Non-plant PDI-C Isoforms

NCBI Reference Sequence: XP 005716385.1

>C.crispusPDI-C1
MLKLSSYDVFRKLPRDLTHGTSQGGVLSVLAVALILLVFLFELWTYVAGEVETAVMLDTNREALLQINFK
VTALRLPCEFASVDVWDYLGNTRLDLTKNLHKTMVSGPRGRDILGAYSDGNAFSNGDSEDEVKAHIGLSE
SEEIMQOSNFDOQKLAENAWTFVDFFAPWCIHCVKLAPTWEAFAKTVHDKDIRVKVFKVDCTKNEFLCRSQQ
ISGYPTLRVYKGNHPQHPDYFGKRTVSTLI SWMESMTHEHAHAKTRLHKEEGCLVEGAIWVNRVPGNFHT
TAKSKGHDFDPKAMNLSHVVHHFSFGKPLPRRVIRHLPDDVKRNINPLDGRSFVNTEEHTTHEHYIKVVS
THYRVGKSSIFNREDSLGYQMATSNHRYKSDPGIPEAKFSFDLSPTAVVIIQGGKRWYEFVTSLCAIIGG
IFTVVSLFDGAMYSISKRVKGVQGKLS

NCBI Reference Sequence: XP _005715706.1

>C.crispusPDI-C2
MFKISMLDLFRKVPVDLTQATRRGGLLSLAVATIIGLVLFCEVWTYLEGETKSRIILDSNTESKLEINFE
ISFFELPCRFANVEVWDYLGNAKLNVDADISKTILGHEQNENHLTEYKDKGTVATQLVDKHEDAHLPEQV
VELTSSNYGQYLKONEYTEVIYYVNWCGFCKMALPVWSKFAKHLPSIRPNVKIAQVDCEKNAELCQATKTI
TGYPTFIMFKGVNPLEEDYGGERSVEAFSKYVEKVSDTPPDDHNLKYQWQEGCLLGGRLLVNRVPGNFEFHT
SAKSDAHNEFDOKSTNTSHLIHHLSFGGEMQHDLYMAVPKDIRVNISPLDDILFINHKEHMSHEHYIKVVS
THYQAGSLRRRKDVLGYQMATSNHQYKSDPNVPETREFSYDLSPTAVVISQAGRRWYEFLTSLCAIIGGTFE
TTFSLMDGVLHSMQRRLARPVTPSSKLT

The Porphyridium purpureum Genome Project: evm.model.contig 3636.1
>P.purpureumPDI-C1
MRLAVYDLYRKVREGAESTVTGGFLSVLGVALIVVLGIAETVSFLGAPKSMAVEVDRNMDESLQVNLDIL
LMRMPCNMVSLETWDYTGTSQLRHEDLSTKYVVFGDQGEFNLGEAGVMGHLEHMKNEHLLEQVTHEAAEE
LVDANFASKLNKEPLAIVKFYTPWCIWCQRLVPHFAALPDALAQVGLPGTKLFKVNCVENLESCRGIAGE
PTVRYFVKGKPQTPDYRGDRTAQDMAQWVANGVKKVDSASGETNKFVVRKQAHGTVMRRVADENLPEGCR
ITGALKVSRVPSNIHIVAAATTFDINPREVNLSHRVNIFSFGSMMSPQRLLRLPIFAQYNVNPENGQSEV
ATEKHILFDHYLKVVTTRFARHRGKRAWSLDDALQDRRAYLVTASTKSTIADPNVPEIRFSYDFSPFATV
VEQKTDKTWYDYLTNLCALIGGVWTILQLVDSTLENLVHSKIKTMOGKLG

The Porphyridium purpureum Genome Project: evm.model.contig 2262.7
>P.purpureumPDI-C2
MVVVEGNRASKAAWRMRFGELDLFRKVPRDLVQSTRLGGALSLLALALLSVLLMTELSDMGRATTSTSLQ
VDRAPSSEPVTLSFRIALMSLPCKYVDVQLLDTRLRTATQSQRLVLKKTELADGAKYLDSLSKPLEQIRR
YDKQGVVRPLGAPEEDNDSADQSGVTITVEQFRNNIVTRSPYTLVYFYLPYCPFCKSLVPVWEEVERKIS
SDVARFSRGVIKVVKIDCITSKELCIDQHVMAVPTIRVYERDTVLRPDYHSAKREAEDILAWVLGKITGA
DAKRAAAASGODAAREISSKEGCVVSGSAQVQKSPAFMRISANAENYSVEAQHVNMTHLVEYFTANYETP
GDTTSKLHPMIALNLDTMHHTAFVTSKSQEGMSFDHYLKFIPTTYRSRWGPKQRLFOMTAASHGYYKQHG
AAEIRVSYDFSPLVHVVEKQONTKQWYEFLAKLFATIIGGVICVVGLMDKGIYTYVAYQQKVRQGKQT

NCBI Reference Sequence: XP _005786077.1

>E.huxleyiPDI-C1
MGIADALESLHLYRKVPRDLTDATRLGGAISLATAFLMAYLFLSNIAEFMSVRSSTDVALDDSTEAKMRI
YENITMERLPCQFASVDVSDVMGTSLTNVTQHITKFKVAPEAGHRKAEYYRERDDDVEHEVLDDEEQGYL
DTLPATLPQLNDHSFEQTIKSYDLVLVAFGAPWCPWSQRLDPVWRKTWELLKQKPYRDHVRIGKVDCTAS
DSHSTCOKHHIHAFPTIRIYRHRQVHSHENYLGNRDSAVFIEFVEEALPKHLVTGGGGAPLDADKAAAAA
RSVESHTLAGEGCQLTGSLEISRVPGSFRISAQSDAHSFNSRVMNVSHHVDKLLFAYTDERPAKTHKVIS
IEERSSLYQMGFMMHQELATLKHYLKVVPFHHHDLSGHVTQAYLYKANYNEYRPRKLEWYEGKADAHVDT
OMVPNAVFHYDISPVKVVVQEESEALAAFVTKICAVIGGIYTVVGLLDSVMYHSVQSFSKKK

