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Figure S1 | Sequence alignment of NbAGO1-1L and NbAGO1-1H. Stars indicate identical
consensus nucleotides. Splicing donor and acceptors marks of introns are in red, whereas in blue are
introns. Putative 5'- and 3'-untranslated regions are in black underlined in promoter and in the

terminator regions.

Figure S2 | PCR-based strategy for validating NDAGO1-1L and NbAGO1-1H loci retrieved from
genomic data. (A) Alignments of NDAGO1-1L and NDAGO1-1H introns11 and surroundings (i.e.
exons 11 and 12 and part of intron 10) are reported. Sequences of oligonucleotides used are in green
or violet and pairs of oligos used are reported in same color (i.e. oligo ex11 forward/oligo intl1
reverse and oligo intl1 forward/oligo ex12 reverse). (B) Alignment of NDAGO1-1L and NbAGO1-
1H terminator regions including the stop codon (in red) and part of the exon22. Sequences of
oligonucleotides used are in green (i.e. oligo ex22 forward and oligo terminator (ter) reverse). (C)
Table reporting the expected fragment size originated from each of the oligonucleotide combination
in A and B. Stars indicate consensus sequences. Splicing donor and acceptors marks of introns are
in red, whereas in blue are introns. Arrows in black above the aligments indicate directions of
introns/exons/terminator regions. Arrows below the aligments indicate the directions of

oligonucleotides used and are colored the same as the corresponding sequences.

Figure S3 | List of NDAGO1-1 transcript species found in the RNA-Seq dataset of Nakasugi et al.,

2013 [21] available at www.benthgenome.com.

Figure S4 | Multiple alignment of miR168 family members of N. tabacum (i) and of all known
miR168 isoforms (ii). Sequences of different plant species were retrieved from miRbase
(http://www.mirbase.org) and submitted to ClustalW. Sequences in red are not conserved and show

an occurrence <50%.

Figure S5 | qRT — PCR for discriminating NDAGO1-1H and L. A) Agarose gel analysis of end-
point PCR for NbDAGO1-1H and NbAGO1-1L using as template the two NDAGO1-1 homeolog
transcripts cDNAs in two different plasmid at different concentration (5 ng, 500 pg, and 50 pg). B)
Amplification plot and C) melt curve analysis of NDAGO1-1L amplification in real-time PCR. The
reaction detected 100 pg of plasmid containing the NDAGO1-1L transcript and a cDNA template of
Nicotiana benthamiana, the non-target plasmid containing NbAGO1-1H sequence was not
amplified. D) Amplification plot and E) melt curve analysis of NDAGO1-1H amplification in real-
time PCR. The reaction detected 100 pg of plasmid containing the NDAGO1-1H transcript and a
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cDNA sample of Nicotiana benthamiana, the non-target plasmid containing NDAGO1-1L sequence

was not amplified.

Figure S6 | Multiple alignment of annotated Argonautel mRNAs of Solanum lycopersicum (Sly),
Solanum tuberosum (Stu) and NbDAGO1-1H mRNA in the region containing the miR168 target site
(in red in the frame). SYAGO1A-like-Acc.n0.JX945381.1, NM_001279128; SyAGO1B-Acc.no.
JX945382.1, NM 001279332, JX467705.1; SUAGO1B-Acc.no. XM 006364332; SIUAGO1-like
Acc.no. XM 00634730
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CAAGTAATGTTTTAAATTTTATTTTGAGAAAAGTAGCTAAAATCTATGGCCAAACGGTAG
AAAACAATATTTTCAATTTATTTTTGAAAAAATTAGCTAAATTCTACGGCCAAACGGGAG
Fk kkk kkkk Rk kkkkkk kkkk KRRk RRREk kkkk KkRRRRRRRK Kk

CTAAGAATATC-CTATATCTCATACATACATTTTTATTTACCAATGTGAGACTGTATTTA
CTAAGTGTATCTCTATATCTCATACAGATATTTTGAATAACCAATGTGAGATTGTATTTA
Fkkkk  ckkkk kkkhkhkkkkkkkkkk ok kkhkhhk K Kk Rkkkkkhhhhhh Ak khh

CACAATTAA--TATAACATTTCATACTATTCGATTTTATATATTTATTCCTAGAAATCTT
CATAATGAACATATAACATTTCATACTATTCTATTTTGTAAATTTATTTCTAGAAATCTT
dk kkk kk kkkkkkkkkkkkkkkkkhkhkh Rhhkhkhk Kk kkkkhkk KRR RAAAAAA

TTGTAATATCTTATATTTATTTCTAAATTTTTTGTGAATGTTAGATCTTTGGCATCTAAT
TGGTAATATCTTATACTTGTTTCTAAAATTTTCGTGAATGTTAGATCTTTGACATCTGAT
Fokkkkkkkkkhkhkhkhk kk hkkkkkkk hhkhkhk Rhkkkk Rk kkkkkhhhhhh Ahh Ak Ak

TTTGTTGAGTAACCTTAACATAAATTCCACAGCTTGTTTGGACCTCGTTAAGGGATCTCA

TTTGTTGAGTAACCTTGAGAAAAACTCCACAGCTTGTTTGGACCTCATTAAGGGATCTCA
dkkkkkkkkkkhkhkhkhkhk Kk Kk kkdk kkkkkkhhkhhkkhkkkkkkkkkk hhkhhhhhhhhkhh

TCA-TTGATGAGGG- -TATATTTCGGTTTGTTCATTTATTCTGTCCAGCTATCAAGTCAA

TTAATTGATGAGGGAGTATATTTCGGTTTGTTCATTTATTCTGTCCAGCCATCAAGTCAA
ok kkkkkkkkkk  kkkhkkkkdkkkkk ok kkkkkkkkkkkkkh ok h ko kkk

AATATTAAAATAAAGTTATTG- -GCCAACCACACATATAGAAATATAAAATAAAAACACA

AACATTAAAATAAAGCTGCTATAGCCAACCATATATATAGAAA----------------=
ok kkkkkkkkkkhh ok k kkkkkkkk k kkkkkkkkk

CATTTTCTGTTAATGAGAAAAACCAAAACCAATGATTTTGGACAAAAAGGAAACTTGAAA
---------------------------------------------------- ACTTGAAA

kkkkkhkk

TACACATCCCATGTGACCCAGAAAATTCCAAAAAGATGGATAAAAAATAAAACCGAGTAA
TGCACATGCTATGCGACCAAGAAAAACCCAAAAAGATGGATAAAAAATGAAA--------

kokkkkk k kkk kkkk kkkhkhkhk  hkkkkkkkkkkhhhhhhhhhh kkk

ACTTATTTAACATTTAATTTAATTTGATATTATTGATTTACCAAACTTCAATATAAACAG
--------------------------------------- ACCAAGCTTCAATATAAAAAA

dkkkk kkkkhkkkkkkdkk %

TTGGATTATGTTT-CCTATTAGTGACCTTTGCAACAGTAGAGCAGCGAAATGAAGTAGAG
TTGGATTCAGTTTTCCTATTGGTGACCCTTACAACAGTAGAGCAGCGAAATGAAATAGAG
Fokkkkkk  kkkk Rkkkkk Kkkkkk kk RRRRRRRRRKK KK KRR RRRRRK KRRk

TAGGGACAGATTCGTCATTTTAGAAACAACCAACCCGTGGTTTTAAAGGAGCGAGTCTGC
TAGGGACAGATTCGTCATT - -AGAAACAACCAGCCC-------=---mmmmmmmm = = TGA
FokkkkkkkkkkhkkR Rk Rk kkkkkkkkk Rk h *k

TTAACGTTGTCTCTCTTTGCCTTTTGTTATCTACACATTTTATTTTCTCTCTCTACAAAT
TTAATGCAGTCTCTATTCGCTTTTTGTTATCTACACATTTGATTTTCTCTCTCTACAAAT
Fkkk ok kkkkkk Kk Kk Rkkkkkk kR KRR RRRR KRR Rk kk kR kR AR AR ARk Rk

CACACTCACCTATCACTCTCTTTCTCTCTCTACAAGCATATAGTGCCGTTTCTCTCTCTC
CACGGTCACCTATCACTCTCTTTCTCTCTCTACAAACATATAGTGCCGTTTCTCTCTCG-
Hkk kR Rk Rk Rk Rk kkkkkkkkk kAR h Rk kkkkkkkk kR kR ARk ke ok

CGCCTCTCTTCGTGTTTTAGGGCACCGTGGTGGTTGGTATCCTGGCGGCGGTTTTGAGGT
-GCCTCTCTTCGTGTTTTAGGGCACCGTGGTGGTTGGTATCCAGGCGGCGGTTTTGAGGT
Fkkkkkkk ok kR kR k ke ke ke Rk kkk ok ok ko k kR Rk hhhkkhhhk hhhhh kR ARk hhkhk

ATATGATTTTACTGCGTATGTGTTAGTTTAGCTTTT-ACATTTTTCTGTTAGATCTAGCT
ATATGATTTTACTGTTTATGTGTTAGTTTAGCTTTTTACGGTTTTTTGTTAGATCTAGCT
Fkkkkkkkkkkhkhkhk  hkkkkkkkkkkk kR Rk Kk kkkk kAR ARR AR AR

GGGTTTTTT--ATTGTGTTTTTTTTT -CGATCTAGGGGTTTTGCCTTGCACTGATAGTTT

GGTTTTTTTTTACTGTGTTTTTTTTTTCGATCTAGGGGTTTTGCCTTGCACTGATAGTTT
dk kkkkkk ok kkkkkkkdkkdkdkkk kkkkhhhhkkkkkkkkkkk ko h ko k

GATTTT-CTTGTTTTCTTTGAGTTCAGTTAATTATCAGATCTAAATGACAGTATGAGTTT

GATTTTTCTTGTTTTCGTTGAGCTCAGTTAATTATCAGATCTAAATGACAGTATGAGTTT
dkkkkk kkkkkkhkkhk kkkhkhk kokkkkkkk ko kkkkkkkkk ok ko h ko k

CTTTGTTTGCTTGTGTTATTAGTTTTTTCT - - -CATGTTGTATGTGCCTCGAAATGTAGA

CTTTGTTTGCTTATGTTATGAGTTTTTCTCATATATGTTGTATGTGC- - -GAAATAACGG
dkkkkkkkkkkk hkkhkhkk khkkkkhk hkkkkkkkkkkk ok *kkkk *

TTTTTAGAAGTTTGTTTGTTTCGTGGTTTATTTGAACTCTTCTCTTTTTGTGGGTTTTTC
TTTTTAGAAGTTTGTTTGTTTCGAGGTTTATTTTAACTCTTCTCTTTTTGTGTTTTTTCC

Gk ko kkkkkkkk ko kkkkkkkkkkkkhhkkkk ko *

CTCCAAAAATGTGAAGTTATGAGTTCAGTGTTGATCTGTTTATCACTTGTATGTTCTTTT
TTCCGAAAATGTGAAGTTATGAGTGCAGTGTTGAGCTGTTTATCACTTGTATTTTCTTTT

ek ko dkdkkkkkkkkhhk hhkhkhkkhkkkdk kkkkkkkkkkhhhhkkk ok kkk

-GATATGTTA- - - -GTTTTATAGACTGCTGTAAGGAAGTGAAATTTTGATTTCCGTTCGT
TGATATGTTACTTAGTTTTATAGACTGCTGTAAAGAAGTATATTTTTTATTTCCGTTCGT

*kk *k Jkkk kkkkk ok kkkk kkkkkkkkkhhdk

GTATCATCCTGTTAGCTCTATTTTA- - === === =======================—=—-
TTATCATCCTGTTAGCTCTATTTTATTGATAGTACTCACTTACTGTCTCTTGTTGATGTC
e

TTGAACCGAGGGTCTCCTAGAAACAGTCTCTCTGCCCTACATATCACCCTCTCCAGACCC

-------------------- ATTGTT- - - - -TGATGACTAGTTCTTAAGTGATTGC-TAA
CACTTGTGGGATTTTACTGGATTGTTGTTGTTGATGACTAGTTATTAAATGATTTCCTAA
ok kokk FkkkkkkkkRhk KRk kkkkk * Kkk

ACTATATGATTTTTTAAAATCATTATCCGGTTCCTCTTTGTTATACTGCATATGACACTC
ACTATATGATTTTTTCAAATCATTATTGGGTTCCTCTTTGTTATACTGCATATGACACTC
B T T T T T T e

TTAAGGTGTGTTGCTGTAGTCCTGTGGAGGCTAAGGCTGTGAGTATGTCCTTTATATCTT
TTAAGGTGTGTTGCTATAGTCCTGTGGAGGCTAAGGCTGTGAGAATGTCCTTTATATCTT
KRk kR Rk kAR Rk kR kR ARk R AR KRRk KRR AR K KR KRR AR AR AR AR AR K

CTATAATTGCGTTTAAG-ATAAATGATTATATGGGTAACTAAACTGCCCATTGCTATATT
CTATACTTTTGTTTAAGCATAAATGATTATATGGGTAACTGAACTGCACATTGCTATATT
Fkkkk kk  kkkhkhkhkhk Rkkkkkkhhkhk kAR AR AR R AR kkkkkk AR R AR AR
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TTGATTAGTGAGGTTCTGTTCTTTGTTAAATTATAAACCTATATTTTTAACAACATTTGT
TTGATTAGTGAGGTTTTGTTCTTTGTTAAATTATAAACCTATATTTTTAACAACATTTGT
Fkkkkkkkkkkkkkk Rk kkkkk ok kR Rk ke ok ke ke k Rk Rk ok ok ok ko h kR Rk ke hh ke ok ke

CTTGTTATCTTTGTTTATCAAGATTTATTGTTTTGTTCTATTTTGTTATCAATTTCAGAG
CCTGTTATCTTTGTTTATCAAGTTTTATTGTTTTGTTCTATTT -GTTACCATTTTCAGAG
Fokkkkkkkkkk kR kkkkh Rk kkkkkhhk kAR AR Rk Rk Rk kk kkkk kk ARk RkAh

