DEGs without TIN correction

(total = 665)
DEGs after TIN correction

(total = 289)
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Nucleotide binding (P = 4.0E-3)
Purine nucleotide binding (1.5E-2)
LIM domain (5.2E-2)

Icosanoid metabolic process (P = 1.6E-6) Ribsomal protein' (P=5.7E-22)
Fatty acid metabolic (P = 3.1E-6) Ribonucleoprotein (P = 6.0E-20)
Prostaglandin metabolic process (P = 1.2E-5) Ribosomal subunit (P = 3.4E-18)