NCBI Reference Sequence: XP _005782141.1

>E.huxleyiPDI-C2
MVRLRDAHFFRKVPVDVSEGTAVGGLLSVAAVLVACWLVSEEISAYSTAKLTTQMALDHTAMPSPLGPAA
YESTRVNENISMLRIPCQYATLFVSDHVGAHKSGGARNMHKVRLDREGRSLGMY SPHRYAGSYRPGPYQL
DDGTALDEQGFQALAKSKAGVMVNFFAPWCEFWSQKLVPAWEAVGRRLHARAYSQSFAFVRVDCTSAKGRD



LCRSHSTIHAFPTVRTYRGSVHAFEPYEYGREENVIWLHMVKIAAEVVVQRMHDPSPLDEDGSPLEMWEEE
AGHEGCNLFGYVEVSRAPGTIHLAPHSSRHSFDFSHVNTSHHIDHLSFGLELGAIERRGLPPDVRKHLLS
LDGRAFTAATAHLTQEHHVNIVPTRYQPAGSVAHVETYQFTATSHARTKDTLPSLLISYDVSPIQVNIAE
RROPTSELVLSFCAIIGGVVAVFGIIDGMLYTGSAVVRQKLSAGKLH

NCBI Reference Sequence: XP_005783917.1

>E.huxleyiPDI-C3

—————————————— MGRKSYGPVLNYFKHVPDDLVVTSTPGLIISALGTVVLITLFLFELSAYLTVTSTT
DLVVDELVDETLRVNFNVTLHQVPCEFLSVDVSDMTGAATHDIRKDILKWRLDSNQRVVRDAAAVSAVET
RDAKRAADAAMSKEPVSPSYGDEDEEEPPDTDLSQPLSPDTEFVPFLOQOHELSLVNEFYAPWCIWCQRLEPV
YLEAAAKVPSLEFHGHTRLAQVDCVAFQEFCVKHMIRAYPTLRMYKDGNDKEFELFTDERSVGAILGEVR
KOMDSYRTSHAVLRKQHAARFEVRRGALSAGRDLYRAKMPIVAANTFCGNNEECIGFTYAAEEMPAKDAK
PDPFMPGENPLIYFKSGRAGEAQVNADKQWTSYLKINNATAPVSSSGSLHHGPEGCMVAGHLRVRKVPGV
LKLVLHSPEHDHEHALINSSHAVNEFWYGEPLSRFQRSRLSEADRFEIDSPTSHRLESIPFISDAAGDSH
VHYLKVVTKVVRHYSARDADTLVYKYTVHSNKYSSPEAQEPSVDFKYDLSPISIVVOQORMPAYRFVTST
CAIIGGVFTVIGIIEAVLHTATESFLKKQM

NCBI Reference Sequence: XP _005830975.1

>G.thetaPDI-C1
MSGFLQGLKSVDFYRKLKRDLQOELTEASVSGAALSITAAVIMIGLVAAELTAYLTVQSESRVVLDHFES
SSDDTLOQVNEFNFTFPHLKCDYASVDATNFMGTHDAGLAARVSKIRLDKNGNLVGRHDDNKKELRHTTDEV
HDGPETSIALTTDNFEASHHKYAIMIVNEFYAPWCHWCQRLAPVWEKSAATIAQKFPGDERIILAKVDCTH
QSSEALCIKYRIDAFPTILVFRKDDKGDSQHESYHGERSVPAITQWAEHFMSQLNNEVPKSRTVDANKDG
VVDSHNGVGCMVSGLLHVQRAPGMLKVQAVSDSHEFNWETMDVSHTVNHLSFGPFLSETAWMVLPPHIAA
SVGSLDDRSFTSDQHVPTTHEHYVKVVRHEVTPPSSWKVAQITSYGYVVHSNNIQKAGEVPTVRINYDIL
PITVQFHEKKQAFYHFVTNLCAIVGGVFTVAGITASLMDKSINLMRKKQELGKLG

NCBI Reference Sequence: XP 005841401.1

>G.thetaPDI-C1
MPTLAQMALSWRKIKHDLNAELTEGTITGSIISILTGVLMVYLIVAQIFAWRALNSETSVVLDHYSHMKT
GADSLLQINFNFTFNHLSCEYASVDAANFMGTHDAGISSKVTKVHLDKNGRQLGVHKERKNLKHTIDEAP
HEGESKLITLTAGDFDKHRFEHEILVVNEYTPWCHWCQKLEPVWEKSAKKFGEAHPDDARLVLAKVDCTS
DKAESLCTKYHIDAFPSIMVFRKDDPLDKDHEKYHGERSVDAIVSWAEHLMKQVNLQAPKSRVVDKEQDG
EKESHNGVGCMVAGMLHVQRAPGSITLQAVSDGHEFNWATMDVSHTVNHLSFGPFLSETAWVVMPPDIAQ
AVGSLDDKKFLSEERTPTVWEHYVKVVKNVVELPRSWGIPPVEAHGYVVHTNKVQRYAEVPTARINYDIL
PITIVHVKTSRESNYHFLTKLCAIVGGVFTVSGIFASMVEGGIASLTHKETIGKLG

JGI Genome Portal: estExt GenewiselPlus.C_230042

>B.natansPDI-C1
MOSLKQFDFYKRIPADFRVQTSGGGTISMLAALFMTLLFTLELWSFIAGHESTTIVVDQDSATSIWVNEN
VTVPSCHCDHISVDVEDMLGTNVMDIQKNVEKVPLDENGEQMPDLDHSHHHAAPKDHVSEAENLVANEAT
TKDTYEPTVLAADTFTKYVDSHEWVEFVYFGASWCHWCQKLDPIWKSAGEVLKNRGAAITLPKVECTKDTS
LCQEHQVHALPTIQLFHNGHLVPPNYRGPRTVNDLVHFAENAAVSKKKAEEAKVANKGKTRSDVGCSVSG
HLLVHRVPGSVQFSVKSGEHNFNREHINFTHVVHHFSFNSVPESWEQMLAVMEDDSHRALVSKWYGRNEN
SPKDHVVHEHYLKVVQTLTRPLGLSSEKQOMYEHTISSHSYVSEQLAHVRFHYDLSPMQVVKEWKRRPFYE
FITNLLALIGGTFTVMGIVNEAYNGVVAKARMGKLG

