFRKGSDVRTDHGHHDHESYYGDRDTDSLVKTMDNLVASLPTESQKSHSGDKSNLASHT
KRPAPSSGGCRIEGYVRVKKVPGNLIISARSDAHSFDASQMNMSHVVNHLSFGRKVSPRVMSDVKRLIPYV
GSSHDRLNGLSFINTRDFGANVTMEHYLQIVKTEVITRKDHKLVEEYEYTAHSSVAQSLHIPVAKFHLELS
PMOVLITENPKSEFSHFITNVCAIIGGVFTVAGILDSILHNTIRLMKKVELGKNF

Phytozome Phaseolus vulgaris v1.0 proteome: Phvul.011G139400.1
>P.vulgarisPDI-C2



MISATKLKSVDFYRKIPRDLTEASLSGAGLSIVAALSMMFLFGMELSNYLTVSTSTSVIVDKSSDHDYLRI
DFNISFPALSCEFASVDVSDVLGTNRLNITKTVRKESIDSHLRPTGAEFHSGAVSNAVKHDDEVDGESVEG
SFSFTTHNFDKYAHQFPITVVNEFYAPWCSWCQRLKPSWEKTAKIMKERYDPEMDGRIIMGKVDCTLEGDLC
RRNHIQGYPSIRIFRKGSDLRSEHGHHEHESYYGDRDTESLVEFMENLVTSLPTASQKPALEDKSNATDNA
KRPGPSAGGCRIEGYVRVKKVPGNLIISARSDAHSFDASQMNMSHVVNNLSFGKKVTPRAMSDVKLLIPYL
GSSHDRLSGRSEFSNTRDFGANVTIEHYIQIVKTEVVNRKGYKLIEEYEYTAHSSVAHSVDIPVAKFHIELS
PMQVLITENQRSFSHFITNVCAIIGGIFTVAGILDSILHNTIRMMKKVELGKNF

NCBI Reference Sequence: XP 002447951.1

>S.bicolorERV-Al
MDGLLSKLRSLDAYPKVNEDFYSRTLSGGVITLASSVIMLLLFVSELRLYLHAVTETTLRVDTSRGETLRI
NFDVTFPALQCSIISLDAMDISGQEHLDVKHDVFKQRIDAHGNVIATRODAVGGMKMEAPLQHHGGRLEHN
ETYCGSCYGAQESDGQCCNSCEDVREAYRKKGWGVSNPDLLDQCKREGFLOSIKDEEGEGCNIYGFIEVNK
VAGNFHFAPGKSFQQOSNVHVHDLLPFQKDSEFNVSHKINRLSFGEYFPGVVNPLDGASWVQHSSYGMYQYFT
KVVPTVYTDINEHIILSNQFSVTEHFRSGESGRMQALPGVFFFYDLSPIKVTFTEQHVSFLHFLTNVCATIV
GGVFTVSGIIDSFVYHSQRATKKKMEIGKFEN

NCBI Reference Sequence: XP 002465347.1

>S.bicolorERV-A2
MELWSKLRNLDAYPKVNEDFYSRTLSGGLITILSSLAILLLFFSEIRLYLYSATESKLTVDTSRGERLHIN
FDVTFPALPCSLVAVDTMDVSGEQHYDIRHDITKKRIDHLGNVIESRKDRVGAPKIERPLOKHGGRLDHNE
VYCGSCYGAEETDDQCCNSCEEVRDVYRKKGWAINNVELIDQCKREGYVQRLKDETGEGCTIHGEFVNVNKV
AGNFHFAPGKSLDQSFNFLODLLNIQPETYNISHKINKLSFGEEFPGVVNPLDGVEWIQDNSNGLTGMYQY
FVKVVPTIYTDIRGRKIYSNQFSVTEHFREAIGYPRPPPGVYFFYEFSPIKVDFTEENTSLLHFLTNICAT
VGGIFTVAGIIDSFVYHGHRATIKKKMELGKLG

NCBI Reference Sequence: XP 002439992.1

>S.bicolorERV-A3
MDAFLQRLKRLDAYPKVNEDFYKRTLSGGIVTLVAAVVMLLLFISETRSYFYSATETKLVVDTSRGERLRV
NFDITFPSIPCTLLSVDTMDISGEQHHDIRHDIEKRRLDSHGNVIEARKEGIGGAKIERPLOQKHGGRLDKG
EQYCGTCYGAEESDEQCCNSCEEVREAYKKKGWALTNPDLIDQCAREDFVERVKTQQDEGCNVHGFLDVSK
VAGNFHFAPGKGFYESNIDVPELSVLEGGFNITHKINKLSFGTEFPGVVNPLDGAQWIQPASDGTYQYFIK
VVPTIYTDIRGHNIHSNQFSVTEHFRDGNILPKPQPGVFFFYDFSPIKVIFTEENRSLLHYLTNLCAIVGG
VFTVSGIIDSFIYHGQKALKKKMELGKYR

NCBI Reference Sequence: XP 002458688.1

>S.bicolorERV-B
MARIPSLKSLNAFPHAEEHLLKKTYSGAVVTILGLLVMITLFVHELQFYLTTYTVHOMSVDLKRGETLPIH
INMSFPSLPCEVLSVDAIDMSGKHEVDLHTNIWKLRLDKYGHITGTEYLSDLVEKGHGAHHDHDHGQEHHD
EQKKPEQTFNEEAEKMIKSVKQALGNGEGCRVYGMLDVQRVAGNFHISVHGLNIFVAEKIFEGSSHVNVSH
VIHELSFGPKYPGIHNPLDETSRILHDTSGTFKYYIKVVPTEYKYLSKKVLPTNQFSVTEYFLPIRPSDRA
WPAVYFLYDLSPITVTIKEERRNFLHFITRLCAVLGGTFAMTGMLDRWMYRLIESVTNSKTRSVLR

