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Supplementary Figure S1. The geographical locations in a Swiss map showing the
collection sites of 11 Swiss A. thaliana accessions and 3 field experimental sites in
this study. The accession names and their altitudes of origin (in parentheses) are

shown.
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Supplementary Figure S2. Sequence alignment between SAO and Col-0. Full cDNA
sequences were used. “-” indicates 1-bp deletion at position 184 of the SAO ga5 gene

(ga5-184).



Col (reference) Iron binding sites I ‘ ‘ 20G binding site

Non-sense mutations gab (G1007A,W271%) Sparta (G1228T, E312*)
Kas-2 (G137A, W46*)

Mar-1 (G919A, G243E)

Missense mutations
Mdc-10 (T259C, C87R) \Var 2-1(C940G, P250R)

Splicing site mutations Mdc-53 (C1334G, T347R)
OW-0, Tha-1, Enk-1, Sch-188, Qoij-1, Schar-1, Hoor-1, Haarl-1, Oosth-1

Indels Pak-3 (+1bp"G"at256) Cat-17 (-10bp at 784)

Cat-23 (-2bpat297) Dja-1 (+7 bp at 961)

Sus-1 (-1 bpat324) *Cat-43 (-5 bp at545) Cat-0 (+1 bp A" at 1270)

Transposon insertion Mdc-60 (at 1355) I
Deletions >20 bp | KI-2 (-29 bp at 426) I'r1080 (-444 bp at 985)

Gene loss Kyr-2, Veg 1-2, YGU

SAO/SF3 (-1 bp at 184)
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Supplementary Figure S3. Schematic comparison between the ga5-184 haplotype in
SAO/SF3 (at the bottom) and other loss-of function haplotypes reported in Barboza et
al. (2013). Depcition of all but the SAO/SF3 haplotypes reproduced from the Figure 2

in the Barboza's publication.