JGI Genome Portal: augl.35 gl1347

>B.natansPDI-C2
MSVNDALKHFDFYKTIQTDIRDKTVAGGAVSLLAAVIMGTPIHSITIDDHDNVSPTAGAFWVNEDITLPA
ITCDHISVDVEDRLGSRIFDIQKNVEKIPLDKEGVEAAILPDETHIKAPDGHVTLKELQDVVANPDIFKR
TNDTVNLEADKFMEWVESHEWSLVSFRVDWCPWCOMLVPIWKSSAVILSNREVPVPLATVECTKHMDLCK
EAGVTAFPTIKLYHWGKHVAPDYKGKRTVNDIVHFAETAADQKAVAEKAGVNVSDTHRSDVGCTVVGHLEF
VHKVPGRIQLSLKSDTHTEFNREAVNFTHQVHHLSENDIPETEEEMEAIMLDHEIQDKVSRWLSQTFTSHT
KHTMHEHYLKVECRLFKDIRDTATISCVVVKMSSEDYVVEYEYKNQGFGWANANRIYEHSTISSHSYATDSH
LPAVKFHYDLSPLQVSVEHQSRPWESFITMVCALVGGAWSIMSVVNDVATSSGLGKMFADAKTLRASS



GenBank: ET029283.1

>R.filosaPDI-C1
MDVLLKFDAFRKIPKELTNPTLHGAYLTVVAYVVMALLFFMELGAYLSTTVQKSVELDEHFDEHIWIDED
VOMFELPCEYTHVVVKDIVGNQELEILDQQITKERISVDSNTFKGVIDEEKDAEHRGLNEDIDHHHAQTK
KYEHPELEADWDSTSDQFQHNDFNAVLEYHDFTMVNEYANWCSHCRNFAPTWKEAEDRTDOMEFRDKNGA
VVATKLLRVNCVDFG-==——————==———————————————— —— ELCASIGIRAYPTVRLYKHDKSFTQYTG
PREVQGIVNFITDFIHNEDTGKHEVVTHHSSLQEGCRVHGELLVRRVPGYFLLEADSKLDSLDPRMTNVS
HRVNHLYIVGDRDAMRDYVKNTASKVTQDILKNVQPMKRANFITSKAHTAPQHYLNVIPTRFDDKVVVYQ
ATVQSHIADVEITSVPQARFQYIFSPLSIHINTKGRPLYDFLTSVFAIIGGTYTFISLLDKFWDSVSVRL
KKNIGKLG

GenBank: ET021548.1

>R.filosaPDI-C2
MDFLLKFDAFRKIPKELTNPTLHGAYLTLVAYVVMSLLFTMELYAYLSTSEQKSVELDEHFDEHIWIDED
VHMFELPCEHTHVIVKDIVGNHELEILDQKISKERIGLDSNEFKGLLDEDKDAEHRGLNKDIDHHLAHIE
KSAHPELEADWDSTSDHFQHTDFNAVLEYHDFTVVNEFYANWCIHCRHFAPTWKEAEEETDRMEFRDKNRE
VVVAKLLRVNCVDFGDLCARIGIRAYPTVRLYKHDKSFTQYTGPREKQSIINFVKDFIHNEDTGKHEVVA
HHRLLQEGCRVHGELLVRRVPGYFFLEAESKLDSLDPFMTNVSHRVNHLHIVGDRAAMQODYAKRTASQVT
RDIFKNTEPMKSTSFITFKPHTAPQHYLNVIPTRFDDKVVVYQATVQSHLADVEITSVPQARFQYVESPL
SIKVSTKGRPLYDFLTSVFAIIGGTYTFISLIDKFWDTISVRFKTQINKLT

GenBank: CCI45882.1

>A.candidaPDI-C1
MGAMDVLKKWDFYKKIPEDLTVSTLPGVSLSIVGCFIMLILFILEFNAYLTVNYAYDIVIDEGLDEKFET
NFNITIPDLPCEFASIDVSDMTGTRKHNMTKHVAKIRMDGKGRLLGLANAEITHPKYANDDDYGDLPESD
AVVTKLDASNFESFLKEHHYVAVDFFAPWCIWCKRLEPIWTRVAKTLPSLHYGQRMRVASVDCDDHADLC
MKQFVRAFPTILFYKDGETSPVEMYYGDRTLEAFVDKFKKIFDGEVDDTEVRKKVLFEQDTKHAIQLGRV
APKNAGPEGCQLYGHLIVKRVPGNFHIHLSHPSYSMNSSLVNASHTVNELWFGETLSASALAKLPPHTRL
DSHRLAGQEFTAYMENYTYVHYIKVVINTYVQRNGEAISAYRYTAHSNEYLETEDLPSVMFRYDLSPMSV
RVTERAMPFYHFVTSACAIIGGVFTVIGIIDQLVHQTVRAMNKKVL

GenBank: CCI46463.1

>A.candidaPDI-C2
MVPKSFSKFDLFRKVPDHLSEHSSLGTVFTVLTFVLSVYLILVNFRSYQGTSNHSIVIMDDHQEDQLRIN
FNISLLAIPCQFASVDVSDYIGMQLINITRHLRHFQLATTDQSSSHVQOQRVQEIFIHDSNKGLPIWGGVSR
TTRQGVHYSHQLDTETFDVYMKKYELVLINYYAQWCPFSQQLNPEWEKAAAQLODHPEYSETVAMATVDC
TDRKSAWLCRRAHVRAFPSMLIYIYGNTYTRYIYNGPRDANHILOQFLDLFYRRLEPDMDFAEETFLSEGT
GGLAHHQGLNHKNLQSLNAENSQKKVKLPVGAVEGCEVSGSLNVNRVPSRLVFTARSKDLSFDLSGINVT
HIVHHLSFGQVTRKQYSKATQSSMSFDHFSMDGKIFRTENENITVEHFLSVIGVNHMEAKSKRFGLVERT
YEIVARSNQYNATDMLPAALFTFDISPLVIQLSLDSMPLYRFITSLCAIVGGMVTIIGFVDAGVEFHTMNS
TIKRKRRLGKLN