Phytozome Sorghum bicolor v2.l1l proteome: Sobic.002G322400.1
>S.bicolorPDI-C
MISSSKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMVFLFGMELSNYLAVNTTTSVIVDRSSDGEFLRI
DFNISFPALSCEFVSVDVSDVLGTNRLNIRKTVRKYSIDRNFVPTGSEFHPGPIPTVNKHGDDVEEDHVDG
AFSLSSRNFDSFSHQYPVLVVNEFYAPWCYWSNRLKPSWEKTAKITIRERYDPEMDGRILLGKVDCTEEVDLC
RRHHIQGYPSIRVFRKGSDIKENQGHHDHESYYGERDTESLVAAMETYVANIPKEAHVLALEDKSNKTADP
AKRPAPMTSGCRIEGFVRVKRVPGSVIVAARSGSHSEFDPSQINVSHYVTQFSFGKRLSHRMLDEFTRLTPY
LSGYNDRLAGQSYIVKHGEVNANVTIEHYLQVVKTEIVTQRSSKELKVLEEYEYTAHSSLVHSFYVPVVKFE
HVEPSPMQVLVTEVPRSFSHFITNVCAIIGGVFTVAGILDSIFHNTLRMVKKVELGKNT

NCBI Reference Sequence: XP 004237893.1

>S.lycopersicumERV-Al
MDSFVSKIRSLDAYPKINEDFYSRTLSGGVITLASSIIMTLLFISELRLYLHAATETKLVVDTSRGETLRI
NFDITFPAIPCSILSVDAMDISGEQHLDIRHDITIKKRIDVLGNVIETRKEGIGSPTIDRPLORHGGRLEHN



ETYCGSCYGAEGSDDHCCNTCEDVREAYRKKGWALTNPDEIDQCKREGFLEKIKEEEGEGCNMYGFLEVNK
VAGNFHFAPGKSFQOSNVHVHDLLTFOKDSYNISHKINRLTYGEYFPGVVNPLDGVKWTQETPHGMYQYF I
KVVPTVYTDVSGHTIQTNQFSVTEHFKGADFGREFQSIPGVFFFYDLSPIKVTFTEQHASFLHFLTNVCAIV
GGVFTVSGILDSFIYHGQKAIKKKMELGKES

NCBI Reference Sequence: XP_004230558.1

>S.lycopersicumERV-A2
MERVFSKLRNLDAYPKINEDFYNRTLSGGIITLVASVIMLVLEVNELGLYIHSYTETQLVVDTSRGGKLHT
HFDITFPAVPCSLLSLDARDISGEEHFDIRHDIFKKRIDSHGAVIEVRQDGIGAPKIEKPLOQRHGGRLEHN
ETYCGSCFGAETADDECCNSCEEVREAYRKRGWGMTNPDLIDQCKREGFVQKIKDEEGEGCNIHGSLEVNK
VAGNFHFAAGKSFHQSTFQLFELISLOSDTYNISHRVNKLAFGDSIPGVVNPLDGVQWTQEAQNGMYQYFT
KVVPTIFKGVRGRTIDSNQFSVTEHFKGSDLGLFQSITGVYFFYDLSPIKVTFTEEHVSFFHFLTNVCATIT
GGVFTVAGILDACIYHSQKATIKKKVELGKFG

NCBI Reference Sequence: XP 004243621.1

>S.lycopersicumERV-B1
MGVKQVLRAMDAFPRAEEHLLOQKTKSGAFVSIVGLVIMSTLFLHELSYYLNTITVHOMAVDLRRGETLPTIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSDGHITGTEYLSDLVEKEHKHDDHKDHHDDSDN
KTHMQGFDQEAENLIKKVKQALAHGEGCRVYGVLDVQRVAGNFHISVHGLNIFVAQMIFGGTTHVNVSHI T
HDLSFGPKYPGGHNPLDGTERILRGASGTFKYYIKIVPTEYRYLSKEVLPTNQFSVSEYFSPINEFDRTWP
AVYFLYDLSPITVTIREERRNFLHFITRLCAVLGGTFALTGMLDKWMFRFLEAVMKKNSRSLVR

NCBI Reference Sequence: XP 010313686.1

>S.lycopersicumERV-B2
MGVKQALRAIDAFPRAEEHLLLKTKFGAFVSIVGLLIMVTLFLHELSYYLNIYTVHQOMSVDSRRGENLPIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSDGHITGTEYLSDLVEKEREAHKHDVHKEHHED
SDKIHLQGIDEESQNMIKKVKQALADGEGCRVYGVLDVQRVAGNFHLSVHGLNIFVAQMIFEKSTHVNVSH
ITHDLSFGPKYPGIHNPLDGTSRILRGTSGTFKYYIKVVPTEYRYISKEVLPTNQFSVTEYFSPIHDFERT
WPAVYFLYDLSPITVTIREERRSFLHFITRLCAVLGGTFALTGMLDGWMYKILESVTKKNSRTIVR