CAATCTGGATGGGAAGAAATTACCTTTTGGGTTTGGTAGTGAAAAATGTTTCTGTCAATA
AAACCCGGATGGGAAGAAATTGCCCTTTGGGTTTGGTAGTGAAAAGTGTTTCTATARATA

e e
CTTGTCTCTGAAAGAAACAGAAAAAAGTCTATCCGCTTTTTAATCACAAAACAAC- - - - -
CTTGTCTCTGAAAGAAACAGAAAAAATTCTATCCGCTTTTTAATCACACAACAACAACAA

dkkkkkkkkkkkkhkk ok kkkkkkkkk ko kkkkkkkkkkkhkkk Ak hhhh

GCGTAAATAATTATCTAAGCATAAGAACCATAAATAAAATAGCATGCAATAATACCAAAC

- -CCAGTCGAAAGTAGTGTACCCTATTCTCTC
AGTCACTACCATAAATAATCACACAACAATCCAGTCGAAAAGAGTGTACCCTATTCTCTC

Jkkkkkkkkk  kkkkkkdkdkkkkkkhhhhk

CTGTCGCCTTGTTTGAATTATGAATTCAATTAAGGTTGTCCTTGTAGGAGTGAATAGTTT
ATGTCGTCTTGGTTGAATTATGAATTCAATTAAGGTTGTACTTGTAGGAGTGAATAGTTT
Fkkkk kkkk KRRk Rk kkkkk kR AR AR Rk Rk Rk kkk kR kAR Rk R Rk Rk

TATTTTGTGTTGTTTGTGGTCTTGAGAAATGGAAATTATATGAGGTTTTACCCTTTTGTT
TATTTTGCGTT - - TTGGGGTCTTGAGAAATGGAAATTATATGAGCTTTTACGCTTTTGTT
Fkkkkkk kkk Rk Rkkkkkkkkkk Rk kAR AR Rk ARk Rk kk kkkkkk KRR AR RN

GCCCGCTAATGCGTTCTCTTTGATCATCAAATAATATGTCTAAAACCTTGGACATGTTTT
GCCCGCTAATGCGTTCTCGTTGATCATCAAACAA - -TGTCTAAAACTTTGGACATGTTTT
Hdkdk Rk dk ko ko ko kk kkk Rk kkkkkkk ok kkkkkkkkkk Rk kkkkkkkkkk

TCTGTGAATCAAAGATGAATCTAGTGAAACCTTTTGTTTATGAGCTTGTTGCTGCATAAG
TCTTTGAATCATAGATGAATCTAGTGAAACCTTTTATTTAGGAGCTTGTTGCTGCATAAG
Fkk kkkkkkk Rk kkkkkkkkkkk kR AR ARh KRk Rk kk kAR AR AR R AR Ak

ATTATCCAGTGGATCTTTTTGTTGCTGTTTGCAATAAAAGTGGCTTGCTTGAACACATGC
ATTATACAGTGGATCTCTTTGTTGCTGTTTGCAATAAAAGTGGCTTGCTTGAACGCCTGC
B T T T T T T T I T

ACACGGATGTTAAGTTTGTGATTTATGGGGTTCAGCACAGAGATGTTTGGTTT - - -GTGA
ACATGGATGTTTAGTTTGTAATTTATAGGGTTCAGCACATAGATGTTTTTTTTTTTGTGA
Hkk kkkkkkk kkhkhkhkhkhk kkkkkk hhkhkhhRhRhRhkhhkhk kkkkhhkk  kkh 2T

TTTATGGGGTTCTGGATCTGGAGCCTATAAGTTATCCTTAGGGCTCGTAGATTGGTATCA

TTTATGGAGTTCTGGATCTGGAGCCTATAAGTTGTCCTTAGGTCTCGTAGATTGGTATCA
dkkkkkk ko kkkdkkkkkkk ko hkkkkkhkdk kkkk ko khkkk

GATACAGGCAGCAGATATGCTTTTCGACGAGTATTATTAATTGTGTCTTGAGGAAAATGC

GATACAGGCAGCAGATACACTTTTTGACGAGTATTATTAATTGT - - CTTGAGGAAAATGC
dkkkkkkkkkkkkkhkkhk  kkkkdk kkkkkhhhhhkkkkkkdkhkkdk  kkkhhhhhhhhkkhk

TGTTGATCTCTTGAACATTTTT -AAGTGATAATCGTCCTTGGGTTGTTGTAGTTATTACC

TGTTGATCTCTTGAACATTTTTTAAGTGATAATCGTCCTCGTGTTGTTGTAGTTATTACC
dekkkkkkkkkkkkkkkkkk ok kkkk ko hhhkkkk Kk kkkkk ko k ke ok
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ATGGTGCGGAAGAAGAGAACTGATGTTCCTGGTGGTGCTGAGAGTTTTGAGTCCCATGAA
ATGGTGCGGAAGAAGAGGACTGATGTTCCTGGTGGTGCTGAGAGTTTTGAGTCCCATGAA
Fkkkkokkk ko Rk kk ok ok ok ok kk Rk ARk ke ke ke ke ke kk ok kkkkkhhkh Ak ke h ko k ok

ACTGGATGGGGACGAGGTGGTGCTCAACGGCCATCACAGCAGCAGCAACATCAGCATCAG
ACTGGAGGGGCACGAGGTGGTGCCCAACGCCCATCACAGCAGCAGCAACATCAGCATCAG
Fokkkkk kkk kkkkhkkkkkkkdk kkkkk KRR RR AR R AR Ak h kA AR AR AR AR AR Rk k ok

CAAGGTGGAGGAAGAGGCTGGGCACCTCAGCATGGAGGACATGGTGGCCGTGGTGGTGGG

CAAGGCGGAGGAAGAGGCTGGGCACCTCAGCATGGAGGACATGGTGGCCGTGGTGGTGGG
T R R T T T T T Y

GGAGCTCCACGTGGTGGAATGGCCCCTCAACAGTCCTATGGTGGACCTTCTGAATACTAC

GGAGCTCCACGTGGTGGAATGGCCCCTCAACAATCCTATGGTGGACCTCCTGAATACTAC
Fkkkkkkkkkkkkkkkkkkkkkkkkkk ko ok kkkkkkkkkhhh hhhhhhhhkhkkk

CAACAGGGCAGGGGAACCCAGCAGTATCAACGAGGTGGAGGACAACCCCAGCGCCGTGGT

CAACAGGGCAGGGGAACTCAACAGTATCAACGAGGTGGAGGACAACCCCAGCGCCGTGGT
Hkkkkkkk Rk kkhhhhk Kk Rk khk Rk hkk ke khkhkkkhkhkkkkhkkhkhkhkk ok

18nt INDEL
GGCATGGGTGGCCATGGGGCACCTTCTGGTGGCCCTCCTCGGCCACCAGTACCCGAGCTG
GGCATGGGGGGCCGTGGGGCAC- -~~~ ------------- GGCCACCAGTACCCGAGCTG
kkkkkkkk kkkdk kkkkkkkok Fedkkkkkkkkkkk ko ko

CACCAAGCAACCCAGACTCAACATCAGCCTGTACCATATGGAAGACCATCAGAAACATAC
CACCAAGCAACCCAGACTCCACATCAGCCTGTACCATATGGAAGACCATCAGAAACATAC

*kk *k * *k kR kR Tkkkkk

TCGGAGGCTGGTTCCTCGTCTCAGCCACCCGAACCAACGACACAGCAAGTGACTCAGCAA
TCAGAGGCTGGTTCCTCGTCTCAGCCACCTGAACCAACGACACAGCAAGTGACTCAGCAA

*k *k *n * kR R kkkkk
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Fed ek kokok ok ok kR kR Rk k ok ok kR kR R Rk Rk Rk Rk Rk ok kk ok k kR kR Rk ok
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GTTAAGGCCAATCACTTCTTTGCCGAGTTACCTGACAAAGATCTCCACCAGTATGATGTG
Feddkkkokokkk kR kR k ok ok ok kR kR R AR Rk Rk ok ok ok ok Kk kR kAR AR Rk ok

AGTGTTCAAGCGTTGATAAGTGTTCTAGTTATGATCTTCCTTTATATTATCTAATGAGGG
AGTGCTCAAGCATTGCTAAGTGTTCTAGTTATGATCTTCCTTTATATTATCTACTGAGGG
KRk E RkRkRk KAk Kk kR AR AR AR KRR AR KRR AR AR AR ARk ARk kAR K

TCTATCTTGATAATTGCTTGTCATCTTTTCTAATGGCTTTCAGGTTTCAATTACTCCTGA
TCTATCTTGATAATTGCTTGTCATCTTTTCTAATGGCTTTCAGGTTTCAATTACTCCTGA
Ty

GGTCGCCTCTCGGGGTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGA
GGTCGCCTCTCGGGGTGTCAACCGTGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGA
Fkkkkokkk ok k ke ke ok kkkkk kR AR AR Rk ke ke ke kk ok ok ok hhh kR Rk h ko ke ok

ATCCCATCTTGGGAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACAGCAGG

ATCCCATCTTGGGAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACTGCAGG
Fedkdkkkkokokokkkkkkkk ko k ok ok k ko kkkkkkkkk ok ko h hkkkk

GCCCCTCCCTTTTGTTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACC

ACCCCTCCCTTTTGTTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACC
Fedkkokokkkkkkkkkk ko k ok ok k ok kkkkk ok ok ko k

TGGTGGTGCTAGGTGTGTCCCTAGGGTTTTGAGAAATCAGATTCAATTTTTAGCAATATT

TGGTGGTGCTAGGTATGTCCCTAGGGTTTTGAGAAATCAGATTCAGTTTT -AGCAATATT
Fkkkkkkkkkkkhkhk kkkkkkkdkkkkk ko khkkkkkkkkk hhhk hhhkhhhkhkhk

TAAT-TATCCTTTTTCTTATTTGTTGTTGCAGGAGGGAAAGAGAGTTTAAAGTTGTGATC
TAATATATCCTTTTTCTTATTTGTGGTTGCAGGAGGGAAAGAGAGTTTGAAGTTGTGATC

P R T

AAGCTGGCGGCTCGTGCTGATCTTCATCACTTGGGGATGTTCTTACAAGGGAGACAGGCT
AAGCTGGCGGCTCGTGCTGATCTTCATCACTTAGGGATGTTCTTACAAGGGAGACAGGCT

*kk * % *x Fkkk kkkkkkkkkk ko kkkkkkhhhh

GATGCACCGCAAGAAGCACTTCAGGTGCTGGATATTGTGCTACGTGAGTTGCCAACATCT
GATGCACCGCAAGAAGCACTTCAGGTGCTGGATATTGTGCTACGCGAGTTGCCAACGTCT

*kk *k *n *k Fkkkkkkk kkkkkkkkkkk kkk

AGGTATGGTTCTTGAACTGCTATAATATCTGTTCGTCAAAAATATTGAATCCTTCTCAAA
AGGTATTGTTCCTGAACTGCTATAATATCTGTTTGTCACAAATATAGATTCCTTTTCAAA
Fkkkkk kkkk Rkkkkkkkkkkkkkkkkhkhkhkhk KRRk Rkkkkk kk Rhkhkhk Rkkkk

TGATTTATTTATTTATCTTTTCCCCTTTATCACGGTTGACTGTAGGTATTGTCCTGTGGG
TTATTTATTTATTTATCTTTTCCCCTTTATCATGGTTGACTGCAGGTATTGTCCTGTGGG
Fodkkkkokk kR Rk kR Rk Rk kkkk ok ok k KRR AR R ARk kkkk kR kAR AR Rk ok

CCGCTCTTTCTATTCCCCTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAG
CCGCTCTTTCTATTCCCCTAATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAG
B R T T T T

CTGGCGTGGCTTCTATCAAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGG
CTGGCGTGGCTTCTATCAAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGG

*kk * % * % *x kR Tk Tkkkkk

TCAGCACAATTTTCATGACTTTGTTAAATCCTGGTTTTTGTTGCTTGATTTAGTAGAACT
TCAGCACAATTTTCATGACTTTGTTAAATCCTGGTTTTTGTTGCTTGATTTAGTAGAACT

*kk *k * % *k ke Tk Tkkkkk

AGTAACTGATTGCCAGTCAAGCTCAGTACTTTTACCATAATGC---------========
AGTAACTGATTGCCAGTCAAGCTCAGTACTTTTACCATAATGCCGACTTTGTTAAATCCT
Feddkkkkokkk kR kR Rk Rk Rk k ok kk ok kR kR AR AR Rk Rk

GGTTTTTGTAGCTTGATTCAGTAGAACTAGTAACTGATTGCCAGTCAAGCACAGTACTTT

----------- TTGTCTGTACTGAGTACACATTTCTCATCATTGTGCACTTTTGTATATT
TGCCATAATGCTTGTCTGTACTGAGTACACATTTCTCATCATTGTGCACTTTTGTATATT
Fedkkokkokk ok kR kR k ok ok kR R Rk Rk kR Rk Rk Rk kk ok ok kR kk ok

GGTGGAACAGATATGTCTTCCACGGCTTTCATTGAGCCACTGCCGATTATTGACTTCGTG
GGTAGAACAGATATGTCTTCCACGGCTTTCATTGAGCCACTGCCGATTATTGACTTTGTG
B I T T T T T

AGCCAGCTTCTGAATCGGGATATCTCTTCTAGACCACTGTCTGATGCTGACCGCGTTAAG
AGCCAGCTTCTGAATCGTGATATCTCTTCTAGACCACTGTCTGATGCTGACCGCGTTAAG
T

GTTGGTTTTGACACTTGACATTCTTATTCATGATTATGTCATAATCTATCTGAATTTCTT
GTTGGCTTTGACATTTGACTATCTTACGCATGATTGTGTCATAATCTATCCGAATTTCTT
Fokkkk ckkkkkkk khkhkhkhk  kkkkk  kkhhRhh Rhkkkkkkhhhhhh KRR AAAAk

ACTGTTGCCAGTGATTGACTCGATACTTGGATTCTTCAAATATTAGGGTCATTTACATTT
ACTGTTGCCAGTGATTGACTCGATACTTGGATTCTTCAAATATTAGGGTCATTTACATTT
B e T T