GenBank: CCI46462.1

>A.candidaPDI-C3
MPMVPKSFSKFDLFRKVPDHLSEHSSLGTVFTVLTFVLSVYLILVNFRSYQGTSNHSIVIMDDHQEDQLR
INFNISLLAIPCQFASVDVSDYIGMQLINITRHLRHFQLATTDQSSSHVQRVQEIFIHDSNKGLPIWGGV
SRTTRQGVHYSHQLDTETFDVYMKKYELVLINYYAQWCPFSQQLNPEWEKAAAQLOQDHPEYSETVAMATV
DCTDRKSAWLCRRAHVRAFPSMLIYIYGNTYTRYIYNGPRDANHILQFLDLFYRRLEPDMDFAEETFLSE
GTGGLAHHQGLNHKNLQSLNAENSQKKVKLPVGAVEGCEVSGSLNVNRVPSRLVFTARSKDLSFDLSGIN
VTHIVHHLSFGQVTRKQYSKATQSSMSFDHFSMDGKIFRTENENITVEHFLSVIGVNHMEAKSKRFGLVE
RTYEIVARSNQYNATDMLPAALFTFDISPLVIQLSLDSMPLYRFITSLCAIVGGMVTIIGFVDAGVFHTM
NSIKRKRRLGKLN

GenBank: CCA19024.1

>A.laibachiiPDI-C1
MGAMDVLKKWDFYKKIPEDLTVSTLPGVSLSIVGCFIMLILFILEFNAYLSVNHAYDIVIDEGLDEKFET
NFNITIPDLPCEFASIDVSDMTGTRKHNMTKNVSKFRIDTKGRLVGFASDEVTHPKYSNDEEYGELPESD



AIVTKLDATNFESFLKEHHYVAVDFFAPWCIWCRRLEPIWTRVAKTLPSLHYGQRMRVASVDCEEHAELC
QKQFVRAFPSILFYKDGETSPVEMYYGDRTLESEFVNKFKSLEDGEVDMAEVRKKHYLEQDTKDAAKLGLA
APTNAGPEGCQLYGHLIVKRVPGNFHIHLSHPEFYSMNSSLVNASHTVNELWEGEVLSASALAKLPPNTRL
DSHRLARQEFTAYMONYTYVHYIKVVTNTYVQRNGEVISAYRYTAHSNEYLETEDLPSVMFRYDLSPMSV
RITERSMPFYHFVTSACAIIGGVFTVIGIIDQLVHQTVRAMNKKVL

GenBank: CCA20033.1

>A.laibachiiPDI-C2
MTMVPKSFSKFDLFRKVPEHLSERSSLGTVFTVLTLVLSVYLITVNFRSYQDTSIHSIVVMDDHQEDQLR
INFNISLLAIPCQFASVDVSDYIGMQLINITRHLRHFQLATTAHSPGNVQRVQEIVIHDGDKGLPTWGGV
SRTTREGVHYSHQLDTETFDMFMKKYELVLINYYAQWCPFSQQLNPEWEEAAAQLRDHPEYSETVAMATV
DCTDQKSAWLCRRAHVRAFPSMLIYIYGNTYTRYIYNGPRDAAHILQFLDLFYRRLEPDMDFAEETFLSE
GTGALAHHQGLNQENLQSLNANNPEKNVKLPVGSVEGCEVSGSLNVNRVPSRLVFTARSKDLSFDLRGIN
VTHVVHHLSFGQVTRKQSTKSTQLSMSFDHFPLDGKTFRTENENITVEHFLSVIGVDHMEAKSKHMGLVE
RTYQIVARSNQYNATDMLPAALFTFDISPLVIQOMSSDSTPFYRFLTSLCAIVGGMVTIIGFVDAGAYHAM
NSIKRKRQLGKLN

NCBI Reference Sequence: XP 008868410.1

>A.invadansPDI-C1
MGAMDVLKKWDFYKKVPEDLTVSTLPGVSLSIIGCVIMFILFVLEFNAYLTVAHDYQIVMDEGLDEMLRT
NENITVPDLRCEFATVDVSDQTGTRKHNMTTDIYKIRIDSKRRILGMSAEEQPKPQYADDSIYGDLPESD
AVVTVLTPNTFESFLKEHHYVAVDFFAPWCIWCQRLEPIFVRTAKSLPSLHYGQRMRVASVDCQQYGELC
ESQFIRAYPTIMFYKDGDISPVEMYHGDRTLEAFLAKFKSLFDGEQDFSENRKKQLHEEDKKEAASKGVV
TAKAPGAEGCQLYGHLMVKRVPGNFHVHLONPSYSMGVVNASHVVGELWFGEPVAYDQMNRLPKDAHAHL
YAHRLEGREFISYATEHTYVHYIKVVTNSYVQSNGDVLNVYKYTAHSNEYKEENDMPSIMFRYDLSPMSV
KISEKSVPFYHFLTSACAIIGGVFTVIGLLDQITHQTVRALNKKVL

NCBI Reference Sequence: XP _009040032.1

>A.anophagefferensPDI-C1
-MDFYRKVPDELKEASRTGGLLSLCACGVVALTLVTEIGAFLRTEVRTKIDVDTFAGSQLRVNFNLSFPH
LHCDYASVDLWDKIGRNQANVTONIEKWQLDEDGVKRMYQGRNRRAFDIDHDVHHPPIEEMHANGVHVWH
VNADEWEGLHEHHEYVEFVDFYAPWCLYCQSLRSTWEALAEELEKRDLGVAVAAVDCVDNEAFCHDMKVQT
FPTLRFYHHGEQVNEGEYRFDRTVAALTDFVTRKLESENIYRQYPEARVAHAANWNTDHPGCLVSGFLLV
NRVPGNFHVMAHSRHHSLNTLRTNLSHTVHHLSFGVPLTDAQHRKLATIDVRHARTDTLDGEDYYHDDYH
YAYQHFVHIVPTKYNLGVFWRDRFAAFQTLHSHHLLKYAEHVPPEARFSYDISPMAVVVDTVRVKWYDFL
TSLLAIVGGTFALFKLANDTAARLF

