Supplementary Table S1: Summary of TCGA data.

Tumor Abbreviation Sample size
Basal-like breast cancer Basal 103
Bladder urothelial carcinoma BLCA 88
Breast invasive carcinoma BRCA 503
Colon adenocarcinoma COAD 89
Head and neck squamous cell carcinoma  HNSC 203
Kidney renal clear cell carcinoma KIRC 354
Lung adenocarcinoma LUAD 131
Lung squamous cell carcinoma LUSC 104
Ovarian carcinoma OVCA 123
Rectum adenocarcinoma READ 47

Uterine corpus endometrial carcinoma UCEC 189




Supplementary Table S2: Correlation of Pan-Cancer signature genes by tumor type

Evs M | Basal BLCA | BRCA | COAD | HNSC KIRC LUAD | LUSC | OVCA | READ | UCEC
ADAM12 M 0.812 | 0.816 | 0.814 | 0.858 | 0.821 | 0.779 | 0.778 | 0.659 | 0.842 | 0.824 | 0.581
ADAMTS12 M 0.686 | 0.758 | 0.607 | 0.806 | 0.776 | 0.626 | 0.629 | 0.761 | 0.838 | 0.875 | 0.380
ADAMTS2 M 0.758 | 0.784 | 0.773 | 0.827 | 0.834 | 0.634 | 0.615 | 0.810 | 0.817 | 0.872 | 0.625
AEBP1 M 0.817 | 0.822 | 0.822 | 0.820 | 0.845 | 0.640 | 0.636 | 0.858 | 0.844 | 0.910 | 0.831
ANGPTL2 M 0.761 | 0.784 | 0.848 | 0.884 | 0.754 | 0.393 | 0.769 | 0.847 | 0.787 | 0.932 | 0.633
ANTXR1 M 0.702 | 0.816 | 0.785 | 0.782 | 0.710 | 0.621 | 0.639 | 0.771 | 0.733 | 0.879 | 0.595
AP1G1 E -0.056 | -0.330 | -0.343 | -0.002 | -0.179 | -0.523 | -0.394 | -0.135 | -0.181 | -0.625 | -0.525
ATP8B1 E -0.055 | -0.547 | -0.351 | -0.136 | -0.363 | 0.466 | -0.409 | -0.469 | -0.090 | -0.397 | -0.490
AXL M 0.698 | 0.782 | 0.813 | 0.835 | 0.674 | 0.528 | 0.624 | 0.656 | 0.542 | 0.954 | 0.604
BNC2 M 0.805 | 0.798 | 0.813 | 0.709 | 0.813 | 0.202 | 0.756 | 0.831 | 0.249 | 0.799 | 0.519
CALD1 M 0.536 | 0.799 | 0.780 | 0.663 | 0.813 | 0.499 | 0.748 | 0.826 | 0.625 | 0.779 | 0.597
CDH1 E -0.196 | -0.440 | -0.407 | -0.379 | -0.462 | -0.518 | -0.367 | -0.317 | -0.317 | -0.405 | -0.539
CDH2 M 0.507 | 0.685 | 0.490 | 0.734 | 0.705 | -0.224 | 0.560 | 0.492 | 0.030 | 0.793 | 0.501
CDS1 E -0.151 | -0.360 | -0.422 | -0.384 | -0.413 | -0.801 | -0.443 | -0.354 | -0.268 | -0.536 | -0.383
CGN E -0.105 | -0.417 | -0.304 | -0.099 | -0.427 | -0.563 | -0.416 | -0.228 | -0.179 | -0.235 | -0.592
CLDN4 E -0.061 | -0.444 | -0.187 | -0.150 | -0.524 | -0.471 | -0.246 | -0.294 | -0.174 | 0.249 | -0.258
cMTM3 M 0.624 | 0.548 | 0.828 | 0.728 | 0.807 | 0.599 | 0.605 | 0.621 | 0.584 | 0.881 | 0.488
CNOT1 E -0.033 | -0.104 | -0.231 | -0.429 | -0.262 | -0.275 | -0.226 | -0.159 | -0.215 | -0.574 | -0.307
CNRIP1 M 0.785 | 0.772 | 0.809 | 0.701 | 0.823 | 0.520 | 0.726 | 0.733 | 0.810 | 0.869 | 0.658
COL10A1 M 0.728 | 0.660 | 0.724 | 0.793 | 0.758 | 0.660 | 0.549 | 0.836 | 0.770 | 0.819 | 0.469