TTTCTTTCAGGTTATTTGGCTACTTTTGCTTTAACTTCATTGAACTGCAGATAAAGAAGG
TT-CTTTCAGGTTGTTTGGCTACTTTTGTATTAACTTCATTGAACTGCAGATAAAGAAGG
Fk kkkkkkkkkk Rk kkkkkkkkkkkk Rk kR R R ARk Rk kkkkk kR kR AR AR Rk ok

CACTGAGAGGTGTAAAGGTGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCA
CCCTGAGAGGTGTAAAGGTGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCA
I T T T L

TTTCTGGCTTGACGTCTCAAGCAACAAGAGAGTTGACGTATGTATCTGGCTTAGTATAAT
TTTCTGGCTTGACGTCTCAAGCGACAAGAGAGTTGACGTATGTATTTGGCTTAGTATAAT
Fkkkkkkkk ko kkkkkk ok kkkkkk kAR AR Rk ke kkkkkkkh Ah AR AR ARk ko k ok

TATGATATTACTTTTTTCTCTGTTTATATCCAGTCTTGACCATAAACCTTTTTCATTTGG
AATGATATTACTTTTTTCTCTGTTCATATCCAGTCTTGACCATAAACCTTTTACATTTGG
Fkkkkkkk kR ko ke ok ke Rk kkkk kAR AR R R Rk ke kkkkkk ko k Ak ke ok

ATTATATATAGGTGTAATTAGTGGTGTGCCTTCTGTTCTTTTAATGTTCTGTCGTCTATA
ATTATATATAGGTGTAATTGGTGGCGTGCCTTCTGTGCTTTTAATGTTCTGTTGTCTAT -
KRR R R AR KRR AR RIRE Hkk KRR RI AR RIRE RA AR IR IR ARk R Ak

TGTGGGATTTTCTCATCGTGCTAATCCTTGCTTTTATTTGTTTTGGGCAGTTTTCCTGTC

-GTGGGATTTTCTCATCGTGCTAATCCTTGCTTTTATTTGTTTTGGGCAGTTTTCCTGTC
Fedkkkokokkkkkkkk ko k ok ok k ko kkkkk ok ko ko k

GATGAAAGGGGTACGATGAAAGCTGTTGTGGAATATTTT AACCTATGGTTTTGTC

GATGAAAGGGGTACCATGAAAGCTGTTGTGGAATATTTTCGGGAAACCTATGGTTTTGTC
Fkkkkkkkkkkkkk kkkk ko kk ko hhk ok kkkkkkk ko h ko k

ATTCGGCATACCCAGTTGCCTTGTCTTCAAGTTGGAAATACGCAGAGGCCAAATTACTTG
ATTCGGCATACCCAGTTGCCTTGTCTTCAAGTTGGAAATACGCAGAGGCCAAATTACTTG
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ekkkkkkk ko k ok ok ok ok ok kk ok ok ko kkkkkkkk ok

CCAATGGAAGTAGGTGCCTTTCTCATTGATAACTAGTCTTTTCTAAGTATCTTGTGTATT
CCAATGGAAGTAGGTGCCTTTCTCATTGATAACTAGTCTTTTCTAAGTATCTTGTGTATT

*kk *% * % * % *hk K ok k

TTATGTGCTTACATATCTTGAGTCCAGGTATGTAAGATTGTGGAGGGACAGAGATACTCA
TTATGTGCTTACATATCTTGAGTCCAGGTATGTAAGATTGTGGAGGGACAGAGATACTCA

*kk *% * % * % *hk K ok k

AAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGTGACCTGCCAGCGTCCTCAA
AAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGTGACCTGCCAGCGTCCTCAA

*kk *% * % * % *hk K ok k

GAGAGAGAACGTGATATTCTTCAGGTTGGATCTTGCTTCTGAAACTGTTTCTATTACTCT
GAGAGAGAACGTGATATTCTTCAGGTTGGATCTTGCTTCTGAAACTGTTTCTATTACTCT
ek ko ko kR kR kR

TATCCTAATAATGAGGTTCGTAGCCAATGTGTAATCTGTATGATTTATGTCCCTTTTTTG
TATCCTAATAATGAGGTTCGTAGCCAATGTGTAATCTGTATGATTTATGCCCCTCGTTTG
ek ko ko kR ko kR kR kR kR Rk Kk kk ok kkk

TTAATTGTTTTATGTGAACCTTGACGTAGCTATCTTTCTTTGTTAAGTTTTATTGCCTTG
TTAATTGCTTTATGTGAACCTTGACGTAGCTATCTTCCTTTGTTAAGTTTTATTGCCTTC
L T L L T T T T

TTTCATGTACCAGTTATGGTATTTTTTGAGAAGGATGCACACATTATAATATTTGTTTGT
TGTCATGTACCAGTTATGGTACTTTTTGAGAAGGATGCACGCATTATGGTATTTGTTTGT
Fokkkkkkkk kR Rk kkkkk Kk kkk kR AR AR AR AR AR kkkhhk AR A AR A A

CAATGATGCCTGAGTAAAGGCTTCTCTATGGTGAGGAGGAACGCAATGAGAGTATGGTAA
CAATGATGCCTCGGTAAAGGTTTTTCTACGATGAGGAGGAATGCAATGACAGTATGGTAA

Kkkkkhkkkkkk  Kkkkkkk Kk RRKK K Kkkkkkkhhh KRKRRRK kkkkkkkkkk

TAAATTTCCAAGATTTTTCC-GTGGTCATTGGCGAATGCAGAATTTTTCACAAGTAGTGT
TAAATTTCCAAGATTTTCCCCGTGGTCATTGGCGAATGCAGAATTTTTCACAAGTGGTGT

B et 2 T T T ) * % K K * kkkk

CATATTTAAATAAATTAACACA--AATACAAATGTTGTAGGAAGATCATGTAAATTAAAA
CACATTTAAATAAATTAACACATAAATAAAAATGTTGTAGGAAGATCATATAAATTTAAA
Fk kkkkkkkkk kR Rk Rkk Rk Kk kkkk KRR AR KRR AR AR Kk kkkkkk KRR Rk ok

GAAATTTTAAAAAAA - -GAAAGCAAAAGAAGGAAAAAGAACTATAACCTTTGTCACAAGT
GAAATTAAAAAAAAAAAGAAAGCAAAAGAAGGAAAAA-AACTA-AACCTTTGTCACAAGT
Fokdkkkk  kkkkRRKk Rk kkkkkkk kR KRR KRR Rk kkk Kk k kAR AR AR ARk

AAAGATGACACCAATTGGCAAGATTGGTAGTATATTGCAGAGGGGTGTCCAGTCCAAAAG
AAAGATGACACTACTTAGCAAGATTGGTCGTATATTGCAGA TGTCAAGTCCTGAAG
Kkkkkkkdkkkk ok kk kkkkkkkkkkk Rkkkkk Rk ARk kkk Rk Rkkkk  kkk

TATTTAAATGAATTTGCTAAAAGGAAAAATAAGGCAAAT -TACAGCAGGGAAGAATTGAT
TATTTAAATTAATTTGCTAAAAGAAAAAATAAGGCAAATATACAGCAGGGAAGAATTGAC
Fkkkkkkkk Rkkhkkkkkkkkkk hkk kAR AR AR R AR Rk kk kAR AR AR Ak ke ok k

CTTGTAACCTCCCGGATAAAACGTAGCATCTCTC---------- TTGCACCAGACAAATT
CCTGTAACCTCCTGGATAAACCATAGCATCCCCCCCTCCCCCCCTTGCACCAGACAAATT
K okkkkkkkkkk Rkkhkhkhkk Kk kkkkkkk ok ok Hkkkkkkkkkkkhhkh

TTGTTTGCCAAGTGGTGTTATCCATTAATATCAGAATGTTTT----TT--
T- GTTTGTCAAGTGGTGTCATCCATTAATATTAGAATGTTTTAATGTTCATAATTAAAAA
Hokkkkk kkkkhkhhkhkhkhk Rk kkkkhhhhhh KRR AAAAAA

AATATATATACACATGTATATATATATATATATATATATATATATATATATATATATACA
kkkk ok kkk Kk kkkkkkkkk ok

--------------------------------------- ATAAATTTTTCATCGAACCGG

CATGTGTGTGTATATATATATATACACATGTATATATATAAAAAATTTTCATCGAAGCGG
* kkk kkkkkkkkkkdk ko

TGTCACATGACCCGGCTTCATCCAATATAAATCTACCCCTGCCCGTGGTTTTTAGTTAAT
TGTCACATGAACCCGCTTCATCCAATATAAATCTGCCCCTGCCTGTGGTTTTTAGTTAAT

B L e a e T

AAATGTAGAACTGTGGCAAAGGGAATGGCAATGAGTGACCCAATGATTCATATTTGTTTT
AAATGTAGAACTGTGGCGAAGGGAATGGCAATGAGTGACG-AAGGATTCATTTTTGTTTT

KRk KRR KKKk hk KRR RRRR AR R ARk kkkkhh  kk RRRRRRK ko kkkdhkk

TATGGGTGTTACGAAGTGTGGTTTATTTGGTGAAAGGGTTGAATTTAGTTAGTAGAGTGT
TATGAGTATTACAAAGTGTGGTTTATTTGGTGAAAGGGTTGAATTTAGTTAGTAGAGTGT

kkkk Kk kkkk *% * % *hk K ok k

TCATTTTGATACAATTGCTGGTTCGTAATTGTACATGTAATTGTGCATCATAGCAGAACA
TCATTTTGATACAATTGCTGGTTCGTAATTGTACATGTAGTTGTATATCATAGCAGAACA
Feddkkkkk ok kR Rk Rk Rk Rk kkkkk kR kAR AR Rk hkkk Rk kR kAR AR Rk ok

CTTTCAAGTTGTCGTGGTCAAAATGTTTACAATGAGATCTTTTATGA-AAGCTTAGTGGG
CTTTCAAGTTGTTGTGGACGAAGTGTTTACAATGAGAT - TTTTATGACAAGCTTAATGGG
Fkkkkkkkkkkk Rk ok Kk kkkkkkkRRRRRRRR Rk kkkkkk Rk RRRRK KRk ok

AACACTCTTACAGGATAAATTT- -GTTGTTTGTGGGTCTTGTACACTTGATACTCCTTGG
AACACTCTTACTGGATAAATTTTTGTTGTCTGTGCGTCTTGTACACTAGATACTCCTTGG
Fokkkkkkkkkk Rkkkkkkkkk  kkkkk Rhkhkh RRRR Rk kkkkkk Rk RRRRR AR RNk

TAGTCAAGGTATTCACTGATTGCTTTAGTGTTTTTCTCGGGCAAAACTTTTCCATCTTGC
TAGTCAAGGTATTCACTGATTGCTTTAGTGTTT - - CTCGGGCAAAACTTTTCCATCTT - -
Fkkkkkkk ok kR k ok ke ke ke Rk kkk ok ko hk Rk kkkkkk ok ko k kR ARk h ko k

TCTTCCTGCATATTTTTCAGGCTAATTTCAGGCCTTTTTTGCCATGTTATCTGTATTTAC

AATCTATTATTTTTTTTCCATCTTACACTTCCTGCATGTTTTTCAGTATAAATTCAGGCC
------------------------ ACACTTCCTGCATGTTTTTCAGTATAAATTCAGGCC
ok k kR Rk Rk kkkk ok kR kR AR AR ARk ke ok

TTTTTGCAATGTTATCTGTATTTAAAATCTAATACTTCCTTTTATTAGACTGTTCATCAC

TTTTTGCAATGTTATCTGTATTTAAAATCTAATACTTCCTTTTATTAGACTGTTCATCAC
Gekkkkkkk ok k ok ok ok ok ko kkkk ko kkkkkkkkkk

AATGCTTATGCTGATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTT

AATGCTTATGCTGATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTT
Gekkkkkkk kR k ok ok ok ko kk ok ok ko kkkkkkkkk

GCTCAAGTTGAGGCTCGCGTTTTGCCTGCACCTTGGGTAAGTTGAAGCTTTCTCTAGTTT
GCTCAAGTTGAGGCTCGCGTTTTGCCTGCACCTTGGGTAAGTTGAAGCTTTCCCTAGTAT
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Fedkdkkkokkokkkkkhkkk ke ok kk ko hhkkkkkkkk ko h ke ok

GTTTGGTGTGATCATGTGATTGAGGGTGATGCTATAACTAATCCTTCTTGATATAAGATA
GTTTGATGTGATCATGTGATTGAGGGTGATGTTATAACTAATCCTTCTCAATTTA-GATA

ek ko dkdkkkkkkkkhhhh ko kkkkkkkkkkkkkkkk  kk ok kkkok

TTCT--TGCTGCAGATCTTTGCTTTTGTGAATTAAGCTTATTGTAGGATTGTGAAATTAT
TTCTCTTGCTGCAGATCTTTGCTTTGGTGAATTAAGCTTATTATAGGATTGTGAAATTAT

ek ke kkkkkkkkkhhk ko dkdkkkkkkkkk ok k ko

TTTAATTGTTTCTGCAGCTTAAATACCATGATACAGGTCGAGAGAAAGACTGTCTGCCAC
GTTAATTGTTTCTGCAGCTTAAATACCATGATACAGGTCGAGAGAAAGACTGTCTGCCGC
L T T T T T T

AAGTGGGCCAGTGGAATATGATGAATAAGGTAACTGAAAGTAGCATAGTCGAGATTCCTG
AAGTGGGCCAGTGGAATATGATGAATAAGGTAACTGATAGTAGCATTATCGAGAT - - - - -
Feddkkkkkkk kR Rk kR Rk ok ok ok ok ok kR kR Rk Rk Rk kkkkkk Rk R RN