NCBI Reference Sequence: XP _009040624.1

>A.anophagefferensPDI-C2
MSGLKVIDFFRKIPADLTEATVVGATLSIAAGVFMAILFVVELWAFLSTTIETGVMLDTNAETLLRINENV
TMLDLRCDYAAVDVVDVLGTNSMNVTKNVEKWOLDETGKRMIFQGRNREQKAIQHDEHHPEIEELHKNGVH
AMPLDETNFESFLSENPYVFVNFFAPWCIWCQRLEPTWEAMAEEVERLNREVEQVDERSTSIDVDVVKVDC
VANRNLCGTQRIQAFPTLRFFKDAQQYGIDYKQDRTVAAMVDFLKQKVELEKTMEDWHPRRKORMLEIKEH
PGCMVSGHVLVNRVPGNFHIEARSTHHNLNAAMTNLSHVVNHLSFGTPLAKDMQRKVSKYPQFQSVHPLDG
GIFVSRDYHQVHHHYSKVVSTHFEVGGMMTKSREIVGYQMLAQSQIMHYNEMDVPEAKFSYDLSPMAVLVS
SKGRRWYDFVTSVCAIIGGTFTVVGIVDAVLYKITIKGGKQL

NCBI Reference Sequence: XP 009040131.1

>A.anophagefferensPDI-C3
MSGLKMVDFFRKIPADLTEATMVGATLSITAGVFMAILFLVELWAFLSTTIETGVMLDTNAETLLRINENV
TMLDLQCDYAAVDVVDVLGTNSMNVTKNVEKWOLDETGKRMIFQGRNREQKAIQHDAHHPEIQELHKNGVH
AVPLDEANFDMYLSENPYVFVNFFAPWCIWCQRLEPTWEATAEEVERLNENENESIDVDIVKVDCVANRNL
CGTQRIQAFPTLRFFKDSQQYGIDYKQDRTVSAMIDFLKQKVELEKTMEDWHPRRKQRMLE IKEHPGCMVS
GHVLVNRVPGNFHIEARSLHHNLNAAMTNLSHIVNHLSFGTPLARDLQRKVSKYPQFQSAHPLDGGSFINR
DYHQAHHHYSKVVSTHFEVGGMMTKTHEIIGYOMLSQSQVMHYNEMDVPEAKEFSYDLSPMAVLVSSKGRRW
YDEVTSVCAIIGGTFTVVGLVDAVLYKIIKGGKQOL



GenBank: CBN74236.1

>E.siliculosusPDI-C1
MPTIKTFDFYRKIPLDLTETTLQGAVMSGCALFCMLILFLCELRAFLTPEVYTTVAIDSNQDSKLRINFEN
ITMLALPCDYASVDVLDLLGTNKVNMTQONIVKWHTDENGVKREFHGRNKAQEMVKHDDHHRDLDLAHEDG
EHAVPLTSSNFKDFIQGNDNVMVDFFAPWCVWCIKLAPTWEAFAEEVERDASLNGKLMVAKVDCVEEREL
CSTONLMAFPTIRYFKGGVQDGTDYSKDRSVTSLVQYAQAKVGGDEKALRRYGRLKQDYPGCQLSGFIMV
NRVPGNFHIEARSALHSIDPTAANISHVVKTLKFGTQVPVRGRRVIESGVELEGLPALEDRVYSIDSLHT
APHHYIKVVSTFVGGLAKTDNLQYQMMVSSQTMPYEQDQVPEAKFSYDLSPMSVHIKQRRRKWYDFLTSV
LAIVGGTFTVVGVLDNILFRVVKQKKI

GenBank: CBN74492.1
>E.siliculosusPDI-C2

—————————————————————————————————————————————————————— MGAWRLLDLYPKIPTD
LSQSTAVGGWFSTLTGVIMLLLFQVELFSFMSAPTESQVVVDNVLETKLQINFNMSFLDLPCEYLSVDAL
DVLGSNRVNITGKEVQKWHLDPQGVKQAFHGRNRQQRDIVQFDEGVVASLODLHEDGVHAAVLTEENFDT
WLLEHDFTFVAFHAPWCGWCQRLMPTLEVLAEVLEESQRGITVGTVDCTTQONLCTKRFPVRAFPTLKLFE
NEEKLLKPDYSGDRTVEAFSTYLYSKADGKPMKHQRKGRKGFPEVGLHDDKWPGCMVTGHIMVNRVPGNFE
HIEAASKSHTFHGATTNLSHIVHHMSFGNDPPRRTQTKINRLTEDLRQNAPLDGNVYVANAYHQAPHHYL
RVVGSMYHLSPMKTPWHGYQIVANSQMMLYDEEEVPEARFSYNTSPMSVLVRSEKRPWYDFVTKVLAIVG
GTFSMVGLVDAAVFRASRKAGRQLS

GenBank: EWM21843.1

>N.gaditanaPDI-C1
MSSKRPSARGMDLYRRVPADLTETSTLGGLEFSIVAGVFMVALFIVELISFMSHRTETMVVLDHSHDQLIQ
INFNVTMLDLPCRYAVVDVLDVLGTNRMNVSKNIEKWNLDEAGRRRYFQGRNREERSILHDEHHGALEVL
LONGEHAVPLAADSFDEYLESNEFTFVSFYAPWCIWCQRLAPTWEAFAEHVEEAQIPVKVAKIDCVTHAQ
LCRDQKVHAFPTLRMFNRARPLPPDYNTDRTLVALTSFVTRKLAVEEKKKSWPERDQEYVEHPGCMLSGH
LLVNRVPGNFHIEARSAVHNLNAAMTNLSHVVNHLSFGPLYDSQVLSRLERFSSEFYVSNALDGRDFVLE
EPHKAHHHYLKVVGTLYEVPMRWGRADMLTYQOMLPETSLMTYGLDEVPEAKFSYEVSPMAVIVKKTGRRW
YEFVTSLCGILGGTFTVVGLLDSTLHRLLKPSSNLQS

