S1 Table. Identity matrix showing the similarity in the sequence of T. congolense
glycosomal aldolase to that of other trypanosomes, L. mexicana and cattle.

Q3T0S5 | GOU6L2 | GOUWE?7 | PO7752 | TevSTIB805® | KADLE5 | Q9U5N6
.10.5960

Q3T0S5 45.1 46.9 46.9 47.5 47.5 47.7
GOU6L2 45.1 85.2 86.0 86.6 84.9 80.9
GOUWE7 46.9 85.2 941 94.9 87.9 80.1
PO7752 46.9 86.0 94.1 99.2 86.3 79.8
TevSTIB805 47.5 86.6 94.9 99.2 87.1 80.4
.10.5960
K4DLES5 47.5 84.9 87.9 86.3 87.1 79.8
Q9U5N6 47.7 80.9 80.1 79.8 80.4 79.8

T. congolense (UniProtKB accession no. GOUWE?Y), cattle (UniProtkKB accession no.
Q3T0S5), T. vivax (UniProtKB accession no. GOU6L2), T. brucei (UniProtKB accession no.
P07752), T. evansi (TriTrypDB accession no. TevSTIB805.10.5960), T. cruzi (UniProtKB
accession no. KALES) and L. mexicana (UniProtKB accession no. Q9U5NS6).

® TriTrypDB accession no. TevSTIB805.10.5960.