TAGTTGGTTTGACTGTCATTTCTATGCAGATAAATACCATTGATTTTAGTGTGTGGTCTT

* kk ok

TCAAGATTTGCCTGGTTTTGCCACTGAACACTAATCTTTAGGTCTTTGCTTATATATAGT

————————————————————————————————————————————————————————————

--AGCT----=nmcmennn TQGTACC--===nmeemmmcmcmeacceannn CAAA-----
[ P P

TAACCTTAAGGAACTTCCAGTTTGTTTGTTTTGTGCTTTCTTTTTTGATCTTGTAAATAT
- - -GATATTGAAA- - - -
Kkk kkk Rk

CCTAGAGCAATACAACTCATCATTATATTGGTGGTCAAAAAGTAGTTTGGGTACTTTTTA
............................ CG-mmmmmm == e
*hk ok *hkk

*hk Rk

TTTTTCTGATTCCGGTGGTTCGGTCGTATGATTTATCATGGACGTCGATCCATCTACTTT

AGCTGCACCTTAGGATGATATAGCCCTAAAAGTGAATAGTGGGGTTCAAACAAGGAAAAA
------------- AATGAAACAGCC--- === --==-AGAGGG-----=--cmm=mmuu
Kkkk K kkkk ok kx

CCTAAGGTATTGGCACCCAAGTACATTGAAATGGTGTAGTAATTGCCATGTCGATTGTCT
------------------------------------------ TTGCCATGTCTATTGTCT

kkkkkkkkkk kkkkkkok

ACTCTGTTTGGATTTTCGGACAGTGTTGGA-GCTTTAATTATTTACTCTTCGCTTTATTA
ACTCTGTTTGGATTTTCTGACAGTGTTGGATGCTTTAATTATTTATTCTTTGCTTTTTTA

kkkkkkk ko kkk kkkkhhhhhhkhk hkkkkkkkkkkkkk hkkk kkkkk ko

TTTTTGACAGAAAATGGTTAATGGAGGAACAGTGAACAACTGGATCTGTGTAAACTTTTC

TTGTTGACAGAAAATGGTTAATGGAGGAACAGTGAACAACTGGATCTGTGTAAACTTTTC
Hk kkkkkkkkkkkkk ko k ok ok ok kkk ke kkk ok ko ko k

TCGCAATGTGCAAGACACAGTTGCACGTGGATTTTGTTCCGAGCTTGCACAAATGTGCAT

TCGCAATGTGCAAGACACAGTTGCACGTGGATTTTGTTCTGAGCTTGCACAAATGTGCAT
Fedkdkkkkokokkkkkkkkk ko k ok ko k ok kkkk ko k ko k

GATATCCGGAATGGTAATTCAGAAGTTCCAGTTTCCCCCCTTTTCTCCCTGTATCTATTT

GATATCCGGAATGGTAATTTAGCAGTTCCAGTTTTCCCCCTTTTCTCCCTTTATCTATTT
Fkkkkkkkkkkkkkkkkkhk kdk kkkkkkkhhhhk hkkhkkkkkkkhhhhh hhhhhkkhk

GATGATCCTGAGATATTACAGTTTAAGATACTATTGTCTTTGTAGAACTTCAATCCCAAT
GATAATCCTGAGATATAACAGTCCAAGGTACTTTTGTCTTTGTAGAACTTCAACCCCAAT

kk kkkkkkdkkdkkkdk kkkkk  hhkk ko kkdkkkkkkkkhhhhhkkkhkk kkkkkk

CCTGTTCTACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTGAAAACTCGA
CCTGTTCTACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTAAAAACTCGA

*kk * % * % *k kR Tkkkk kkkkkhhhh

TTTCACGATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGTG
TTTCACGATGCTATGACAATGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGTG

*kk *x * *h Tk R *kkkkk

ATATTACCAGACAATAACGGCTCTCTTTATGGTACAAGCCTAGAATGGTGAAATTCTTAT
ATATTACCAGACAATAACGGCTCTCTTTATGGTACAAG---------------~ TCATAG
Feddkkkkokkk ok kR kR Rk Rk Rk ok ok ok ok kR Rk ok ok *k ko

GGTGCTTTTGCAAACTCCTGGAATATGCTACAGCTGAAATTTTTTACTTCTTTTCCTAGG
GGTGCTTTTGCAAACTCATGGAATATGCTACAGCTGAAATTTTT-ACTTCTTTTCCTAGG
Feddkkkkkk kR Rk Rk k ok ok ok ok kR kAR Rk Rk Rk ok kkk Kk kR kAR R Rk ke ok

TGATCTAAAACGGATTTGTGAAACTGAACTTGGAATTGTCTCACAATGCTGCTTGACAAA
TGATCTAAAACGGATTTGTGAAACTGAACTTGGAATTGTCTCGCAATGCTGCTTGACAAA
ek ok kR kR kR kR kR Rk kR ko ko k

ACATGTATTTAAGATGAGCAAGCAGTATTTAGCTAATGTATCCCTGAAGATAAATGTGAA
ACATGTATTTAAGATGAGCAAGCAGTATTTAGCCAATGTATCCCTGAAGATAAATGTGAA
Fkkkkokkkkk ko kk ke Rk kkkk ok ok Rk Rk Rk kkkkkkkkkhh kR Rk h ko ke ok

GGTTGGAGGAAGAAATACTGTGCTGGTTGATGCGCTCTCTAGACGAATTCCCCTTGTCAG
GGTTGGAGGAAGAAATACTGTGCTGGTTGATGCGCTCTCTAGACGAATTCCCCTTGTCAG
Rk ok dk kR kR kR kR kR kR kR kR kR kR R kR kR kR AR R kR R Rk R ARk Rk ARk K

CGACCGCCCAACTATCATTTTTGGTGCAGATGTCACCCATCCCCACCCTGGGGAGGATTC
CGACCGCCCAACTATCATTTTTGGTGCAGATGTCACCCATCCCCACCCTGGGGAGGATTC
Fekkkkokkok ko k ok kR kAR Rk ke ke ke ke k Rk ok ok ok h kR Rk h ke ke ok

TAGCCCGTCAATTGCTGCGGTAAAAGCTGTAGACTTCATTCTTTTGGTTTCATGAATCCA

TAGCCCGTCAATTGCTGCGGTAAAAGCTGTAGACTTCATTCTTTTGGTTTCATGAATCCA
Fekdkkkokokokokkkkhkhkk ok k ok ok k ko ke ok ok kkkkk ko k

CTCCCTTCATCTAAATATCTGAAGCAAAGAAGTGCTAACTTTTCATATCTTTCAG-----

CTCCCTTCATCTAAATATCTGAAGCAAAGAAGTGCTAACTTTTCATATCTTTCAGGTGGT
Fedkdkkokkkkkkkhkkkk ko k ok ok k ko kkkkk ok ko ke

TGCTTCTCAAGATTGGCCTGAAATTACAAAGTATGCTTTGCTGTAGACTTCATTCTTTTG
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NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGOl1-1H
NbAGO1-1L

NbAGOl1-1H
NbAGO1-1L

NbAGOl1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGOl1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H

NbAGO1-1L

NbAGO1-1H

NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

Fkdkkkkkkkkkkkkkkkkkkkkk ok ok ok k ko hh ok

GTTTCACGAATCCACTCCCTTCATCTATATATCTGAAGCAAAGAAGCGCTAACTTTTCAT

--------- GTGGTTGCTTCTCAAGATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTT
ATCTTTCAGGTGGTTGCTTCTCAAGATTGGCCTGAGATTACAAAGTATGCTGGTTTGGTT

kkkkkkkkk

TCTGCTCAAGCGCATAGGCAAGAGCTTATACAAGATCTGTACAAGACTTGGCAAGATCCA
TCTGCTCAAGCGCATAGGCAAGAGCTTATACAAGATCTGTACAAGACTTGGCAAGATCCA

*kk *h *h *k ke ke kkkkk

GTTAGAGGACCTGTGACTGGTGGCATGATAAAGTATT - -GCCTTTTTCTTTCCTTATTTT
GTGAGAGGACCTGTTACTGGTGGCATGATAAAGTATTCCGCCTTTTTCTTGACTTATTTT
Fk kkkkkkkkkkk RkkR R Rk kkkkk kAR AR KRR Rk kkkkkkkkk  RRRR RNk

CAAGGAACATGTCTTGATTTTCAAGTTTCAAGCTAATGGACTTAATTTTGCTTCTGACTG
CAAGGAACATGTCTTGATTTTCAAGTTTCAAGCTAATGGACTTAATTTTGCTTCTGGCTG
B e T T T

ATGGTCTATCTCACTTATAACTCAGGGAATTACTTATTTCCTTCCGTCGAGCAACTGGAC
ATAGTCTATCTCACTTATAACTCAGGGAATTGCTTATTTCCTTCCGTCGAGCAACTGGAC
Fk kkokkkkk kR Rk kR Rk kkkkk ko Rk R Rk Rk Rk kkkk ok kR kR R Rk ok

AGAAGCCGCAGAGAATTATATTCTACAGGTATTGTTGAATAACGCTTCTATACCTGCATT
AGAAGCCTCAGAGAATTATATTCTATAGGTATTGTTGAATAACGCTTCTATACCTGCATT
Fkkkkokk ok kkkkkkkkkkk kAR AR AR ARk Rk Rk Rk kk ok hhkh Rk hh ko ke ok

ATAAAAATTTCTGTTCCTTTTG = = = = = == = = = = = = = = = = === == === == e m o
ATAGAAATTTCTGTTCCTTTTTGTCTGAAATGEATTATCCTTTTCCCTTCAGATATGGTG
KRk Rk ok kR Ak Kk Rk Kk

----------------------------- TGTCTAAAATGAATTATCCTTTTCCCTTCAG
TTAGCATTATAGAAATTTCTGTTCCTTTTTGTCTGAAATGGATTATCCTTTTCCCTTCAG
[ Y

AGATGGTGTTAGTGAAGGACAATTTTACCAAGTTCTTCTTTTTGAACTTGATGCAATCCG

AGATGGTGTTAGTGAAGGACAGTTTTATCAAGTTCTTCTTTTTGAACTTGATGCAATCCG
Fkkkkkkkkkkkkkkkkk ok kokkkk ok kkkkkkkk ok ko k ke

CAAGGTATTTTCCCTTCTGTTATACCTTACTCTGCCTGTTTACTATAAACTCTGGATTTG

CAAGGTATTTTCCCTTCTGTTATACCTTACTCTGCCTGTTTACTATAAACTCTGAATTTC
dekdkkkokokkkkkkhk ko k ok ok ok ko kkkkkk ok ok ko h hkkk

TCT--ATTTTTTGGACCATGAATATGGGTAGAAAAAAAGCTTGCCCTTTTTATTTGTTAG

TCTCTATTTTCTGGACCATGAAGATGGGTAGAAAACAAGCTTGCCCTTTTTATTTGTTAG
Hkk  kkkkk kkkkkkkhkhkhkdk kkkkkkkhhhhhk khkkkkkkkkkhh ko hhkkkk

AAGGTATGAACTGACTTGAACCCAATTCAGGCATGTGCATCTTTAGAACCCAACTATCAG
AAGGTATGAACTGACTTGAACCCAATTCAGGCATGTGCATCTTTAGAACCCAACTATCAG

*kk *k * % *h kR Tk Tkkkkk

CCCCCGGTTACGTTTGTTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCCAATAAC
CCCCCAGTTACATTTGTTGTGGTCCAGAAACGTCATCATACTAGGTTGTTTGCCAATAAC

ek kkkkk dkkkkkkkkhkhhhhhhkkk dkkk ko kkk ok

CACCACGACAGAAATGCAGTTGATCGGAGT ACATTTTGCCTGGTGAGTATTAGTCT
CACCACGACAGAAATGCAGTTGATCGGAGTGGGAACATTTTGCCTGGTGAATATTAGTTT

*kk *k *x * % ke Tkkkk kkkkkhk ok

CTGCATCTCTAGCGATTCTATACTAGCTTAGCTGCAAATGGATTCTAAAACCTTTTTATA
CTGTATCTCTAGTGATTCTATACTAGCTTAGCTGCAAATGGATTCTAAAACCTTTTTATA
Fkk kokkkkkkk Rk Rk kkkk ok kR kR kR R Rk Rk Rk Rk kk ok k kR kR Rk Rk ok

ATGTAATTCTTAAGGTACCGTTGTAGATTCAAAGATATGCCACCCTACTGAATTTGATTT
ATGTAATTGTGAAGGTACCGTTGTAGATTCAAAGATATGCCACCCCACTGAATTTGATTT
Fkdkkkkkk ok kR Rk Rk k ok ok ok ok kR kAR Rk Rk Rk ok kkkk Kk kR AR AR Rk ok

CTATCTCTGTAGCCATGCCGGCATACAGGTAATAAGATTGGTATTCTATAAACATATGAT
CTATCTCTGCAGCCATGCCGGCATACAGGTAATAAGATTGGTATTTTATAAACATATGA -
Fedkkkkkkk Rk Rk Rk kkkkkk kR kR Rk Rk Rk Rk kkkkk kR AR AR ARk k

AGTCATGTACTAAGGACTCTGTTGTAAGTTACTGGATTTTGTGATACTGCAGGGTACTAG
- --CATGTACTAAGGACTCTGTTGTAAGTTACTGGATTTTTTAA-ACTGCAGGGTACTAG
Fkkkkkk kR ke ke ke Rk Rk kk ok ko k AR AR R Rk ok & % Rk kAR AR AR Rk ke ok

CCGCCCAGCTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCA
CCGTCCAGCTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCA
Fkk ko k Rk kk ok ok ok kAR R kR R Rk Rk k Rk Rk kk kR ARk ke h ko ke ok

GTCTTTGACTAACAATCTTTGCTATACGTAAGTTTACTTTTGATCTACCGTAGTTCTTGA
GTCTTTGACTAACAATCTCTGCTATACGTGAGTTTACTTTTGAGCTGCCATAGTTCTTGA
Fkkkkkkkkkhkkkkkkkhk hkkkkkkkhk AR RR AR ARk Ak kk kk KRR AAAAAA

AATTTTCCAGCATTCTAATTCTAGTGGCTTAATTGTTACTTGTTAATTTCAGATATGCTA

AATTTTCCAGCATTCTAATTCTGGTGGCTTAACTGTTGCTCGTTAATTTCAGATACGCTA
Fkkkkkkkkkkkkkkkkkk ko kkkkkkhkhkh hhkhkhk kk kkkkhhhhhhhhhh hkkk

GGTGTACTCGTTCTGTCTCCATTGGTATGTTTACTGCACTTGTTATTGGCTTTA-CTTCA

GGTGTACTCGTTCTGTCTCCATTGGTATGTACACTGCACTTGTTAGTGGCTTTTTCTTCA
Fkkkkkkkkkkkkkkkkkkkkkkkkkkkkk  hhhkhkkkhkkkdkdkkk hhhhhhh  hkkkk