GenBank: EWM21113.1

>N.gaditanaPDI-C2
MAPVSSRGIKSFDFYRKVPLDLTEATWHGGLVSILAILFMLSLFVVELSSFIASTTHSTVVVDEFNRDQQT
RINFNITMLDVPCEFATVDVLDVLGTNQONVTKNIEKWNLDONAQRRMFQGRNREQRDLVHDDHHPALDL
AHQODGEHALPLGKDDFAGEFVAGQEYVFANFYAPWCVWCQRLAPTWEAFAEALERQQFNIKVVKIDCVEHR
DLCAESVIRAFPTLRLYKAGKAISPDYREDRTVEALTSYIERTLDLHAKVASSAPEHREKIERTLFAEAE
HPGCLLSGFLLVNRVPGNFHIEARSKYHNLNPTLTNVSHVVHDLTFGPPVTREYREKLALLPKGFQQTRS
PLADQVYVVSKVHHAFHHYLKVVSTHYEVSRTFGGQKSTVLQYQOMVANSQVMHYQDDEVPEAKFSYDISP
LATVISSKKRAWYEFLTSLMAIIGGTFTVLGLLDHMLGKVLKPKKM

NCBI Reference Sequence: XP 002182871.1

>P.tricornutumPDI-C1
MSSVDFYRRVPKDLTEATSLGAIMSVCALVVMGVLFLSETAAFARTGIATSITLDENTSPQIRLNEFNITL
TDLQCDYVSIDVWDALGTNKONVTKNIDKWQLDAQGIRRIFSGRNREGREVVHDSHDRSLDEIHSEDGKA
VVDLTADTFDDFMEEHEMAFVDLYAPWCVWCQRLAPTWELFAQEVKKEGMPIGVAKIDCMAEADLCRAQR
VMAFPTLRWYHEGKAVAPDYKMDRTIPALTSFAKRKLDMDEKFKEWHSKASDSADPAEVEKKRQLYQQNR
PDHPGCQVSGHLMVNRVPGNFHLEAKSKSHNLNAAMTNLSHVVNHLSFGEPIDENNRKSKRILKQVPEEH
ROFAPMDGQAFLTKAFHQAFHHYTIKVVSTHLNMGSSDANSMLTYQFLEQSQIVFYDDVNVPEARFSYDLS
PMSVVVEKEGRKWYDYLTSLCAIIGGTFTTLGLIDATLYKVLKPKKL

NCBI Reference Sequence: XP 002177433.1



>P.tricornutumPDI-C2
MVAPAWAGRVDMYRKVPADLMEGSKSGSYFSYFAVAGMLLLFLMESSEFFAKKLVTDLALDSNKDPRVRL
NFNITLMDLRCEYAVVDVVSVLGTEQNVSSHITKWGVDAEGVRKRYAGRNKDQKDIKMFDSSVTSTIEEL
YSDGEDAVSLDEETLEYALRDQQYLFVDFYASWCSHCRALAPTWETLAEVMSDVAEDLVEQHDHEYSEEE
YEHAKKVEMPVMIAKIDCVLHKQVCMKQGILGYPTLRLEFVDGERWKGGDYRGDRTVVAFADWLQQVEDAH
KTDTENSSAKNVQLAHMAAKDRLDSEDEGSDEEHEWAEKVKRHKQRLHHSWVDAEHPGCNIAGHLLLDRV
PGNFHIQARSPHHDLVPHMTNVSHVVHHLSIGEPVAERLIEQEKVILPEDVKRKLKPMNGNAYVTKELHE
AYHHYLKVITTNVDGLKFGKRDLRAYQILQOSSQLSFYRNDIIPEAKFVFDLSPVAVSYRTTSRRWYDYFT
SILAIIGGTFTVVGLLESTIHATVARKRRY

NCBI Reference Sequence: XP_002899237.1

>P.infestansPDI-C1l
MGAVDVLKKWDFYKKIPEDLTVSTLPGVSLSIAGCFIMFLLFILEFNSYLTVDYKYDIVMDEGLDQTMRI
NENITVPDLPCEFASVDVSDMTGTRKHNMTSDIFKIRLDQKGRMVGLADETQVMPRFAEDTEYGDLPDSD
ATVTILDEESFEPFLKQHHYVAVDEFYAPWCVWCKRLEPVWTRVAKTLPSLHYGQQLRVASVDCQAHPQLC
MKQFIRAYPSILFYKDGDVSPVEMYFGDRTVEAFVDKFKQLMAGEMDVVEARKKELFEQDKKDAREQGRA
IARSAVGPEGCRLFGHLYVKRVPGNFHVHLANPAYSMDSSLVNASHTVNELWFGEHLAPGDMSRLPREAQ
TOQLYTHRLENQDFTSLYKNHTYVHYIKVVTNSYVQGDGSEINVYKYTAHSNEYLETDDLPSVMFRYDLSP
MSVRISEDTVPFYHFVTSACAIIGGVEFTVIGIVDQITHQTARALNKKVL

