
Supplementary Table 1: Overall semen parameters in fertile and infertile men with bilateral varicocele and those selected for proteomic analysis

Parameter Fertile men (n=10) Bilateral varicocele (n=17) P value

Samples selected for varicocele analysis

Age (y) 39.75±8.53 32.00±5.72 0.025

Concentration (106 mL−1) 52.70±41.52 35.51±44.86 0.15

Motility (%) 51.67±11.04 41.76±19.78 0.32

Round cell (106 mL−1) 0.85±0.69 2.32±2.50 0.12

Leukocytospermia (106 mL−1) 0.00±0.00 0.24±0.45 0.30

Morphology (%) 8.00±4.10 2.25±2.27 0.002

ROS (RLU sec−1 million−1 sperm) 58.9 (12, 110) 894.9 (149.2, 2842) 0.007

TAC levels (Micromoles Trolox) 2051.57±441.63 1988.85±553.35 0.78

DNA Fragmentation (%) 14.4±3.9 16.4 ± 10.1 1.0

Range (%) (8.5–18.2) (7.0–48.3)

Fertile men (n=5) Bilateral varicocele (n=3)

Samples selected for proteomic analysis

Age (y) 34.40±4.63 31.70±6.7 0.72

Concentration (106 mL−1) 80.60±29.60 71.90±44.80 0.78

Motility (%) 53.80±3.76 44.30±30.70 0.64

Round cell (106 mL−1) 0.75±0.61 0.80±0.20 0.85

Leukocytospermia (106 mL−1) 0.00±0.00 0.00±0.00 NA

Morphology (%) 8.4±3.88 5.00±2.00 0.18

ROS (RLU sec−1 million−1 sperm) 57.05 (13.4, 82.3) 250.1 (138.4, 2915.2) 0.18

TAC levels (Micromoles Trolox) 2229.25±378.12 2230.00±848.50 0.82

DNA Fragmentation (%) 19.0±4.7 24.9±20.7 0.67

Range (%) (13.6–26.4) (8.9.0–48.3)

P<0.05 considered significant by Kruskal‑Wallis test

Supplementary Table 2: Global proteomic profiling of fertile control group in triplicate – First run

No. Gel 1

Protein Accession 
number

Mass 
(kDa)

Peptides 
number

Sequence 
coverage (%)

Spectral 
counts

1 semenogelin‑2 precursor 4506885 65 62 62 1803

2 semenogelin‑1 preproprotein 4506883 52 72 71 1588

3 lactotransferrin isoform 1 precursor 54607120 78 74 76 1308

4 A‑kinase anchor protein 4 isoform 2 21493039 93 71 72 1069

5 tubulin beta‑4B chain 5174735 50 39 74 922

6 fibronectin isoform 3 preproprotein 16933542 259 112 48 875

7 heat shock‑related 70 protein 2 13676857 70 48 72 727

8 tubulin alpha‑3C/D chain 17921993 50 34 75 638

9 heat shock protein HSP 90‑alpha isoform 1 153792590 98 59 53 612

10 A‑kinase anchor protein 3 21493041 95 58 56 567

11 actin, cytoplasmic 1 4501885 42 34 85 564

12 78 glucose‑regulated protein precursor 16507237 72 38 55 544

13 prolactin‑inducible protein precursor 4505821 17 17 77 540

14 clusterin preproprotein 355594753 52 28 43 515

15 keratin, type II cytoskeletal 1 119395750 66 44 53 494

16 endoplasmin precursor 4507677 92 55 55 473

17 heat shock cognate 71 protein isoform 1 5729877 71 18 43 447

18 keratin, type I cytoskeletal 9 55956899 62 41 62 446

19 pyruvate kinase isozymes M1/M2 isoform c 332164775 66 42 64 412

20 ATP synthase subunit beta, mitochondrial precursor 32189394 57 30 74 389

21 heat shock protein HSP 90‑beta 20149594 83 23 47 385

22 prostatic acid phosphatase isoform TM‑PAP precursor 197116348 48 22 44 366

23 heat shock 70 protein 1‑like 124256496 70 28 59 350

24 protein disulfide‑isomerase A3 precursor 21361657 57 36 65 340

25 tubulin alpha‑1A chain 17986283 50 5 64 340

26 alpha‑enolase isoform 1 4503571 47 35 77 337
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