GCATCTATTTTTATTTC- - -GTCCCAACCCCCCTCCCCCCCTTATCCTTTTTTTGTTTGG
GCATCTATTTTTATTTCTCAGTCGCAACCACCCTCCCCCGCT-ATCCTTTTTTTGTTTGG

ek ko ko k ok ok ok Jkk kkkkk hkkkkkkkk ko kkkkkkhhhhhhkhkhkkkk

AATTTCTCCGCGTATAGTCTGTTCATCGTAGCATGTTACTAACTTGAGTTCATTGATGCT
AATTTCTCCACGTATAGCCTGTTCATCGTAGCATGTTACTAACTTGAGT - CATTGATGCT

kkkkkkkkk kkkkkkk kkk *h ke Tkkk kkkkkkhhhh

GTTTGCAGTTCCACCAGCATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACAT
GTTTGCAGTTCCACCAGCATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACAT

*kk * % *h *h kR kR Tkkkkk

GGAGCCAGAGACATCTGATAATGGATCAGTCACAAGCGCAGCTGCTTCAAACAGAGGAGG
GGAACCAGAGACATCTGACAGTGGATCAGTCACAAGCGCAGCTGCTTCAAACAGAGGAGG
Fokk kokkkkk kR Rk Kk kkkkkkk kR kR R kR Rk Rk k Rk k ok ok kR ARk Rk ok

TTTAGGAGCTATGGGAAGGAGCACGCGAGCACCAGGTGCTGGTGCTGCTGTAAGGCCCCT
TGTAGGAGCTATGGGAAGGAGCACGCGAGCCCCAGGTGCTGGTGCTACTGTAAGGCCCCT
Fodkkkkkkk kR Rk kR Rk Rk kkkkkkkk KRR KRR R Rk kkkkkk Kk kR AR AR Rk K

TCCTGCTCTCAAGGAGAATGTTAAGAGGGTTATGTTTTATTGTTAG 7195
TCCTGCTCTCAAGGAGAATGTCAAGAGGGTTATGTTTTATTGTTAG 7008
Feddkkkokokkk ok kR kR Rk Rk Rk k ok ok ok kR kR AR ARk Rk kKK

5349

5664
5409

5724
5469

5782
5529

5842
5589

5902
5649

5962
5709

5984
5769

6015
5829

6075
5889

6135
5949

6193
6009

6253
6069

6313
6129

6373
6189

6433
6249

6493
6309

6553
6368

6613
6424

6673
6484

6733

6544

6793

6604

6852
6664

6909
6723

6969
6782

7029
6842

7089
6902

7149
6962



TERMINATOR region

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

NbAGO1-1H
NbAGO1-1L

TGAAGTTCCTCCCTAAACCGGCTATATGATGTGGATATTGGTTGACTTGCTAGGAGTCAT
AGAAGTTC-TCGCTAAACCGGCTATATGATGTGGATATTGGTTAATTTGCTACGATTCAT
Hkkkkkk kk Rkkhkhkhkhkkkkkhkkhk kAR hhkkhhhdk k kkkhhh hkk hkhk

GATTGCCACTAAAATGGCAAAGATGTTTTTTCTTTTGAAAATTCTTAACTTTTGTTTATC
GATTGCCACTAAAATGGCAA-GATGTTTTTTCTTTTGAAAATTCTA - - - -TTTAGTTGTC
kkkkkkkkkk kR Rk hhh Rk kkhhhhhhk kR AR AR ARk hhkk kkk  kk ok

ACATCTTGGCTTGGCTTTACCTTGAGTGTGTATAGTATCCGGTTATTGTTTTGAAGTATT

ACACCTTGGCTTGGCTTTACCGTGA-TATGTGTGATATCCGGCTATTGTTTTGAAAGTCT
dkk kkkkkkkhkkhkhkhkhkhkhkhkk kkk k kkk k  khkkkkkk kkkkhhhhhhhh *

GG- - -AAATTGGGTCATGAAATTTCAATTGTGTAAGCCGTGTCAGTTTAGTAAGTCATTT

AGCACAAATTGGGTCATGAAATTTCAATTGTTCAAGGCGTGTCAGTT- - - -AAGTGATTT
* dkkkkkkkkkkkkkkkkkkkkkhhhk  hkhk hhkhkkkkhkd kkkk kkkk

GCACATGATGTTTGTGGTGTCTAGGAGTCGCAAATGGGCGGGCTGAATCGAATATAGTTC

GCACATGATGTTTGTGGT -~ -----==-----=-===========~- ATCGAACA------
POV REEEEE *

TATTTTTTAGTGGATAATATGTGTGATTAACTGTTTTTTTTATTTATTGTTCTTGAGGAG
--------------------------------------------- GTTGTTCTTGAGAAG
KRR AR KRR K

CTTGATTGCCTATTGTCGTGGTATGCC 624
CTTGATTGCCTATTGTCGTAGTATGCT 297
Fkkkkkkk kR Rk Rk Kk kkokok

60
59

120
114

180
173

237
229

297
255

597
270



723
724
725
726
727
728
729
730
731
732
733
734
735
736
737
738
739

Figure S2
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740
741

7472
743
744
745
746

A

______________ intron 10 exon 11 >
NbAGO1-1H TTCT--TGCTGCAGATCTTTGCTTTTGTGAATTAAGCTTATTGTAGG ATTGTGAAATTATTTTAATTGTTTCTGC AGCTTAAATACCATG ATACAGE' A AAAGACTG AC
NbAGO1-1L TTCTCTTGCTGCAGATCTTTGCTTTGGTGAATTAAGCTTATTATAGG ATTGTGAAATTATGTTAATTGTTTCTGC AGCTTAAATACCATGAT 'TCGAGAGAAAGACTGT ‘CGC

*

T T R R R R R I R R R T R R L R R R R R R L 4

intron 11

oligo ex11 forward

NbAGO1-1H AAGTGGGCCAGTGGAATATGATGAATAAG GTAACTGAAAGTAGCATA GTCGAGATTCCTGTAGTTGGTTTGACTGTCATTTCTATGCAGATAAATACCATTGATTTTA GTGTGTGGTCTT
NbAGO1-1L AAGTGGGCCAGTGGAATATGATGAATAAG GTAACTGATAGTAGCATT ATCGAGAT -

AR R R AR A A EAH R AR RF KA AIIAIRRRE HRAAIIHE AAERRRR [P
NbAGO1-1H TCAAGATTTGCC TGGTTTTGCCACTGAACACTAATCTTTAGGTCTTT GCTTATATATAGTTTAGCTGGTCTTGCCTTGTTGGCACTTGTTTACGCTACATGTAGCTTATGACAAAATACC
NbAGO1-1L
oligo int11 forward
NbAGO1-1H TAACCTTAAGGAACTTCCAGTTTGTTTGTTTTGTGCTTTCTTTTTTG ATCTTGT TATCCTAGAGCAATACAACTCATCATTATATTGGTGGTCAAAAAGTAGTTTGGGTACTTTTT
NDAGOI-1L = mm == oo oo e G ATATTGAAA- - - === == === === oo mmmmmmm e oo TGGCG--------- TAGT------m- ===
KRk ek ok wx x ok
NbAGO1-1H
NbAGO1-1L
NbAGO1-1H
NbAGO1-1L
Tk % KRRk ox wxn TR AAERE KRRk
intron 11< 0 exon 12 >

NbAGO1-1H ACTCTGTTTGGATTTTCGGACAGTGTTGGA-GCTTTAATTATTTACT CTTCGCTTTATTATTTTTGAC AGAAAATGGTTAATGGA GGAACAGTGAACAACTGGATCTGTGTAA ACTTTTC
NbAGO1-1L ACTCTGTTT TTTTCTGACAGTGTTGGATGCTTTAATTATTTATT CTTTGCTTTTTTATTGTTGAC AGAAAATGGTTAATGGA GGAACAGTGAACAACTGGATCTGTGTAA ACTTTTC

SRR AR AR KRR A KAk KRk KR ARk kKA d K KKK KRRk k A d KAk " .

exonl12 oligo ex11 reverse

NbAGO1-1H TCGCAATGTGCAAGACACAGTTGCACGTGGATTTTGTTCCGAGCTTG CACAAATGTGCAT 4898
NbAGO1-1L TCGCAATGTGCAAGACACAGTTGCACGTGGATTTTGTTCTGAGCTTG CACAAATGTGCAT 4526.

o o o ok e

B stop codon
exon 22 Terminator

NbAGO1-1H GCACGCGAGCACCAGGTGCTGGTGCTGCTGTAAGGC CCC T
NbAGO1-1L GCACGCGAGCCCCAGGTGCTGGTGCTACTGTAAGGC CCCTT

*

*k *k *kk

P T T

*k

oligo ex22 forward

IGTTAAGAGGGTTATGTTTTATTGT TAGTGAAGTTCCTCCCTAAACCGGCTATATGATGTGG
TGTCAAGAGGGTTATGTTTTATTGT TAGAGAAGTTC-TCGCTAAACCGGCTATATGATGTGG

T T T

NbAGO1-1H ATATTGGTTGACTTGCTAGGAGTCATGATTGCCACTAAAATGGCAAAGATGTTTTT
NbAGO1-1L ATATTGGTTAATTTGCTACGATTCATGATTGCCACTAAAATGGCAA-GATGTTTTT
D R R a R R L L R L A AR A A

NbAGO1-1H GTATCCGGTTATTGTTTTGAAGTATTGG- - -AAATTGGGTCATGAAATTTCAATTG
NbAGO1-1L ATATCCGGCTATTGTTTTGAAAGTCTAGCACAAATTGGGTCATGAAATTTCAATTG

dk ko Rk kKR Rk * %

Sk kR kK

NbAGO1-1H TGGGCGGGCTGAATCGAATATAGTTCGGGTTGAAAATGGGTAATGAGAAACGGATC
NBAGOL-1L == mmmmmmm = oo oo oo

NbAGO1-1H GATTACTTTTGAGAGAATTTTTAGTCTAGCCTACAATTTGAGACTTTACAAACATA
NBAGOL-1L == - - oo oo oo oo o oo e e e oo

NbAGO1-1H GTTTTTAARARATTTATTATCCGATCTATTTTTTAGTGGATAATATGTGTGATTAA
NDAGOL-1L === === === === oo oo

C

combination

Figure S3

NbAGO1-1 locus

oligonucleotide

ex11 for/int 11 rev
intl1 for/ex 12 rev

ex22 for/ ter rev

521 bp

603 bp
663 bp

none

none

346 bp

TCTTTTGAAAATTCTTAACTTTTGTTTATCACATCTTGGCTTGGCTTTACCTTGAGTGTGTATA
TCTTTTGAAAATTCTA- - - -TTTAGTTGTCACACCTTGGCTTGGCTTTACCGTGA -TATGTGTG
Fkk kAR R kKKK Fkk ok kkkkk KA kkRRAKKKKARKKRA Kkk K Kkk K

TGTAAGCCGTGTCAGTTTAGTAAGTCATTTGCACATGATGTTTGTGGTGTCTAGGAGTCGCARAA
TTCAAGGCGTGTCAGTT- - - -AAGTGATTTGCACATGATGTTTGTGGTATCGAACAGT - - -~ -~