NCBI Reference Sequence: XP_002899938.1

>P.infestansPDI-C2
MAKFDFFRHVPEDLKVHTYSGSFFSLLSFAIMGLLLITHWEAYRDQSTKTTVVMDEHQEDRLRVNENVSL
LNVPCSVASVDLEDHMGQOQRFTNLTRHIRHFRLGADRSSNEVQRLDEVVIDNHEKGIPVWGGVHRDTKGAN
VHYSTPLTTKNFDDFMAKYELVLVNFYAPWCPFCHQLHPEWERAAAQLPDHPEYSEMVRMASVDCTDPDA
VWLCRRAHIRAFPSMLIYMYGSTSTRYIYNGPRKTEHLLQFLDLFFRRLEPDADFAEEVNVNNDRLGLPL
PVRVSQENLEGIDFKKRRPSSTIQTGAVEGCEISGSISVNRVPGVLVFTARSDDVSEFNAQAIDVSHVVNH
FSFGOVRRTENLLSGDNHVLAAPSNREFPLDRKIYTIENENVTVQHFMNVVGEFDNODNTRKTHLQQORSYEFS
ASTTQYEDQTPSALFTFDISPLVVQITTDNIPFYHFITHLCAVIGGVFTILSLVDSGVFHAMNSIKKKQOL
GKLS

GenBank: ETI48787.1

>P.parasiticaPDI-C1
MGAMDVLKKWDEFYKKIPEDLTVSTLPGVSLSIAGCFIMFLLFILEFNSYLTVDYKYDIVMDEGLDQTMRI
NENITVPDLPCEFASVDVSDMTGTRKHNMTSDIFKIRLDQKGRMVGLAEETQVMPRFAEDTEYGDLPESD
ATVTILDEESFEPFLKEHHYVAVDFYAPWCVWCKRLEPVWTRVAKTLPSLHYGQQLRVASVDCQAHPQLC
MKQFIRAYPTILFYKDGDVSPVEMYFGDRTVEAFVDKFKQLMAGEMDAVEARKKELFEQDKKDASEQGRA
IARSAVGPEGCRLYGHLYVKRVPGNFHIHLANPAYSMDSSLVNASHTVSELWFGEHLAPGDMSRLPRDAQ
TOQLYTHRLDNQDFTSEFYKNHTYVHYIKVVTNSYVQSDGSEINVYKYTAHSNEYLETDDLPSIMEFRYDLSP
MSVRISEDSVPEFYHFVTSACAIIGGVFTVIGIVDQITITHQTARALNKKVL

GenBank: ETI36765.1

>P.parasiticaPDI-C2
MAKFDFFRHVPEDLKVHTYSGSFFSLLSFAIMGLLLITHWEAYRYQSTKTTVVMDEHQEDRLRVNENVSL
LNVPCSVASVDLEDHMGORFTNLTRHIRHFRLAADRSSNQVERLDEVVIDNHEKGIPVWGGVHRDTKGAN
VHYSTPLTTKNFDDFMAKYELVLVNEYAPWCPFCHQLHPEWERAAAQLPDHPEYSEMVRMASVDCTNPEA
VWLCRRAHIRAFPSMLIYMYGSTSTRYIYNGPRKTEHLLOQFLDLFFRRLEPDADFAEEVNVNNDRLGLPL
PVRVSQENLEGIDFKKRRPSSTIQTGAVEGCEISGSISVNRVPGGLVFTARSDDVSFNAQAIDVSHVVNH
FSFGQVRRTENLFKGGSHMLAAPSNRFPLDSKMYTIESENVTVQHFLNVVGFDNQDNSRKTHLQQRSYEF
SATTTQYEDKTPSALFTFDISPLVVQITTDNIPFYHFITHLCAVIGGVFTILGLVDSGVFHTMNSIKKKQ
QLGKLS

NCBI Reference Sequence: XP 008607386.1

>S.diclinaPDI-C1
MGAMDTLKKWDFYKKIPEDLTVSTLPGVSLSLVGCFIMEVLFILEFNSYLSVNYRYDIVMDEGLDEMMRI
NENITVPDLRCEFASIDVSDMTGTRKHNMTKDIYKIRIDSKRRILGMSAEEQPMPAYADDSVYGDLPESD
AVVTMLDEATFEPFLKEHHYVAVDEFYAPWCIWCQRLEPVWVRTAKTLPTLHMGQRMRVASVDCQAHPELC



MTQFIRAYPTIMFYKDGDLSPVEMYHGDRSVEAFTEKFRTLFEGEADYAEQRKKEMHESDKKEAATKGEL
IAKAPGAEGCQLYGHLYVKRVPGNFHVHLONPAYSMDASLVNASHTVGELWFGEPVPYNDLVRLPKDAHA
KLYSHRLEGKEFTAYHKEHTYVHYIKVVTNSYVQSNDDVINVYKYTAHSNEYEEKDDLPSIMFRYDLSPM
SVKISEDSVPEFYHFLTSACAIIGGVEFTVIGILDQITIHQTVRAMNKKVL

NCBI Reference Sequence: XP 008604596.1

>S.diclinaPDI-C2
MAPRFDFFRKIPEDLQTSSGTSTFFTITTVVVMFYLIVAEYAAYLASSSRTVSRVVMDSHQEDLLRINEN
ISLTSIPCHHVSVDVSDHMGQRFANITRHIRRFELTDEGGSTVRGEEVLMADPSSVQRWGAVTHELHDGE
TVTPSLNDATFDEFMAKYELVLVNYYAPWCPFSQALLPIWEQTALQLODHPEYSERVTMARVDCTQDNAV
SLCRRARIHAFPSMMIYMYGHTFTRYIYNGPRNAESLLLFLDLFYRRLNPDGDFAEEVIPEFGDLLRLAA
PONEEHDHDHEGCELSGSIAVQRVPGKLVLYPYSGDQSEFDMRDINVTHTINHFSFGOQWKSTEQRMNNPRA
VLSTHYPMDAKHYRALDSNITIEHYIKIVGVDHMDTISFLHQIPERMYEFSASSNQYNATNQVPAALFTY
DSSPLVIELYTQSMPFFRFLTSLCAIVGGVYTVLGLVDAGVFHAVTSVQRKAKLGKLI