NCBI Reference Sequence: XP 004244141.1

>S.lycopersicumPDI-C
MVSTSKIKSVDFYRKIPRDLTEASLSGAGLSIVAALCMMFLFGMELNNYLTVSTTTSVIVDKSSDAEFLRIT
DFNMSFPALSCEFASVDVSDVLGTNRLNITKTVRKHSIDKNLRPTGSEFHSGSTATELKHDAEDDEEYGEG
SVSLNGHSEFDRVTHHFPILVVNEFFAPWCYWSNRLKPSWEKAANITIRERYDRESDGRILVAKVDCTEEVDLC
RRNHIQGYPSIRIFRKGTDVRDDHGHHDHESYYGDRDTDSLVKMMEDLVAPIKLDSQTITSDNSSTKLETG
LKRPAPVTGGCRIEGFVRVKKVPGNLVISARSAAHSFDASQMNMSHVISSFSFGKTITPKVMSDIKILLPH
LGRSHDRLNGNSYVTNPRDSTENVTIEHFLOQVVKTEVMTRSYKLVEEYEYTAHSSLVHSLHIPVAKFHYEP
SPMQVLITENPKSFSHEFLTNVCAIIGGVEFTVAGILDSILHNTMRMVKKVELGKNF

NCBI Reference Sequence: XP 002977139.1

>S.moellendorffiiERV-A
MOMLKKLQQLDAYPKINEDFHSRTLSGGVITVVSSIFMAILFITELKLFLLPGTTSELLVDTSRGETLQIN
FDITFPALACSVISLDAMDVSGEQHLDVKHNIFKKRLDPSGKVVQPPVQEDIGGPKIDKPLOQKHGGRLEHN
ETYCGSCFGAEQSDDECCNSCEEVREAYRKRGWATIHNADLIDQCKREGWLTKIKEEEGEGCNIYGSLEVNK
VAGNFHFAPGKSFSQQHVHVHDVQSLHKEKFNVSHY INELSFGARFPGVVNPLDKEKRIQKFPSAMYQYFT
KVVPTAYTDMTGHKIVTNQFSVTDHFKAVEGLNGRSLPGVFFFYELSPIKVLFTERKTSFLHFLTNVCATTL
GGVFTVSGIIDSFIYHGHRATKKKMETIGKYT

NCBI Reference Sequence: XP _002993277.1

>S.moellendorffiiERV-B
MGLKMKNINAFAHADEHLTQKTVSGAILTIVGVSIILVLFAYEFKFYLSTNVVHOMSVDTTRGONLPTHIN
ITFPSLPCQILSVDAIDMSGKHEVDLDTNIWKLRLHKDGHILGSEYLSDLVEKEHAHDNLTGIFHSHEELR
SAVKVVNEINKALQDGEGCRVFGVLDVERVAGNFHISMHGMSLQVARQIFHSVKEVNVSHIINDLSFGPKY
PGIHNPLDRTVRILRDTAGTFKYFIKIVPTEYRYLNGGKLPTNQFSVGEYYLAARDDDISWPAVYFLYDLS
PITVLIKEERRSFGHLLTRFCAIVGGTFSLTGMLDRWIYRLVESTITRAKGVLTI



NCBI Reference Sequence: XP 002982011.1

>S.moellendorffiiPDI-C
MTTASKIKSIDFYRKIPRDLTEASLSGAGLSLIAAFAMIFLFGMELNNYLTVSSTTNVVVDRSKDGEYLRT
QFNMSFPALSCEFASVDVSDALGTNRYNLTKTVRKYPIDPNLKIVGPEFHPGPIPNPTSHGDDDHEGEGAH
VLTSSTFDEYARRYSVLVVNEFYAPWCIWSARLKPSWDKAAGITAEKYHPDTGRILLGKVDCTDNNDLCRKH
HIQGFPSIRIFHKGHDLKDEHGHHEHDSYYGERDTDSLVKAMEALVPKETTLALEDKTNGTVKRPAPRAGG
CRIEGFIRAKK-VPGNIITISAHSGSHSFDASAMNMTHYVSQFTFGRELNFWMRRELYRIYPHLASVYDTVE
ANLTGRIYVSQHENITHDHYLQVVKTEVVSLRKRKEFSLLEQYDYTSHSNTIQNTNVPVAKFHYELSPMQV
LVKENPKSFSHFITNVCAIIGGVFTVAGIVDSMLHGAMRMVKKIELGKQF

NCBI Reference Sequence: XP 006354000.1

>S.tuberosumERV-Al
MDSFISKIRSLDAYPKINEDFYSRTLSGGVITLASSIIMTLLFISELRLYLHAATETKLIVDTSRGETLRI
NFDITFPAIPCSILSVDAMDISGEQHLDIRHDITIKKRIDVLGNVIETRKEGIGSPTIDRPLORHGGRLEHN
ETYCGSCYGSEGSDDHCCNTCEDVREAYRKKGWALTNPDEIDQCKREGFLEKIKEEEGEGCNMYGFLEVNK
VAGNFHFAPGKSFQQOSNVHVHDLLTFQKDSYNISHKINRLTYGEYFPGVVNPLDGVMWTQETPHGMYQYFT
KVVPTVYTDVSGHTIQSNQFSVTEHFQGADFGRFQSIPGVFFFYDLSPIKVTFTEQHVSFLHFLTNVCATIV
GGVFTVSGILDSFIYHGQKATKKKMELGKFS