K kkk KRR KA K Kok Kk Rk KAk kKRR KRR KR Kk ko

AATTATCTGACCCAATCCATTTTTAATATGGATAAAAAAGGGGAATTCATGAGTTTTTGTGTAT

IS

4‘444444444444444444444

oligo ter reverse

4119
4204

4239
4267

4359
4287

4479
4306

4599

4719
4346

4838
4466
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>Nbv3K765634670
CACCTATCACTCTCTTTCTCTCTCTACAAACATATAGTGCCGTTTCTCTCTCGGCCTCTC
TTCGTGTTTTAGGGCACCGTGGTGGTTGGTATCCAGGCGGCGGTTTTGAGTTATTACCat
gGTGCGGAAGAAGAGGACTGATGTTCCTGGTGGTGCTGAGAGTTTTGAGTCCCATGAAAC
TGGAGGGGCACGAGGTGGTGCCCAACGCCCATCACAGCAGCAGCAACATCAGCATCAGCA
AGGCGGAGGAAGAGGCTGGGCACCTCAGCATGGAGGACATGGTGGCCGTGGTGGTGGGGG
AGCTCCACGTGGTGGAATGGCCCCTCAACAATCCTATGGTGGACCTCCTGAATACTACCA
ACAGGGCAGGGGAACTCAACAGTATCAACGAGGTGGAGGACAACCCCAGCGCCGTGGTGG
CATGGGGGGCCGTGGGGCACGGCCACCAGTACCCGAGCTGCACCAAGCAACCCAGACTCC
ACATCAGCCTGTACCATATGGAAGACCATCAGAAACATACTCAGAGGCTGGTTCCTCGTC
TCAGCCACCTGAACCAACGACACAGCAAGTGACTCAGCAATTCCAGCAACTTGTTGTGCA
GCCAGAAGCAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAGTCGATGAGGTTTCC
ACTCCGGCCAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAGGCCAATCACTTCTT
TGCCGAGTTACCTGACAAAGATCTGCACCAGTATGATGTTTCAATTACTCCTGAGGTCGC
CTCTCGGGGTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGAATCCCA
TCTTGGGAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACAGCAGGGCCCCT
CCCTTTTGTTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACCTGGTGG
TGCTAGGAGGGAAAGAGAGTTTAAAGTTGTGATCAAGCTGGCGGCTCGTGCTGATCTTCA
TCACTTGGGGATGTTCTTACAAGGGAGACAGGCTGATGCACCGCAAGAAGCACTTCAGGT
GCTGGATATTGTGCTACGTGAGTTGCCAACATCTAGGTATTGTCCTGTGGGCCGCTCTTT
CTATTCCCCTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAGCTGGCGTGG
CTTCTATCAAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGATATGTCTTC
CACGGCTTTCATTGAGCCACTGCCGATTATTGACTTCGTGAGCCAGCTTCTGAATCGGGA
TATCTCTTCTAGACCACTGTCTGATGCTGACCGCGTTAAGATAAAGAAGGCACTGAGAGG
TGTAAAGGTGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCATTTCTGGCTT
GACGTCTCAAGCAACAAGAGAGTTGACTTTTCCTGTCGATGAAAGGGGTACGATGAAAGC
TGTTGTGGAATATTTTCGGGAAACCTATGGTTTTGTCATTCGGCATACCCAGTTGCCTTG
TCTTCAAGTTGGAAATACGCAGAGGCCAAATTACTTGCCAATGGAAGTATGTAAGATTGT
AGAGGGACAGAGATACTCAAAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGT
GACCTGCCAACGTCCTCAAGAGAGAGAACGTGATATTCTTCAGACTGTTCATCACAATGC
TTATGCTGATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTTGCTCA
AGTTGAGGCTCGCGTTTTGCCTGCACCTTGGCTTAAATACCATGATACAGGTCGAGAGAA
AGACTGTCTGCCACAAGTGGGCCAGTGGAATATGATGAATAAGAAAATGGTTAATGGAGG
AACAGTGAACAACTGGATCTGTGTAAACTTTTCTCGCAATGTGCAAGACACAGTTGCACG
TGGATTTTGTTCCGAGCTTGCACAAATGTGCATGATATCCGGAATGAACTTCAATCCCAA
TCCTGTTCTACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTGAAAACTCG
ATTTCACGATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGT
GATATTACCAGACAATAACGGCTCTCTTTATGGTGATCTAAAACGGATTTGTGAAACTGA
ACTTGGAATTGTCTCACAATGCTGCTTGACAAAACATGTATTTAAGATGAGCAAGCAGTA
TTTAGCTAATGTATCCCTGAAGATAAATGTGAAGGTTGGAGGAAGAAATACTGTGCTGGT
TGATGCGCTCTCTAGACGAATTCCCCTTGTCAGCGACCGCCCAACTATCATTTTTGGTGC
AGATGTCACCCATCCCCACCCTGGGGAGGATTCTAGCCCGTCAATTGCTGCGGTGGTTGC
TTCTCAAGATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTTTCTGCTCAAGCGCATAG
GCAAGAGCTTATACAAGATCTGTACAAGACTTGGCAAGATCCAGTTAGAGGACCTGTGAC
TGGTGGCATGATAAAGGAATTACTTATTTCCTTCCGTCGAGCAACTGGACAGAAGCCGCA
GAGAATTATATTCTACAGAGATGGTGTTAGTGAAGGACAATTTTACCAAGTTCTTCTTTT
TGAACTTGATGCAATCCGCAAGGCATGTGCATCTTTAGAACCCAACTATCAGCCCCCGGT
TACGTTTGTTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCCAATAACCACCACGA
CAGAAATGCAGTTGATCGGAGTGGGAACATTTTGCCTGGTACCGTTGTAGATTCAAAGAT
ATGCCACCCTACTGAATTTGATTTCTATCTCTGTAGCCATGCCGGCATACAGGGTACTAG
CCGCCCAGCTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCA
GTCTTTGACTAACAATCTTTGCTATACATATGCTAGGTGTACTCGTTCTGTCTCCATTGT
TCCACCAGCATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACATGGA

>Nbv3K605752598

CTCTATTCGCTTTTTGTTATCTACACATTTGATTTTCTCTCTCTACAAATCACGGTCACC
TATCACTCTCTTTCTCTCTCTACAAACATATAGTGCCGTTTCTCTCTCGGCCTCTCTTCG
TGTTTTAGGGCACCGTGGTGGTTGGTATCCAGGCGGCGGTTTTGAGTTATTACCatgGTG
CGGAAGAAGAGGACTGATGTTCCTGGTGGTGCTGAGAGTTTTGAGTCCCATGAAACTGGA
GGGGCACGAGGTGGTGCCCAACGCCCATCACAGCAGCAGCAACATCAGCATCAGCAAGGC
GGAGGAAGAGGCTGGGCACCTCAGCATGGAGGACATGGTGGCCGTGGTGGTGGGGGAGCT
CCACGTGGTGGAATGGCCCCTCAACAGTCCTATGGTGGACCTTCTGAATACTACCAACAG
GGCAGGGGAACCCAGCAGTATCAACGAGGTGGAGGACAACCCCAGCGCCGTGGTGGCATG
GGTGGCCATGGGGCACCTTCTGGTGGCCCTCCTCGGCCACCAGTACCCGAGCTGCACCAA
GCAACCCAGACTCAACATCAGCCTGTACCATATGGAAGACCATCAGAAACATACTCGGAG
GCTGGTTCCTCGTCTCAGCCACCCGAACCAACGACACAGCAAGTGACTCAGCAATTCCAG
CAACTTGTTGTGCAGCCAGAAGCAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAG
TCGATGAGGTTTCCACTCCGGCCAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAG
GCCAATCACTTCTTTGCCGAGTTACCTGACAAAGATCTGCACCAGTATGATGTTTCAATT
ACTCCTGAGGTCGCCTCTCGGGGTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTT

12



TATAGAGAATCCCATCTTGGGAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATAC
ACAGCAGGGCCCCTCCCTTTTGTTCAAAAGGATTTTAAAATCACTCTAATTGATGATGAT
GATGGACCTGGTGGTGCTAGGAGGGAAAGAGAGTTTAAAGTTGTGATCAAGCTGGCGGCT
CGTGCTGATCTTCATCACTTGGGGATGTTCTTACAAGGGAGACAGGCTGATGCACCGCAA
GAAGCACTTCAGGTGCTGGATATTGTGCTACGTGAGTTGCCAACATCTAGGTATTGTCCT
GTGGGCCGCTCTTTCTATTCCCCTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTA
GAGAGCTGGCGTGGCTTCTATCAAAGTATTCGTCCTACACAGATGGGATTATCCCTGAAT
ATTGATATGTCTTCCACGGCTTTCATTGAGCCACTGCCGATTATTGACTTCGTGAGCCAG
CTTCTGAATCGGGATATCTCTTCTAGACCACTGTCTGATGCTGACCGCGTTAAGATAAAG
AAGGCACTGAGAGGTGTAAAGGTGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTAT
CGCATTTCTGGCTTGACGTCTCAAGCAACAAGAGAGTTGACTTTTCCTGTCGATGAAAGG
GGTACGATGAAAGCTGTTGTGGAATATTTTCGGGAAACCTATGGTTTTGTCATTCGGCAT
ACCCAGTTGCCTTGTCTTCAAGTTGGAAATACGCAGAGGCCAAATTACTTGCCAATGGAA
GTATGTAAGATTGTAGAGGGACAGAGATACTCAAAGCGCTTGAATGAGAGGCAGATAACA
GCACTTCTAAAAGTGACCTGCCAACGTCCTCAAGAGAGAGAACGTGATATTCTTCAGACT
GTTCATCACAATGCTTATGCTGATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGT
GAGAAGCTTGCTCAAGTTGAGGCTCGCGTTTTGCCTGCACCTTGGCTTAAATACCATGAT
ACAGGTCGAGAGAAAGACTGTCTGCCACAAGTGGGCCAGTGGAATATGATGAATAAGAAA
ATGGTTAATGGAGGAACAGTGAACAACTGGATCTGTGTAAACTTTTCTCGCAATGTGCAA
GACACAGTTGCACGTGGATTTTGTTCCGAGCTTGCACAAATGTGCATGATATCCGGAATG
AACTTCAATCCCAATCCTGTTCTACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGA
GTCTTGAAAACTCGATTTCACGATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTA
GATCTTTTGATTGTGATATTACCAGACAATAACGGCTCTCTTTATGGTGATCTAAAACGG
ATTTGTGAAACTGAACTTGGAATTGTCTCACAATGCTGCTTGACAAAACATGTATTTAAG
ATGAGCAAGCAGTATTTAGCTAATGTATCCCTGAAGATAAATGTGAAGGTTGGAGGAAGA
AATACTGTGCTGGTTGATGCGCTCTCTAGACGAATTCCCCTTGTCAGCGACCGCCCAACT
ATCATTTTTGGTGCAGATGTCACCCATCCCCACCCTGGGGAGGATTCTAGCCCGTCAATT
GCTGCGGTGGTTGCTTCTCAAGATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTTTCT
GCTCAAGCGCATAGGCAAGAGCTTATACAAGATCTGTACAAGACTTGGCAAGATCCAGTT
AGAGGACCTGTGACTGGTGGCATGATAAAGGAATTACTTATTTCCTTCCGTCGAGCAACT
GGACAGAAGCCGCAGAGAATTATATTCTACAGAGATGGTGTTAGTGAAGGACAATTTTAC
CAAGTTCTTCTTTTTGAACTTGATGCAATCCGCAAGGCATGTGCATCTTTAGAACCCAAC
TATCAGCCCCCGGTTACGTTTGTTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCC
AATAACCACCACGACAGAAATGCAGTTGATCGGAGTGGGAACATTTTGCCTGGTACCGTT
GTAGATTCAAAGATATGCCACCCTACTGAATTTGATTTCTATCTCTGTAGCCATGCCGGC
ATACAGGGTACTAGCCGCCCAGCTCATTATCATGTTCTGTGGGATGAGAACAATTTTACT
GCTGACGCCCTGCAGTCTTTGACTAACAATCTTTGCTATACATATGCTAGGTGTACTCGT
TCTGTCTCCATTGTTCCACCAGCATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTT
TACATGGA

>Nbv3K805664652
CTCAGCATGGAGGACATGGTGGCCGTGGTGGTGGGGGAGCTCCACGTGGTGGAATGGCCC
CTCAACAGTCCTATGGTGGACCTTCTGAATACTACCAACAGGGCAGGGGAACCCAGCAGT
ATCAACGAGGTGGAGGACAACCCCAGCGCCGTGGTGGCATGGGTGGCCATGGGGCACCTT
CTGGTGGCCCTCCTCGGCCACCAGTACCCGAGCTGCACCAAGCAACCCAGACTCAACATC
AGCCTGTACCATATGGAAGACCATCAGAAACATACTCGGAGGCTGGTTCCTCGTCTCAGC
CACCCGAACCAACGACACAGCAAGTGACTCAGCAATTCCAGCAACTTGTTGTGCAGCCAG
AAGCAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAGTCGATGAGGTTTCCACTCC
GGCCAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAGGCCAATCACTTCTTTGCCG
AGTTACCTGACAAAGATCTGCACCAGTATGATGTTTCAATTACTCCTGAGGTCGCCTCTC
GGGGTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGAATCCCATCTTG
GGAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACTGCAG

>Nbv3K705828682
ACATTTTATTTTCTCTCTCTACAAATCACACTCACCTATCACTCTCTTTCTCTCTCTACA
AGCATATAGTGCCGTTTCTCTCTCTCCGCCTCTCTTCGTGTTTTAGGGCACCGTGGTGGT
TGGTATCCTGGCGGCGGTTTTGAGTTATTACCatgGTGCGAAGAAGAGAACTGATGTTC
CTGGTGGTGCTGAGAGTTTTGAGTCCCATGAAACTGGATGGGGACGAGGTGGTGCTCAAC
GGCCATCACAGCAGCAGCAACATCAGCATCAGCAAGGTGGAGGAAGAGGCTGGGCACCTC
AGCATGGAGGACATGGTGGCCGTGGTGGTGGGGGAGCTCCACGTGGTGGAATGGCCCCTC
AACAGTCCTATGGTGGACCTTCTGAATACTACCAACAGGGCAGGGGAACCCAGCAGTATC
AACGAGGTGGAGGACAACCCCAGCGCCGTGGTGGCATGGGTGGCCATGGGGCACCTTCTG
GTGGCCCTCCTCGGCCACCAGTACCCGAGCTGCACCAAGCAACCCAGACTCAACATCAGC
CTGTACCATATGGAAGACCATCAGAAACATACTCGGAGGCTGGTTCCTCGTCTCAGCCAC
CCGAACCAACGACACAGCAAGTGACTCAGCAATTCCAGCAACTTGTTGTGCAGCCAGAAG
CAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAGTCGATGAGGTTTCCACTCCGGC
CAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAGGCCAATCACTTCTTTGCCGAGT
TACCTGACAAAGATCTGCACCAGTATGATGTTTCAATTACTCCTGAGGTCGCCTCTCGGG
GTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGAATCCCATCTTGGGA
AGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACAGCAGGGCCCCTCCCTTTTG
TTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACCTGGTGGTGCTAGGA
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GGGAAAGAGAGTTTAAAGTTGTGATCAAGCTGGCGGCTCGTGCTGATCTTCATCACTTGG
GGATGTTCTTACAAGGGAGACAGGCTGATGCACCGCAAGAAGCACTTCAGGTGCTGGATA
TTGTGCTACGTGAGTTGCCAACATCTAGGTATTGTCCTGTGGGCCGCTCTTTCTATTCCC
CTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAGCTGGCGTGGCTTCTATC
AAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGATATGTCTTCCACGGCTT
TCATTGAGCCACTGCCGATTATTGACTTCGTGAGCCAGCTTCTGAATCGGGATATCTCTT
CTAGACCACTGTCTGATGCTGACCGCGTTAAGATAAAGAAGGCACTGAGAGGTGTAAAGG
TGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCATTTCTGGCTTGACGTCTC
AAGCAACAAGAGAGTTGACTTTTCCTGTCGATGAAAGGGGTACGATGAAAGCTGTTGTGG
AATATTTTCGGGAAACCTATGGTTTTGTCATTCGGCATACCCAGTTGCCTTGTCTTCAAG
TTGGAAATACGCAGAGGCCAAATTACTTGCCAATGGAAGTATGTAAGATTGTAGAGGGAC
AGAGATACTCAAAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGTGACCTGCC
AACGTCCTCAAGAGAGAGAACGTGATATTCTTCAGACTGTTCATCACAATGCTTATGCTG
ATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTTGCTCAAGTTGAGG
CTCGCGTTTTGCCTGCACCTTGGCTTAAATACCATGATACAGGTCGAGAGAAAGACTGTC
TGCCACAAGTGGGCCAGTGGAATATGATGAATAAGAAAATGGTTAATGGAGGAACAGTGA
ACAACTGGATCTGTGTAAACTTTTCTCGCAATGTGCAAGACACAGTTGCACGTGGATTTT
GTTCCGAGCTTGCACAAATGTGCATGATATCCGGAATGAACTTCAATCCCAATCCTGTTC
TACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTGAAAACTCGATTTCACG
ATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGTGATATTAC
CAGACAATAACGGCTCTCTTTATGGTGATCTAAAACGGATTTGTGAAACTGAACTTGGAA
TTGTCTCACAATGCTGCTTGACAAAACATGTATTTAAGATGAGCAAGCAGTATTTAGCTA
ATGTATCCCTGAAGATAAATGTGAAGGTTGGAGGAAGAAATACTGTGCTGGTTGATGCGC
TCTCTAGACGAATTCCCCTTGTCAGCGACCGCCCAACTATCATTTTTGGTGCAGATGTCA
CCCATCCCCACCCTGGGGAGGATTCTAGCCCGTCAATTGCTGCGGTGGTTGCTTCTCAAG
ATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTTTCTGCTCAAGCGCATAGGCAAGAGC
TTATACAAGATCTGTACAAGACTTGGCAAGATCCAGTTAGAGGACCTGTGACTGGTGGCA
TGATAAAGGAATTACTTATTTCCTTCCGTCGAGCAACTGGACAGAAGCCGCAGAGAATTA
TATTCTACAGAGATGGTGTTAGTGAAGGACAATTTTACCAAGTTCTTCTTTTTGAACTTG
ATGCAATCCGCAAGGCATGTGCATCTTTAGAACCCAACTATCAGCCCCCGGTTACGTTTG
TTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCCAATAACCACCACGACAGAAATG
CAGTTGATCGGAGTGGGAACATTTTGCCTGGTACCGTTGTAGATTCAAAGATATGCCACC
CTACTGAATTTGATTTCTATCTCTGTAGCCATGCCGGCATACAGGGTACTAGCCGCCCAG
CTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCAGTCTTTGA
CTAACAATCTTTGCTATACATATGCTAGGTGTACTCGTTCTGTCTCCATTGTTCCACCAG
CATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACATGGAGCCAGAGACATCTG
ATAATGGATCAGTCACAAGCGCAGCTGCTTCAAACAGAGGAGGTTTAGGAGCTATGGGAA
GGAGCACGCGAGCACCAGGTGCTGGTGCTGCTGTAAGGCCCCTTCCTGCTCTCAAGGAGA
ATGTTAAGAGGGTTATGTTTTATTGTTAGTGAAGTTCCTCCCTAAACCGGCTATATGATG
TGGATATTGGTTGACTTGCTAGGAGTCATGATTGCCACTAAAATGGCAAAGATGTTTTTT
CTTTTGAAAATTCTTAACTTTTGTTTATCACATCTTGGCTTGGCTTTACCTTGAGTGTGT
ATAGTATCCGGTTATTGTTTTGAAGTATTGGAAATTGGGTCATGAAATTTCAATTGTGTA
AGCCGTGTCAGTTTAGTAAGTCATTTGCACATGATGTTTGTGGTGTCTAGGAGTCGCAAA
TGGGCGGGCTGAATCGAATATAGTTCGGGTTGAAAATGGGTAATGAGAAACG