NCBI Reference Sequence: XP 012193854.1

>S.parasiticaPDI-C1
MGAMDTLKKWDFYKKIPEDLTVSTLPGVSLSLVGCFIMFVLFILEFNSYLSVNYRYDIVMDEGLDEMMR I
NENITVPDLRCEFASIDVSDMTGTRKHNMTKDIYKIRIDSKRRILGMSAEEQPMPVYADDSVYGDLPESD
AVVTMLDEATFEPFLKEHHYVAVDFYAPWCIWCQRLEPVWVRTAKTLPTLHMGQRMRVASVDCQAHPELC
MTQFIRAYPTIMFYKDGDLSPVEMYHGDRSVEAFTEKFRSLFEGEADYAEQRKKEMHESDKKEAATKGEL
IAKAPGAEGCQLYGHLYVKRVPGNFHVHLONPAYSMDASLVNASHTVGELWFGEPVPYNDLVRLPKDAHA
KLYSHRLEGKEFTAYHKEHTYVHYIKVVTNAYVQSNDDVINVYKYTAHSNEYEEKDDLPSIMFRYDLSPM
SVKITEDSVPEFYHFLTSACAIIGGVFTVIGILDQITHQTVRAMNKKVL

NCBI Reference Sequence: XP 012197035.1

>S.parasiticaPDI-C2
MAPRFDFFRKIPEDLQTSSGTSAFFTITTVVVMLYLIVAEYAAYLASSSRTVSRVVMDSHQEDLLRINFEN
ISLTSIPCHHVSVDVSDHMGQRFANITRHIRRFELTDEGGSTVRGEEVLMADPNSVQRWGAVTHELHDGE
TITPSLNDATFDEFMAKYELVLVNYYAPWCPFSQALLPIWEQTALQLODHPEYSERVTMARVDCTQDNAV
SLCRRARIHAFPSMMIYMYGHTFTRYIYNGPRNAESLLLFLDLFYRRLNPDGDFAEEVIPEFGDLLRLAA
PONEDHDHDHEGCELSGSIAVQRVPGKLVFYPYSGDQSEFDMRDINVTHTINHFSFGOQWKSTEQRMNNPRA
VLSTHYPMDAKHYRALDSNITIEHYIKIVGVDHMDTISFLHQIPERMYEFSASSNQYNATNQVPAALFTY
DSSPLVIELYTQSMPFFRFLTSLCAIVGGVYTVLGLVDAGVFHAVTSVQRKAKLGKLI

NCBI Reference Sequence: XP_002287517.1

>T.pseudonanaPDI-C1l
MAPFIANLDMYRKVPVDLLEGTRRGSILSTIAIFTMTTLFFLETKAYFSSTLATSLALDSNSDPNIRVNE
NITMMDLKCDYATIDVVSVLGTQONVTQHVQKFPIDQYGVRQRMKARNKNQHDVQLEFDSTIQETIEELHA
DGEDAISLDETTLNVALQENTYVFVDFFANWCSHCRDLAPTWETLAEVMYEAAESRVEEHLERNPDHHY S
DEDYEEAVKVQLPVMIGKIDCVDHGGLCQRMOQIQAYPTLKFFVDGEEMGDYRGHRTVIEMAHFIAEMEKT
HKGKGGVAQDATEIASDRTIQTKEHEDYARALSASRHHIKHSWHDEDHPGCQISGFLLVDRAPGNFHIQA
QSKGHDLAAHMTNVSHIINHLSFGKPFSKYFLKDGLKNTPPGFLETTKPEDGNVYITONEHEAHHHYLKV
ITTEFEPEKGAQNSKYNKKEPSRAYQILQOSSQLSLYRSDIVPEAKFTYDLSPIAVSYNKKYRHWYDYFTS
LMAIIGGTFTVVGMLESGIHSVSSKKRR

NCBI Reference Sequence: XP 002295231.1

>T.pseudonanaPDI-C2
MNNISGPGRRSAMSSVDFYRRVPKDLTEATSLGAIMSICAITVMAILFFSETLAFARTAMVTSIALDEND
QPOQIRLNFNITLMDLHCDEFVSVDVWDTLGTNRONVTKNIEKWQLDEDGQRRIFSGRNREQREVVHEEHEE
TLEELHEDGEQAVELHPENFKAFLEGHDMAFIDMYAPWCIWCQRLHPTWEKFGEKVHELGMPVGVGKVDC
VVHAQLCKDEKVMAFPTLRWYKDGEAILPDYKMDRTVDALVGYAKRKLDMEQKYKDWE SKNAGGNADARG
KPRGGTSRPEHPGCQVSGHLMVNRVPGNFHIEAKSVNHNLNAAMTNLTHRVNHLSFGEPITKLPPHMENT
PFMRKVKRVLKQVPEEHKQFNPMDDTEYVTAQFHQAFHHYIKVVSTHLNMGSSSKSEYSVNDVNAVTVYQ
MLEQSQIVFYDEVNVPEARFSYDMSPMSVVVQKEGRKWYDYLTSLCAIIGGTFTTLGLIDATLYKVFKPK
KL



NCBI Reference Sequence: XP 002295232.1

>T.pseudonanaPDI-C3
MYGDINGGGSRRRAVGTADLYRHVPKEITE-—-—-—-—-——-=—-——————————————— ATKIGVVMSLLSIFIM
ILLFFCETYAFSRSTISSTIAVDPNSEQLLRLNFNVTLYDLHCDYASVDIWDTLGTNQONITKDIVKWNL
DDOGORKKFAGRNAEQRAVTHEEHDETLODLADALGGELHAVALDPESIVEFHKRHNGQATIDFYAPWCI
WCOQRLEPTWEKFARQVSDERINLGVGKVDCVTHAQLCKDQRVMAFPTLRWEFENGKAVMPDYRGDRTVDAL
VDYAKRRVGSNEGSNDEEFEEDHHPGCLISGHLMVNRVPGRFQIEARSVNHELHSAMTNLTHRVHDLTFEG
ALSGPPGHMLHVLPFFDTVPEKYKHTNPMODKYYPTYEFHQAFHHHLKIISTHIDYLFSRSTVLYQILEQ
SQLVEFYEEVNVPEIQFSFDLSPMSVNVSKEGRKWYEYVTSLCAITIGGTYTTLGLINATLLRIFKPKKL