NCBI Reference Sequence: XP 006351793.1

>S.tuberosumERV-A2
MERVFSKLRNLDAYPKINEDFYNRTLSGGIITLVASIIMLVLEFVNELGLYIHSYTETQLVVDTSRGGKLHT
HFDITFPAVPCSLLSLDARDISGEEHFDIRHDIFKKRIDSHGAVIEVROQDGIGAPKIEKPLOQRHGGRLEHN
ETYCGSCFGAETADDECCNSCEEVREAYRKRGWGMTNPDLIDQCKREGFVQKIKDEEGEGCNIHGSLEVNK
VAGNFHFAAGKSFHQSTFQLFELISLOSDTYNISHRVNKLAFGDSIPGVVNPLDGVQWTQEAQNGMYQYFT
KVVPTIYKGVRGRTIDSNQFSVTEHFKGSDLGLFQSITGVYFFYDLSPIKVTFTEEHVSFFHFLTNVCATIT
GGVFTVAGILDACIYHSQKATIKKKVELGKFG

Phytozome Solanum tuberosum v3.4 proteome: PGSC0003DMT400002424
>S.tuberosumERV-B1
MGVKQVLRAMDAFPRAEEHLLOQKTKSGAFVSIVGLVIMSTLFLHELSYYLNTITVHOMAVDLRRGETLPTIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSDGHITGTEYLSDLVEKEHKHDDSDNKTHMQGF
DODAENLIKKVKQALAHGEGCRVYGVLDVQRVAGNFHISVHGLNIFVAQMIFGGTTHVNVSHITHDLSFEFGP
KYPGSHNPLDGTERILRGASGTFKYYIKIVPTEYRYLSKEVLPTNQFSVSEYFSPINEFDRTWPAVYFLYD
LSPITVTIREERRNFLHFITRLCAVLGGTFALTGMLDKWMFRFLEAVMKKDSRGLVR

NCBI Reference Sequence: XP 006351995.1

>S.tuberosumERV-B2
MGVKQALRAIDAFPRAEEHLLOQKTKFGAFVSIVGLLIMVTLFLHELSYYLNIYTVHOMSVDSRRGENLPTH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSDGHITGTEYLSDLVEKEHEVHKHDAHKEHHED
SDKIHLQGIDEESQNMIKKVKQALADGEGCRVYGILDVQRVAGNFHLSVHGMNIFVAQMIFEKSTHVNVSH
ITHDLSFGPKYPGIHNPLDGTSRILRGSSGTFKYYIKVVPTEYRYISKEVSPTNQFSVTEYFSPIHDFERT
WPAVYFLYDLSPITVTIREERRSFLHFITRLCAVLGGTFALTGMLDGWMYKILESFTKKNSRTIVR

NCBI Reference Sequence: XP 006366039.1

>S.tuberosumPDI-C
MVSTSKIKSVDFYRKIPRDLTEASLSGAGLSIVAALSMMFLFGMELNNYLTVSTTTSVVVDKSSDAEFLRIT
DFNMSFPALSCEFASVDVSDVLGTNRLNITKTVRKHSIDKNLRPTGSEFHSGSTATELKHDAEDDEEYGEG
SVSLNGHSEFDRVTHHYPILVVNEFFAPWCYWSTRLKPSWEKAANITIRERYDRESDGRILVAKVDCTEEVDLC
RRNHIQGYPSIRIFRKGSDVRDDHGHHDHESYYGDRDTDSLVKMMEDLVAPIKLDSQMISSDNSSTKLETG
LKRPAPVTGGCRIEGFVRVKKVPGNLVISARSAAHSFDASQMNMSHVISSFSFGKTITPKVMSDIKILLPH
LGRSHDRLNGNSYVTNPRDSTENVTIEHFLOQVVKTEVMTRSYKLVEEYEYTAHSSLVHSLHIPVVKFHYEP
SPMQVLITENPKSFSHEFLTNVCAIIGGVEFTVAGILDSILHNTMRMVKKVELGKNF

NCBI Reference Sequence: XP 007018816.1
>T.cacaoERV-Al



MDGIMNKLRNLDAYPKINEDFYSRTLSGGVITLVSSVVMFFLFFSELRLYLHAVTETKLVVDTSRGETLRI
NEFDVTFPALACSILSLDAMDISGEQHLDVRHDIIKKRLDAHGNVIESRODGIGAPKIEKPLORHGGRLEHN
ETYCGSCYGAEASDDDCCNSCEDVREAYRKKGWALSNPDLVDQCKREGFLOKIKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFQOSNVHVHDLLAFQKDSFNISHKINRLAFGDYFPGVVNPLDGVHWTQEQPSGMYQYF T
KVVPTVYTDVSGHTIQSNQFSVTEHFKGAEINRLOSLPGVFFEFYDLSPIKVTFTEQHVSFLHFLTNVCAIV
GGVFTVSGILDSFIYHGQRAIKKKIEIGKYS

NCBI Reference Sequence: XP 007042992.1

>T.cacaoERV-A2
MENVENKLRNLDAYPKVNEDFYSRTLSGGIITLVSSLAIFFLFFSEFRLYLHTVTETKLLVDTSRGEALRT
NFDVTFPAIPCTLLNLDAMDISGEQHLDIKHDIIKKRINAHGDVIESRODGIGAPKIEKPLORHGGRLEHN
ETYCGSCFGAEQSDDDCCNSCEEVREAYRRKGWAMTNVDLIDQCKREGFIQRVKDEDGEGCNIHGSLEVNK
VAGNFHFAPGKSFHQTNIFLSDLLAFQKDSYNISHRINRLAFGEYFPGVVNPLDGAQWIHETSNGMYQYFT
KVVPTIYTDIRGRTVHSNQYSVTQHFKNLEVIYPNSHPGVFFIYDFSPIKVIFKEEHISFLHFITNICAVI
GGIFTVAGIIDSFVYHGQRRMKKKMEIGKFR

