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Putative Secretion 

Regulator Mutants 

C 

Wild-Type strain in vitro culture 

A 

Secretion induction medium (8h) 

Peptide Detection & Protein Identification 

Western Blot Validation 

https://iant.toulouse.inra.fr/bacteria/

annotation/cgi/ralso.cgi 

Statistical Analysis 

X!TandemPipeline 

(http://pappso.inra.fr) 

Script R 

Supernatants 
(Secreted proteins) 

TCA Protein Precipitation 

1D Gel Electrophoresis 

4 biological replicates 

Host Cell 
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T3E/Rip 
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Bacterium 
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Mutant 

Same experimental workflow 

as in panel A 
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Q Exactive 
Thermo Fisher Scientific 

Mass Spectrometry  LC-MS/MS 
(Shotgun analysis – Label free quantification)  

  

hpaG hpaD 

hpaB hrcV 

hpaG hpaD hpaB hrcV 

https://iant.toulouse.inra.fr/bacteria/annotation/cgi/ralso.cgi
https://iant.toulouse.inra.fr/bacteria/annotation/cgi/ralso.cgi
http://pappso.inra.fr/
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