>Nbv3K705826800
ACATTTTATTTTCTCTCTCTACAAATCACACTCACCTATCACTCTCTTTCTCTCTCTACA
AGCATATAGTGCCGTTTCTCTCTCTCCGCCTCTCTTCGTGTTTTAGGGCACCGTGGTGGT
TGGTATCCTGGCGGCGGTTTTGAGTTATTACCatgGTGCGAAGAAGAGAACTGATGTTC
CTGGTGGTGCTGAGAGTTTTGAGTCCCATGAAACTGGATGGGGACGAGGTGGTGCTCAAC
GGCCATCACAGCAGCAGCAACATCAGCATCAGCAAGGTGGAGGAAGAGGCTGGGCACCTC
AGCATGGAGGACATGGTGGCCGTGGTGGTGGGGGAGCTCCACGTGGTGGAATGGCCCCTC
AACAGTCCTATGGTGGACCTTCTGAATACTACCAACAGGGCAGGGGAACCCAGCAGTATC
AACGAGGTGGAGGACAACCCCAGCGCCGTGGTGGCATGGGTGGCCATGGGGCACCTTCTG
GTGGCCCTCCTCGGCCACCAGTACCCGAGCTGCACCAAGCAACCCAGACTCAACATCAGC
CTGTACCATATGGAAGACCATCAGAAACATACTCGGAGGCTGGTTCCTCGTCTCAGCCAC
CCGAACCAACGACACAGCAAGTGACTCAGCAATTCCAGCAACTTGTTGTGCAGCCAGAAG
CAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAGTCGATGAGGTTTCCACTCCGGC
CAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAGGCCAATCACTTCTTTGCCGAGT
TACCTGACAAAGATCTGCACCAGTATGATGTTTCAATTACTCCTGAGGTCGCCTCTCGGG
GTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGAATCCCATCTTGGGA
AGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACAGCAGGGCCCCTCCCTTTTG
TTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACCTGGTGGTGCTAGGA
GGGAAAGAGAGTTTAAAGTTGTGATCAAGCTGGCGGCTCGTGCTGATCTTCATCACTTGG
GGATGTTCTTACAAGGGAGACAGGCTGATGCACCGCAAGAAGCACTTCAGGTGCTGGATA
TTGTGCTACGTGAGTTGCCAACATCTAGGTATTGTCCTGTGGGCCGCTCTTTCTATTCCC
CTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAGCTGGCGTGGCTTCTATC
AAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGATATGTCTTCCACGGCTT
TCATTGAGCCACTGCCGATTATTGACTTCGTGAGCCAGCTTCTGAATCGGGATATCTCTT
CTAGACCACTGTCTGATGCTGACCGCGTTAAGATAAAGAAGGCACTGAGAGGTGTAAAGG
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TGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCATTTCTGGCTTGACGTCTC
AAGCAACAAGAGAGTTGACTTTTCCTGTCGATGAAAGGGGTACGATGAAAGCTGTTGTGG
AATATTTTCGGGAAACCTATGGTTTTGTCATTCGGCATACCCAGTTGCCTTGTCTTCAAG
TTGGAAATACGCAGAGGCCAAATTACTTGCCAATGGAAGTATGTAAGATTGTAGAGGGAC
AGAGATACTCAAAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGTGACCTGCC
AACGTCCTCAAGAGAGAGAACGTGATATTCTTCAGACTGTTCATCACAATGCTTATGCTG
ATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTTGCTCAAGTTGAGG
CTCGCGTTTTGCCTGCACCTTGGCTTAAATACCATGATACAGGTCGAGAGAAAGACTGTC
TGCCACAAGTGGGCCAGTGGAATATGATGAATAAGAAAATGGTTAATGGAGGAACAGTGA
ACAACTGGATCTGTGTAAACTTTTCTCGCAATGTGCAAGACACAGTTGCACGTGGATTTT
GTTCCGAGCTTGCACAAATGTGCATGATATCCGGAATGAACTTCAATCCCAATCCTGTTC
TACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTGAAAACTCGATTTCACG
ATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGTGATATTAC
CAGACAATAACGGCTCTCTTTATGGTGATCTAAAACGGATTTGTGAAACTGAACTTGGAA
TTGTCTCACAATGCTGCTTGACAAAACATGTATTTAAGATGAGCAAGCAGTATTTAGCTA
ATGTATCCCTGAAGATAAATGTGAAGGTTGGAGGAAGAAATACTGTGCTGGTTGATGCGC
TCTCTAGACGAATTCCCCTTGTCAGCGACCGCCCAACTATCATTTTTGGTGCAGATGTCA
CCCATCCCCACCCTGGGGAGGATTCTAGCCCGTCAATTGCTGCGGTGGTTGCTTCTCAAG
ATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTTTCTGCTCAAGCGCATAGGCAAGAGC
TTATACAAGATCTGTACAAGACTTGGCAAGATCCAGTTAGAGGACCTGTGACTGGTGGCA
TGATAAAGGAATTACTTATTTCCTTCCGTCGAGCAACTGGACAGAAGCCGCAGAGAATTA
TATTCTACAGAGATGGTGTTAGTGAAGGACAATTTTACCAAGTTCTTCTTTTTGAACTTG
ATGCAATCCGCAAGGCATGTGCATCTTTAGAACCCAACTATCAGCCCCCGGTTACGTTTG
TTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCCAATAACCACCACGACAGAAATG
CAGTTGATCGGAGTGGGAACATTTTGCCTGGTACCGTTGTAGATTCAAAGATATGCCACC
CTACTGAATTTGATTTCTATCTCTGTAGCCATGCCGGCATACAGGGTACTAGCCGCCCAG
CTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCAGTCTTTGA
CTAACAATCTTTGCTATACATATGCTAGGTGTACTCGTTCTGTCTCCATTGTTCCACCAG
CATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACATGGAACCAGAGACATCTG
ACAGTGGATCAGTCACAAGCGCAGCTGCTTCAAACAGAGGAGGTGTAGGAGCTATGGGAA
GGAGCACGCGAGCCCCAGGTGCTGGTGCTACTGTAAGGCCCCTTCCTGCTCTCAAGGAGA
ATGTCAAGAGGGTTATGTTTTATTGTTAGAGAAGTTCTCGCTAAACCGGCTATATGATGT
GGATATTGGTTAATTTGCTACGATTCATGATTGCCACTAAAATGGCAAGATGTTTTTTCT
TTTGAAAATTCTATTTAGTTGTCACACCTTGGCTTGGCTTTACCGTGATATGTGTGATAT
CCGGCTATTGTTTTGAAAGTCTAGCACAAATTGGGTCATGAAATTTCAATTGTTCAAGGC
GTGTCAGTTAAGTGATTTGCACATGATGTTTGTGGTATCGAACAG

>Nbv3K745621734
ACACATTTTATTTTCTCTCTCTACAAATCACACTCACCTATCACTCTCTTTCTCTCTCTA
CAAGCATATAGTGCCGTTTCTCTCTCTCCGCCTCTCTTCGTGTTTTAGGGCACCGTGGTG
GTTGGTATCCTGGCGGCGGTTTTGAGTTATTACCatgGTGCGAAGAAGAGAACTGATGT
TCCTGGTGGTGCTGAGAGTTTTGAGTCCCATGAAACTGGATGGGGACGAGGTGGTGCTCA
ACGGCCATCACAGCAGCAGCAACATCAGCATCAGCAAGGTGGAGGAAGAGGCTGGGCACC
TCAGCATGGAGGACATGGTGGCCGTGGTGGTGGGGGAGCTCCACGTGGTGGAATGGCCCC
TCAACAGTCCTATGGTGGACCTTCTGAATACTACCAACAGGGCAGGGGAACCCAGCAGTA
TCAACGAGGTGGAGGACAACCCCAGCGCCGTGGTGGCATGGGTGGCCATGGGGCACCTTC
TGGTGGCCCTCCTCGGCCACCAGTACCCGAGCTGCACCAAGCAACCCAGACTCAACATCA
GCCTGTACCATATGGAAGACCATCAGAAACATACTCGGAGGCTGGTTCCTCGTCTCAGCC
ACCCGAACCAACGACACAGCAAGTGACTCAGCAATTCCAGCAACTTGTTGTGCAGCCAGA
AGCAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAGTCGATGAGGTTTCCACTCCG
GCCAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAGGCCAATCACTTCTTTGCCGA
GTTACCTGACAAAGATCTGCACCAGTATGATGTTTCAATTACTCCTGAGGTCGCCTCTCG
GGGTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGAATCCCATCTTGG
GAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACAGCAGGGCCCCTCCCTTT
TGTTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACCTGGTGGTGCTAG
GAGGGAAAGAGAGTTTAAAGTTGTGATCAAGCTGGCGGCTCGTGCTGATCTTCATCACTT
GGGGATGTTCTTACAAGGGAGACAGGCTGATGCACCGCAAGAAGCACTTCAGGTGCTGGA
TATTGTGCTACGTGAGTTGCCAACATCTAGGTATTGTCCTGTGGGCCGCTCTTTCTATTC
CCCTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAGCTGGCGTGGCTTCTA
TCAAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGATATGTCTTCCACGGC
TTTCATTGAGCCACTGCCGATTATTGACTTCGTGAGCCAGCTTCTGAATCGGGATATCTC
TTCTAGACCACTGTCTGATGCTGACCGCGTTAAGATAAAGAAGGCACTGAGAGGTGTAAA
GGTGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCATTTCTGGCTTGACGTC
TCAAGCAACAAGAGAGTTGACTTTTCCTGTCGATGAAAGGGGTACGATGAAAGCTGTTGT
GGAATATTTTCGGGAAACCTATGGTTTTGTCATTCGGCATACCCAGTTGCCTTGTCTTCA
AGTTGGAAATACGCAGAGGCCAAATTACTTGCCAATGGAAGTATGTAAGATTGTAGAGGG
ACAGAGATACTCAAAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGTGACCTG
CCAACGTCCTCAAGAGAGAGAACGTGATATTCTTCAGACTGTTCATCACAATGCTTATGC
TGATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTTGCTCAAGTTGA
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GGCTCGCGTTTTGCCTGCACCTTGGCTTAAATACCATGATACAGGTCGAGAGAAAGACTG
TCTGCCACAAGTGGGCCAGTGGAATATGATGAATAAGAAAATGGTTAATGGAGGAACAGT
GAACAACTGGATCTGTGTAAACTTTTCTCGCAATGTGCAAGACACAGTTGCACGTGGATT
TTGTTCCGAGCTTGCACAAATGTGCATGATATCCGGAATGAACTTCAATCCCAATCCTGT
TCTACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTGAAAACTCGATTTCA
CGATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGTGATATT
ACCAGACAATAACGGCTCTCTTTATGGTGATCTAAAACGGATTTGTGAAACTGAACTTGG
AATTGTCTCACAATGCTGCTTGACAAAACATGTATTTAAGATGAGCAAGCAGTATTTAGC
TAATGTATCCCTGAAGATAAATGTGAAGGTTGGAGGAAGAAATACTGTGCTGGTTGATGC
GCTCTCTAGACGAATTCCCCTTGTCAGCGACCGCCCAACTATCATTTTTGGTGCAGATGT
CACCCATCCCCACCCTGGGGAGGATTCTAGCCCGTCAATTGCTGCGGTGGTTGCTTCTCA
AGATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTTTCTGCTCAAGCGCATAGGCAAGA
GCTTATACAAGATCTGTACAAGACTTGGCAAGATCCAGTTAGAGGACCTGTGACTGGTGG
CATGATAAAGGAATTACTTATTTCCTTCCGTCGAGCAACTGGACAGAAGCCGCAGAGAAT
TATATTCTACAGAGATGGTGTTAGTGAAGGACAATTTTACCAAGTTCTTCTTTTTGAACT
TGATGCAATCCGCAAGGCATGTGCATCTTTAGAACCCAACTATCAGCCCCCGGTTACGTT
TGTTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCCAATAACCACCACGACAGAAA
TGCAGTTGATCGGAGTGGGAACATTTTGCCTGGTACCGTTGTAGATTCAAAGATATGCCA
CCCTACTGAATTTGATTTCTATCTCTGTAGCCATGCCGGCATACAGGGTACTAGCCGCCC
AGCTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCAGTCTTT
GACTAACAATCTTTGCTATACATATGCTAGGTGTACTCGTTCTGTCTCCATTGTTCCACC
AGCATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACATGGAACCAGAGACATC
TGACAGTGGATCAGTCACAAGCGCAGCTGCTTCAAACAGAGGAGGTGTAGGAGCTATGGG
ANAGGAGCACGCGAGCCCCAGGTGCTGGTGCTACTGTAAGGCCCCTTCCTGCTCTCAAGGA
GAATGTCAAGAGGGTTATGTTTTATTGTTAGAGAAGTTCTCGCTAAACCGGCTATATGAT
GTGGATATTGGTTAATTTGCTACGATTCATGATTGCCACTAAAATGGCAAGATGTTTTTT
CTTTTGAAAATTCTATTTAGTTGTCACACCTTGGCTTGGCTTTACCGTGATATGTGTGAT
ATCCGGCTATTGTTTTGAAAGTCTAGCACAAA