NCBI Reference Sequence: XP _007048888.1

>T.cacaoERV-B
MGVKQALKSLDAFPRAEEHLLOQKTQSGALVSIVGLVIMAALFFHELTYYLTTYTVHOMSVDLKRGETLPIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNSLGQIVGTEYLSDLVEKEHAAHKHDDEKEHHDD
SDKKLHALGFDQEAENMIKKVKQALANGEGCRVYGVLDVQRVAGNFHISVHGLNIYVAQMIFGGATHVNVS
HMIHDLSFGPKYPGLHNPLDGTVRILHDTSGTFKYYIKIVPTEYRYISKEVLPTNQFSVSEYFSPMHEFDR
TWPAVYFLYDLSPITVTIKEERRSFLHFITRLCAVLGGTFALTGMLDRWMFRLIEGLTKPSHKGVLR

NCBI Reference Sequence: XP 007021017.1

>T.cacaoPDI-C
MISSSKIKSVDFYRKIPRDLTEASLSGAGLSIVAALAMMFLFGMELSNYLTVSTSTSVIVDKSSDGEFLRI
DFNISFPALSCEFASVDVSDVLGTNRLNITKTIRKFSIDPHLRSTGAEFHAGPVPHFIKHGDEVDEETVEG
SVPLNGVSFDKLSHLYPILVVNEFYAPWCYWSNRLKPSWEKAAKIIKERYDPEMDGRILLAKVDCTEEVDLC
RRHHIQGYPSIRIFRKGSDLREDHGHHDHESYYGDRDTESLVKTMEELVAPIPLESQKLALEDKSNITKRP
APKTGGCRIEGYVRVKKVPGNLITISARSAAHSFDASQMNMSHVISHLSFGKTISPRVLSDVKRLIPYIGRS
HDRLNGRSFINHRELDANVTIEHYLQIVKTEVVTRRSSREHTLIEEYEYTAHSSLAQSIYIPVTKFHFELS
PMOVLITENPKSEFSHFITNVCAIIGGVFTVAGILDSILHNTIRLMKKVELGKNF

NCBI Reference Sequence: XP 002285801.1

>V.viniferaERV-Al
MDNIINKLRNLDAYPKINEDFYSRTLSGGVITLASSIFMLLLFISELRLYLHAVTETKLVVDTSRGETLRI
NFDVTFPALPCSILSLDAMDISGEQHLDVRHDITIKKRIDAHGSVIEARQDGIGSPKIEKPLOQKHGGRLEHN
ETYCGSCYGAEASDDDCCNNCEEVREAYRKKGWAMSNPDLIDQCKREGFLOQRIKDEEGEGCNIYGFLEVNK
VAGNFHFAPGKSFQOSNIHVHDLLAFQKDSEFNISHKINRLAFGDYFPGVVNPLDGVQWIQATPSGMYQYFT
KVVPTVYTHVSGHTISTNQFSVTEHFRNAELGRLOQSLPGVFFFYDLSPIKVTFTEEHVSFLHFLTNVCATIV
GGVFTVSGILDSFIYHSQKATKKKIETIGKFS

NCBI Reference Sequence: XP 002264644.1

>V.viniferaERV-A2
MDRVFQRLRNLDAYPKINEDFYSRTFSGGLITLISSIVMLFLFFSELRLYLHTVTETKLVVDTSRGGTLRI
NFDVTFPAVPCSVLTLDAMDISGEQHHDIKHDIVKKRIDAHGNVVAVRODGIGGPQIEKPLORHGGRLEHN
EKYCGSCYGAEVTDDDCCNSCDEVREAYRKKGWGMTNPDLIDQCKREGFVQKVKEEEGEGCNVYGFLEVNK
VAGNFHFSPGKGFYQSNIHVNDLLATISKDGYNISHRINKLAFGDHFPGVVNPLDGAQWEFQDAPDGMYQYFT
KVVPTIYTDIRGHTIQSNQFSVTEHFRSAEPGRPHSLPGVYFFYDLSPIKVTSKEEHSSFLHFMTNICATIV
GGIFTVSGIIDSEFVYHGHRAIKKKMELGKES

NCBI Reference Sequence: XP 010656946.1

>V.viniferaERV-B
MGVKQFIKSLHAFPRAEEHLLOQKTQSGAVVSIIGLVIMATLFLHELRYYLTTYTVHOMSVDLKRGETLPIH
INMTFPSLPCDVLSVDAIDMSGKHEVDLDTNIWKLRLNRDGFITGTEYLSDLVEKEHADHKHDHNKDHHGD
SDOKLHAHSFDQDAENMVKKVKQALANGEGCRVYGVLDVQRVAGNFHISVHGLNIFVAQMIFDGATIHVNVS



HITHDLSFGPKYPGLHNPLDGTVRILRGASGTFKYYIKIVPTEYRYISKEVLPTNQFSVMEYFSPMNEFDR
TWPAVYFLYDLSPVTVTIKEERRSFLHFITRLCAVLGGTFALTGMLDRWMYRFLEMLTKPNAKSVYR

