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Supplementary Figure S1 Putative ST3Gal and ST6GalNAc family proteins in Branchiostoma floridae. 

Unannotated sialyltransferases were searched for using BLAST search where the B. floridae proteome 

dataset were queried with human sialyltransferases. In four sialyltransferase families, B. floridae proteins 

that shared the highest homology with each human sialyltransferase were extracted as putative homologous 

sialyltransferases. All the members of the ST6GalNAc family (A) and ST3Gal family (B) lacked an intrinsic 

protein name and gene name. B. floridae C3XTG3 and C3YGC3 proteins had the lowest E-values in the 

ST6GalNAc family (A) and ST3Gal family (B), respectively. 