COL1A1 M 0.855 | 0.779 | 0.861 | 0.834 | 0.878 | 0.855 | 0.666 | 0.803 | 0.856 | 0.888 | 0.782
COL1A2 M 0.843 | 0.812 | 0.866 | 0.916 | 0.880 | 0.837 | 0.724 | 0.844 | 0.780 | 0.913 | 0.657
COL3A1 M 0.832 | 0.803 | 0.851 | 0.814 | 0.881 | 0.825 | 0.756 | 0.831 | 0.872 | 0.920 | 0.668
COL5A1 M 0.817 | 0.777 | 0.846 | 0.837 | 0.859 | 0.876 | 0.678 | 0.825 | 0.875 | 0.866 | 0.819
COL5A2 M 0.814 | 0.836 | 0.849 | 0.800 | 0.859 | 0.798 | 0.748 | 0.856 | 0.875 | 0.863 | 0.739
COL6A1 M 0.697 | 0.769 | 0.820 | 0.828 | 0.874 | 0.790 | 0.710 | 0.752 | 0.730 | 0.910 | 0.564
COL6A2 M 0.669 | 0.784 | 0.840 | 0.802 | 0.884 | 0.807 | 0.730 | 0.819 | 0.847 | 0.914 | 0.709
COL6A3 M 0.833 | 0.815 | 0.822 | 0.888 | 0.856 | 0.830 | 0.652 | 0.793 | 0.844 | 0.863 | 0.770
COL8A1 M 0.465 | 0.737 | 0.730 | 0.825 | 0.773 | 0.409 | 0.387 | 0.755 | 0.753 | 0.929 | 0.574
CTNND1 E -0.035 | -0.370 | -0.146 | -0.229 | -0.519 | -0.306 | -0.346 | -0.192 | -0.129 | -0.296 | -0.349
DACT1 M 0.818 | 0.753 | 0.850 | 0.564 | 0.839 | 0.595 | 0.760 | 0.863 | 0.686 | 0.341 | 0.671
DYNC1LI2 E 0.030 | -0.194 | -0.078 | -0.098 | 0.095 | -0.005 | -0.296 | 0.004 | -0.163 | -0.450 | -0.088
EMP3 M 0.515 | 0.786 | 0.760 | 0.839 | 0.587 | 0.422 | 0.625 | 0.717 | 0.585 | 0.939 | 0.647
ERBB3 E -0.379 | -0.600 | -0.289 | -0.294 | -0.612 | -0.536 | -0.602 | -0.391 | -0.348 | -0.167 | -0.452
ESRP1 E -0.293 | -0.503 | -0.324 | -0.356 | -0.429 | 0.071 | -0.421 | -0.477 | -0.016 | -0.287 | -0.307
ESRP2 E -0.288 | -0.599 | -0.382 | -0.334 | -0.567 | -0.304 | -0.639 | -0.444 | -0.324 | -0.272 | -0.279
F11R E -0.252 | -0.334 | -0.166 | -0.338 | -0.459 | -0.357 | -0.481 | -0.382 | -0.212 | -0.550 | -0.299
FAP M 0.839 | 0.798 | 0.830 | 0.825 | 0.843 | 0.847 | 0.731 | 0.847 | 0.855 | 0.777 | 0.618
FBN1 M 0.793 | 0.862 | 0.827 | 0.886 | 0.820 | 0.687 | 0.704 | 0.846 | 0.864 | 0.936 | 0.736
FN1 M 0.664 | 0.820 | 0.728 | 0.691 | 0.837 | 0.691 | 0.659 | 0.805 | 0.830 | 0.742 | 0.581
FSTL1 M 0.758 | 0.815 | 0.876 | 0.677 | 0.846 | 0.451 | 0.759 | 0.618 | 0.683 | 0.876 | 0.444
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Supplementary Table S3: Cell line acronyms

Tumor type Acronym
Acute myeloid leukemia AML
Bladder Urothelial Carcinoma BLCA
Glioblastoma multiforme GB
Breast invasive carcinoma BRCA
Colon adenocarcinoma COAD
Diffuse large B cell lymphoma DLBC
Esophageal carcinoma ESCA
Head and Neck squamous cell carcinoma HNSC
Kidney renal cell carcinoma KRCC
Liver hepatocellular carcinoma LIHC
Ovarian carinoma OVCA
Pancreatic adenocarcinoma PAAD
Bone Sarcoma BSARC
Soft tissue sarcoma STS
Skin Cutaneous Melanoma SCM
Stomach adenocarcinoma STAD
Uterine Corpus Endometrial Carcinoma UCEC

Neuroblastoma

NB