NCBI Reference Sequence: XP 002281649.1

>V.viniferaPDI-C
MVSTSKIKSVDFYRKIPRDLTEASLSGAGLSVIAALSMMFLFGMELSNYLSVSTSTSVIVDQSSDGDEFLRI
EFNISFPALSCEFASVDVSDVLGTNRLNITKTIRKYSIDPDLRPTGAEFHSGPVGKVIKHGDETDEEYSEG
SASLTAQNFYKYSHQHATILVVNEFFAPWCYWSTRLKPSWEKAAKIIRERYDPELDGRIVMAKVDCTEEGELC
RRHHIQGYPSIRIFRKGSDVRDDHGHHDHESYYGDRDTDTLVTTMETLVAPIPLESQRLALENKSDSTADH
IKRPAPRTGGCRIEGFVRVKKVPGNLVISARSGSHSFDPSQMNMSHVISHLSFGRKIAPRVMSDMKRVLPY
IGGSHDRLNGRSYISHPSDSNANVTIEHYLOQVVKTEVITTRDHKLVEEYEYTAHSSLVQSLYIPVAKFHFE
LSPMQVLVTENRKSFWHFITNVCAIIGGVFTVAGILDSVLHNTMRLMKKIELGKNF

NCBI Reference Sequence: NP_001148795.1

>7Z.maysERV-Al
MDGLLSKLRSLDAYPKVNEDFYSRTLSGGIITLVSSAVMLLLFVSELRLYLHAVTETTLRVDTSRGETLRI
NFDVTFPALQCSIISLDAMDISGQEHLDVKHDVFKQRIDAHGNVIATRODVVGGMKMEAPLQHHGGRLEHN
ETYCGSCYGAQESDDQCCNTCEDVREAYRKKGWGVSNPDLLDQCKREGFLOSIKDEEGEGCNIYGFIEVNK
VAGNFHFAPGKSFQQOSNVHVHDLLPFQKDSEFNVSHKINRLSFGEYFPGVVNPLDGANWVQHSSYGMYQYFT
KVVPTVYTDINEHIILSNQFSVTEHFRSGESGRMQALPGVFFFYDLSPIKVTFTEQHVSFLHFLTNVCATIV
GGVFTVSGIIDSEVYHSQRAIKKKMEIGKEN

NCBI Reference Sequence: NP _001141198.1

>7Z.maysERV-A2
MDAFLQRLKRLDAYPKVNEDFYKRTLSGGIVTLVAAVVMLLLEFISETRSYFYSATETKLVVDTSRGERLRV
NFDITFLSIPCTLLSVDTMDISGEQHQDIRHDIEKIRLDAHGNVIEARKVSIGGAKIERPLOQKHGGRLDKG
EQYCGTCYGAEESDEQCCNSCEEVREAYKKKGWALTNPDLIDQCAREDFVERVKTQODEGCNVHGFLDVSK
VAGNFHFAPGKGFYESNIDVPELSLLEGGFNITHKINKLSFGTEFPGVVNPLDGAQWTQPASDGTYQYFIK
VVPTIYTDIRGHNIHSNQFSVTEHFRDGNVRPKPOQPGVEFFEFYDFSPIKVIFTEESRSLLHYLTNLCAIVGG
VFTVSGIIDSFIYHGQKALKKKMELGKYR

NCBI Reference Sequence: NP_001132255.1

>7Z.maysERV-A3
MDAFLHRLKRLDAYPKVNEDFYKRTLSGGIVTLVAAVVMLLLEFISETRSYFYSSTETKLVVDTSRGERLRV
NFDITFPSIPCTLLSVDTTDISGEQHHDIRHDIEKRRLNSHGNVIEARKEGIGGAKVERPLOQKHGGRLDKG
EQYCGTCYGAEESDEQCCNSCEEVREAYKKKGWALTNPDLIDQCAREDFIDRVKTQODEGCNVLGFLDVSK
VAGNFHFAPGKGFYESNIDVPELSLLEGGFNISHKINKLSFGTEFPGVVNPLDGAQWTQPASDGTYQYFIK
VVPTIYTDIRGRGIHSNQFSVTEHFRDGNVRPKSQPGVFFFYDFSPIKVIFTEENRSLLHYLTNLCAIVGG
VFTVSGIIDSFIYHGQKALKKKMELGKYR

NCBI Reference Sequence: XP 008654279.1

>7 .maysERV-B
MARIPSLKSLNAFPHAEEHLLKKTYSGAVVTIFGLLIMITLFVHELQFYLTTYTVHOMSVDLKRGETLPTIH
INMSFPSLPCEVLSVDAIDMSGKHEVDLHTNIWKLRLDKYGHITGTEYLSDLVEKGHGAHHDHDHDHDHHD
EQKKHEQTFNEEAEKMIKSVKQALGNGEGCRVYGMLDVQRVAGNFHISVHGLNIFVAEKIFEGSNHVNVSH
VIHELSFGPKYPGIHNPLDETSRILHDTSGTFKYYIKVVPTEYKYLSKKVLPTNQFSVTEYFLPIRPTDRA
WPAVYFLYDLSPITVTIKEERRNFLHFVTRLCAVLGGTFAMTGMLDRWMYQLIKTVTNSKTRSVLR

