
Table S7. Primers used for fine mapping, direct sequencing and transgene in this study

Name Direction Sequence (5' - 3') Purpose

Forward CTGTGCCATCCACCCAACAACGT Fine mapping

Reverse GTGACAGTGTTAGCGTCTCTGGGG Fine mapping

Forward AACCGCTGTATACTCATAAGCGT Fine mapping

Reverse CACAAAAGCTCAAGATGGAACTGCA Fine mapping

Forward TCTCCATTCACATATCGTGCATTGC Fine mapping

Reverse AGCAACTTGTGTTCTCATTTCTC Fine mapping

Forward CGAGAAAACTACGCACGTACCA Fine mapping

Reverse CCAAGTTTATTGGTTTCAGCGAGA Fine mapping

Forward CATAAGTCTTCTACAGTTACGGT Fine mapping

Reverse GAAATCAAACATTTAACATGTCT Fine mapping

Forward TGATGAAACCCCAAGATG Sequencing GA5

Reverse GGCGTAAAACGGGACTAC Sequencing GA5

Forward AATGAGGTCCTGTTCCTAG Sequencing GA5

Reverse TCAAACTCCGTTAATCTTC Sequencing GA5

Forward TGGAGGATGGATCAGAGAGA Sequencing GA5

Reverse TTTAATATGCAACTACGTAA Sequencing GA5
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Forward CGGGATCC AGTTGTTAGTACTTCTTTGTCCCAGGA Cloning GA5_Col-0

Reverse AACTGCAGAGACCCAACTACAGAAACAAGACCACA Cloning GA5_Col-0

Forward CTCCTGAGGAAGAAGACAAA Transgene validation

Reverse AGTGGAGGATGGATCAGAGA Transgene validation
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