NCBI Reference Sequence: NP_001105762.1

>Z.maysPDI-C
MISSSKLKSVDFYRKIPRDLTEASLSGAGLSIVAALAMVFLFGMELSSYLAVNTTTSVIVDRSSDGEFLRI
DFNMSFPALSCEFASVDVSDVLGTNRLNITKTVRKYSIDRNLVPTGSEFHPGPIPILNKHGDDVEEDHVDG
AFSLSSRNFDSFSHQYPVLVVNEFYAPWCYWSNRLKPSWEKTAKIMRERYDPEMDGRILLGKVDCTEEVELC
RRNHIQGYPSIRVFRKGSDIKENQGHHDHESYYGERDTESLVAAMETYVANIPKEAHALEDKSNKTVDPAK
RPAPMASGCRIEGEFVRVKRVPGSVVISARSGSHSFDPSQINVSHYVTQFSFGKRLSPRMLHEFIRLTPYLR
GYHDRLAGQSYTVKHGEVNANVTIEHYLQVVKTELVTQRSSKELKVLEEYEYTAHSSLVHSFYVPVVKEFHF
EPSPMQOVLVTEVPKSFSHFITNVCAIIGGVFTVAGILDSIFHNTLRMVKKIELGKNI



Phytozome Chlamydomonas reinhardtii v5.5 proteome: Crel3.g579850.t2.1
>C.reinhardtiiERV-A
MSGGGFLGKLKALDAYPKINEDFFTKTMSGGIITIVSSVVMVLLFLSELRLFLTTSSAHELSVDVGRGEKT
KIHFDVTFPKVPCAWLSLDAMDISGELHLDLDHDVYKQRLNANGSPVKEVEKHNVDATKKKPPSAVNATAS
AAAGGAPAGGAAGAAGAEGGAAGGAGGGENATALANGCGSCYGAEDKQGDCCNTCDEVRAAYRRKGWALSN
VDHIEQCAHDLYTEATIKEQAGEGCHMWGMLEVNKVAGNFHFAPGRSYQQGSMHVHDIAPFGDAVIDFRHVI
HKLSFGEPYPGMKNPLDGAKAGQAAAAAAAATGMFQYFLKVVPTSYTDLSNKTLSTNQFSVTENFREAQGG
AGRTLPGVFFFYDLSPIKVKIVEHGSSFLSFLTSVCAIVGGVEFTVSGIVDAFVYTGTRMIKKKMELGKES

Phytozome Chlamydomonas reinhardtii v5.5 proteome: Cre08.g358579.tl1.1
>C.reinhardtiiERV-B
MGKGFRLSSLSAYVKPEAHLVNQTIHGALVTLCGVLLATLLTLHEIKSFYQMHRVTVLSVDLARRHALTIN
LDITFPSVPCAVLSIDVLDISGTAENDASFAHHMRVHKMRLDKAGNQIGKAEYHTPQSQQIMDTGGEQLVS
VNIQEAMQHLVDMEDEADHHEGCHVYGTMEVKRVAGRLHLSVHONMVFOMLPQLLGTHHIPKILNMSHVIK
HLGFGPHYPGQLNPLDGYVRMVGREPFSYKYFLKVVPTEYYNRLGRATETHQYSVTEYAQPLQRGYAPAVD
VHYDLSPIVMTINERPPSLLHFVVRLCAVVGGVFAITRLTDRWVDWLVRLVNKAAARGP

NCBI Reference Sequence: XP 001699770.1

>C.reinhardtiiPDI-C
MVRLFSRLKAIDFFKKIPSDLTEATLTGAWLSIVAAVLMILLEFVAELSAFLSTTTSSQLVVDRSPONELLK
LNFNISFPALSCEFATVDVSDSLGTKRMNLTKTVRKVPITLDMERQGAAVEDTAHKVGPKYDAEGHFDEEP
DIDITVPLSHENFEATLARYPIAVINFYAPWCHWCQRLEPTWEAATKEVHDKYPEWDGRVRFAKVDCTAEV
DLCRQHFIQGFPSIRVFRKGHDDIYIGGMHEHEAYMGDRTKDALVAFADSLVPSAGQPHRKLAGLSAAPKT
PGCNLAGFVMVKKVPGTVHFVARSEGHSFDHTWMNMTHMIHSFHVGTRPSPRKYQQLKRLHPAGLTADWAD
KLHDQLFVSEHTQSTHEHYLQVVLTTIEPRHSRHTGNYDAYEYTAHSHSYQSDSIPSARFTYDLSPIQILV
HETSKPWYQFLTTSCAIIGGVFTVAGILDALLYQSFKVVKKLNLGKQG

NCBI Reference Sequence: XP 005650551.1

>C.subellipsoideaERV-A
MEGIVSKLKNLDAYPKVNEDFFQRTLSGGIITIGSSIIMLCLFLSELSLFMKITTTNELSVDTTRGDQLST
NFDMTFPALPCEWISLDLMDISGEMHLDVDHDVYKRRLDSNGVVIPDSIEKHQVGPELDDTLLHKANETEC
GSCYGAAPDEECCNNCEEVRAAYRRKGWGFTDPQQISQCAKEGFVEKLRAQEGEGCHMWGSLAVNKVAGNF
HFAPGKSFQQGPMHVHDLVPFQGVTFDLSHRIDKLSFGHEYPGMTNPLDRVNLPKFNTRNPQGLPGAYQYF
LKVVPTIYVNSHNHTINSNQYSVTEHFKGSQDFQAQLPGVFFYYDLSPIKVKYHETRMSFLHFLTSVCAIV
GGIFTVAGIVDAFIYHGHQATKKKVDLGKQT

NCBI Reference Sequence: XP 005651581.1

>C.subellipsoideaERV-B
MKLKSFNRFSAYARAESHLVQRTYFGAIVTVLGVILAIVLFANELREYTTPFSIQTMSVDTSRAHY IRMNF
NFTYPSMPCQVLSLDATDMSGEKSGDSGHAANGE ITHKVRLNEAGEKIGLGEYIPPRRWGFMMGKPRQ-EVM
EVNQAMDAHEGCNIFGWLDLQRVAGNFRVSVHVEDFFALTRLOADTTGINSSHITHRVSFGPTFPGQVNPL
DGAERILDKESGTFKYFLKVVPTEYVKLDGTRTTTNQYSVTEYDTVVHKGEMOMPSVWESYDISPISVTIS
EIRKSFAHLLVRFCAVVGGVFAVTGMFDRWVHRIVTAIFSASS

NCBI Reference Sequence: XP 005642637.1

>C.subellipsoideaPDI-C
MARVLQKLRSVDFYRKIPNDLTEATLAGAGISLVAAFTIVVLLTAELSSFLATETKEELIVDRSAHGDLLR
INFNISFPSLSCEFATLDVSDALGTKRMNLTKTIRKLPIDEDGQRAGYYVHDDLSNVDIKYDEPSVSQDFA
LPLSKDSFKATLEAYSIVVVNEYAPWCPWCQRLEPTWEAVTQEVHTKYPDADGRIRFAKVDCTTEVDLCRE
HQITGFPSIRVFRSGHDEVNVHGVKEHESYRGDRTQASLLAFADNLAPSAGQPHHYTIRGVTRMAKTSGCAL
SGFVLVKKVPGALHFLAKSPGHSEFDYQAMNMSHVVNYLYFGNKPSPRRHQSLAKLHPAGLSDDWADKLAGQ
DFFSRAAKATFEHYMQVVLTTIEPSKHRPELSYDAYEYTVHSHTYDTADIPAAKFTYDLSPIQILVSEKRR
AWYHFVTTTCAIIGGVFTVAGIVDGLVHTGARFAKKVELGKHT

NCBI Reference Sequence: XP _002948747.1
>V.carteriERV-A



MSNSGGGFLSKLKALDAYPKINEDFFTKTMSGGIITIVASVVMVLLFLSELRLYMTTQSVHELSVDVGRGE
KIQIHFDLTFPKVPCSWLSLDAMDISGELHLDLDHDVYKQRLSANGSPVKEVEKHNVEATKKVVPVNGTEN
STATPVCGSCYGAEDRQGDCCNTCDEVRAAYRRKGWALANVDHIEQCAHDLYTESIKEQTGEGCHMWGMLE
VNKVAGNFHFAPGRSYQQGSMHVHDIAPFGDAVIDFRHTVNKLSFGAPYPGMKNPLDNAKAGYKSAAATGM
YOYFLKVVPTSYTGIDNKTLATNQFSVTENFRESSQGGAGKTLPGVFFFYDLSPIKVRIVEHSSSFLSEFLT
SVCAIVGGVFTVSGIVDAFIYTSTRLIRKKMELGKES

NCBI Reference Sequence: XP _002958233.1

>V.carteriERV-B
MKFKLSSLSAYVKPEAHLVQQOTVHGALVTLCGILLAAMLFVHELGSFYRQHRVTOQMSVDLARRNALTINID
LTFPAIPCAVLSIDVLDIAGTAENDASYAHHMHIHKLRLDGAGKPIGKAEYHTPQSQQIMDTGAEQLVSVN
IQEAMQHLVDMEEEAEHHEGCHVYGTMDVKRVAGRLHFSVHONMVEFOMLPQLLGAHRIPKVANISHTIKHL
GFGPHYPGQLNPLDGYVRMVKGPPQSFKYFLKVVPTEYYNRLGRVTETHQYSVTEYTQPLEPGYVPTLDVH
YDLSPIVMTINERPPSLLHFVVRLCAVVGGAFAITRMTDRWVDWEFVRLVTKLK

Phytozome Volvox carteri v2.0 proteome: Vocar20014205m

>V.carteriPDI-C
MARLFSKLKAIDFFKKIPSDLTEATLTGAWISILAAVIMVFLFTAEMMSFLSTTTTTQLIVDRSPONELLK
LNFNISFPALSCEFATVDVSDTLGTKRMNLTKTVRKMPITTELERMGSAVEDSSHKPGPKYDEEGREFDDEP
DIDITVPLSHVNFEATLARYPIVVVNFFAPWCHWCQRLEPTWEAATKEVHDKYPEWDGRIRFAKVDCTQEM
ELCRTHFIQGFPSIRVFRKGHDDIVIGGMHEHESYMGDRTKEALVAFADSLVPSAGQPHRKHAALSAAPKT
PGCNLAGFVMVKKVPGTLTVVARSEGHSEFDHTWMNMTHLVHTEFHVGTRPSPRKYQQLKRLHPAGLTHDWAD
QLRDQFFLSEHPQSTHEHYLQIVLTSIEPRRSRHSGNYDAYEYTAHSHTYQSDAIPSARFTYDLSPIQILV
QETARPWYQFLTTSCAIIGGVFTVAGILDALLYQSFKVVKKLNLGKQG