>Nbv3K745621399
ACACATTTTATTTTCTCTCTCTACAAATCACACTCACCTATCACTCTCTTTCTCTCTCTA
CAAGCATATAGTGCCGTTTCTCTCTCTCCGCCTCTCTTCGTGTTTTAGGGCACCGTGGTG
GTTGGTATCCTGGCGGCGGTTTTGAGTTATTACCatgGTGCGAAGAAGAGAACTGATGT
TCCTGGTGGTGCTGAGAGTTTTGAGTCCCATGAAACTGGATGGGGACGAGGTGGTGCTCA
ACGGCCATCACAGCAGCAGCAACATCAGCATCAGCAAGGTGGAGGAAGAGGCTGGGCACC
TCAGCATGGAGGACATGGTGGCCGTGGTGGTGGGGGAGCTCCACGTGGTGGAATGGCCCC
TCAACAGTCCTATGGTGGACCTTCTGAATACTACCAACAGGGCAGGGGAACCCAGCAGTA
TCAACGAGGTGGAGGACAACCCCAGCGCCGTGGTGGCATGGGTGGCCATGGGGCACCTTC
TGGTGGCCCTCCTCGGCCACCAGTACCCGAGCTGCACCAAGCAACCCAGACTCAACATCA
GCCTGTACCATATGGAAGACCATCAGAAACATACTCGGAGGCTGGTTCCTCGTCTCAGCC
ACCCGAACCAACGACACAGCAAGTGACTCAGCAATTCCAGCAACTTGTTGTGCAGCCAGA
AGCAGCTGCAACCCAAGCAATACAACCAGCATCGAGCAAGTCGATGAGGTTTCCACTCCG
GCCAGGAAAGGGTAGTACTGGTATTAGATGCATAGTTAAGGCCAATCACTTCTTTGCCGA
GTTACCTGACAAAGATCTGCACCAGTATGATGTTTCAATTACTCCTGAGGTCGCCTCTCG
GGGTGTCAACCGGGCTGTCATGGAGCAGCTGGTGAAGCTTTATAGAGAATCCCATCTTGG
GAAGAGGCTTCCAGCCTATGACGGAAGAAAAAGTCTATACACAGCAGGGCCCCTCCCTTT
TGTTCAAAAGGATTTTAAAATCACTCTAATTGATGATGATGATGGACCTGGTGGTGCTAG
GAGGGAAAGAGAGTTTAAAGTTGTGATCAAGCTGGCGGCTCGTGCTGATCTTCATCACTT
GGGGATGTTCTTACAAGGGAGACAGGCTGATGCACCGCAAGAAGCACTTCAGGTGCTGGA
TATTGTGCTACGTGAGTTGCCAACATCTAGGTATTGTCCTGTGGGCCGCTCTTTCTATTC
CCCTCATTTAGGACGAAGACAACCACTGGGTGAAGGTTTAGAGAGCTGGCGTGGCTTCTA
TCAAAGTATTCGTCCTACACAGATGGGATTATCCCTGAATATTGATATGTCTTCCACGGC
TTTCATTGAGCCACTGCCGATTATTGACTTCGTGAGCCAGCTTCTGAATCGGGATATCTC
TTCTAGACCACTGTCTGATGCTGACCGCGTTAAGATAAAGAAGGCACTGAGAGGTGTAAA
GGTGGAGGTCACTCATCGTGGAAATATGCGGAGGAAGTATCGCATTTCTGGCTTGACGTC
TCAAGCAACAAGAGAGTTGACTTTTCCTGTCGATGAAAGGGGTACGATGAAAGCTGTTGT
GGAATATTTTCGGGAAACCTATGGTTTTGTCATTCGGCATACCCAGTTGCCTTGTCTTCA
AGTTGGAAATACGCAGAGGCCAAATTACTTGCCAATGGAAGTATGTAAGATTGTAGAGGG
ACAGAGATACTCAAAGCGCTTGAATGAGAGGCAGATAACAGCACTTCTAAAAGTGACCTG
CCAACGTCCTCAAGAGAGAGAACGTGATATTCTTCAGACTGTTCATCACAATGCTTATGC
TGATGACCCATATGCGAAGGAGTTTGGTATTAAGATCAGTGAGAAGCTTGCTCAAGTTGA
GGCTCGCGTTTTGCCTGCACCTTGGCTTAAATACCATGATACAGGTCGAGAGAAAGACTG
TCTGCCACAAGTGGGCCAGTGGAATATGATGAATAAGAAAATGGTTAATGGAGGAACAGT
GAACAACTGGATCTGTGTAAACTTTTCTCGCAATGTGCAAGACACAGTTGCACGTGGATT
TTGTTCCGAGCTTGCACAAATGTGCATGATATCCGGAATGAACTTCAATCCCAATCCTGT
TCTACCACCAGTGAGTGCTCGCCCTGATCAAGTTGAGAGAGTCTTGAAAACTCGATTTCA
CGATGCTATGACAAAGTTGCAGCCAAATGGGAGAGAGCTAGATCTTTTGATTGTGATATT
ACCAGACAATAACGGCTCTCTTTATGGTGATCTAAAACGGATTTGTGAAACTGAACTTGG
AATTGTCTCACAATGCTGCTTGACAAAACATGTATTTAAGATGAGCAAGCAGTATTTAGC
TAATGTATCCCTGAAGATAAATGTGAAGGTTGGAGGAAGAAATACTGTGCTGGTTGATGC
GCTCTCTAGACGAATTCCCCTTGTCAGCGACCGCCCAACTATCATTTTTGGTGCAGATGT
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CACCCATCCCCACCCTGGGGAGGATTCTAGCCCGTCAATTGCTGCGGTGGTTGCTTCTCA
AGATTGGCCTGAAATTACAAAGTATGCTGGTTTGGTTTCTGCTCAAGCGCATAGGCAAGA
GCTTATACAAGATCTGTACAAGACTTGGCAAGATCCAGTTAGAGGACCTGTGACTGGTGG
CATGATAAAGGAATTACTTATTTCCTTCCGTCGAGCAACTGGACAGAAGCCGCAGAGAAT
TATATTCTACAGAGATGGTGTTAGTGAAGGACAATTTTACCAAGTTCTTCTTTTTGAACT
TGATGCAATCCGCAAGGCATGTGCATCTTTAGAACCCAACTATCAGCCCCCGGTTACGTT
TGTTGTGGTCCAGAAACGGCATCATACTAGGTTGTTTGCCAATAACCACCACGACAGAAA
TGCAGTTGATCGGAGTGGGAACATTTTGCCTGGTACCGTTGTAGATTCAAAGATATGCCA
CCCTACTGAATTTGATTTCTATCTCTGTAGCCATGCCGGCATACAGGGTACTAGCCGCCC
AGCTCATTATCATGTTCTGTGGGATGAGAACAATTTTACTGCTGACGCCCTGCAGTCTTT
GACTAACAATCTTTGCTATACATATGCTAGGTGTACTCGTTCTGTCTCCATTGTTCCACC
AGCATATTATGCACATTTGGCAGCTTTCCGTGCTCGGTTTTACATGGAGCCAGAGACATC
TGATAATGGATCAGTCACAAGCGCAGCTGCTTCAAACAGAGGAGGTTTAGGAGCTATGGG
AAGGAGCACGCGAGCACCAGGTGCTGGTGCTGCTGTAAGGCCCCTTCCTGCTCTCAAGGA
GAATGTTAAGAGGGTTATGTTTTATTGTTAGTGAAGTTCCTCCCTAAACCGGCTATATGA
TGTGGATATTGGTTGACTTGCTAGGAGTCATGATTGCCACTAAAATGGCAAAGATGTTTT
TTCTTTTGAAAATTCTTAACTTTTGTTTATCACATCTTGGCTTGGCTTTACCTTGAGTGT
GTATAGTATCCGGTTATTGTTTTGAAGTATTGGAAATTGGGTCATGAAATTTCAATTGTG
TAAGCCGTGTCAGTTTAGTAAGTCATTTGCACATGATGTTTGTGGTGTCTAGG

Figure S4
i)
ntamiR168a/b/c UCGCUUGGUGCAGGUCGGGAC 21
ntamiR168d/e UCGCUUGGUGCAGGUCGGGAA 21
EEEE SRR RS SRR EEEEEEES
ii)
bnamiR168 UCGCUUGGUGCAGGUCGAGAA 21
ntamiR168d/e UCGCUUGGUGCAGGUCGGGAA 21
ccamiR1l68a UCGCUUGGUGCAGGUCGGGAA 21
vunmiR168 UCGCUUGGUGCAGGUCGGGAA 21
mtrmiR168b/c UCGCUUGGUGCAGGUCGGGAA 21
tccmiR168 UCGCUUGGUGCAGGUCGGGAA 21
alymiR168a/b UCGCUUGGUGCAGGUCGGGAA 21
rcomiR168 UCGCUUGGUGCAGGUCGGGAA 21
crtmiR168 UCGCUUGGUGCAGGUCGGGAA 21
cclmiR168 UCGCUUGGUGCAGGUCGGGAA 21
vvimiR168 UCGCUUGGUGCAGGUCGGGAA 21
ptcmiR168a/b UCGCUUGGUGCAGGUCGGGAA 21
athmiR168a/b UCGCUUGGUGCAGGUCGGGAA 21
bnamiR168a UCGCUUGGUGCAGGUCGGGAA 21
gmamiR168a UCGCUUGGUGCAGGUCGGGAA 21
osamiR168a UCGCUUGGUGCAGAUCGGGAC 21
sofmiR168b UCGCUUGG-GCAGAUCGGGAC 20
sbimiR168 UCGCUUGGUGCAGAUCGGGAC 21
sofmiR168a UCGCUUGGUGCAGAUCGGGAC 21
zmamiR168a/b UCGCUUGGUGCAGAUCGGGAC 21
hvumiR168 UCGCUUGGUGCAGAUCGGGAC 21
bdimiR168 UCGCUUGGUGCAGAUCGGGAC 21
ntamiR168a/b/c UCGCUUGGUGCAGGUCGGGAC 21
cmemiR168 UCGCUUGGUGCAGGUCGGGA- 20
gmamiR168b UCGCUUGGUGCAGGUCGGG-- 19
mtrmiR168a UUGCUUGGUGCUGGUCGGGAA 21
osamiR168b AGGCUUGGUGCAGCUCGGGAA 21
agcmiR168 UGGCUUAGUGCAGCUCGGGGA 21
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Figure S5
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Primers specific for NbDAGO1-1L Primers specific for NbAGO1-1H
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1198
1199
1200
1201
1202
1203
1204
1205 Figure S6
1206

NbAGO1-1H UAUCAACGAGGUGGAGGACAACCCCAGCGCCGUGGUGGCAUGGGUGGCCAUGGGGCACCUUCUGGUGGCCCUCCUCGGCCACCAFUACCCGAGCUGCACCAAGCAACCCAGACUCAACAUCAGCCUGUAC- -~ -~~~ -~~~ =======--~ CAUAUGGAAGACCAUCAGAAACA

StuAGOl-like -AUCAACGAGGGGGAGGACAACCCCAGCGUCGUGGUGGUAUAGGGGGCCGUGGG - - - - CUUCUGGUGGCUCUUCUAGGCCACCAGUUCCCGAGCUGCACCAAGCAACUGRGACUCCACAUCAGCCCGUAC- -~ ~~~~~-~----------- CAUAUGGAAGACCAGCAGAARACA

StuAGO1B-1like -AACAACGAGGUGGAGGACCACCCCAGCAACAUGGUGGCAUAGGUGGCCGUGGAGCACCUUCUGGUGGGCCUUCUAGGCCACCALUUCCCGAGCUGCACCAAGCAACCACACAGACUCAACAUCAAGCUGUAAUGACUACUCAGCCCAUACCUUAUGGAAGACCAGCUGACACA

S1yAGOlA-like - - -CAACGAGGGGGAGGACAACCCCAGCGCCGUGGUGGUAUAGGGGGCCGUGGGGCACCUUCUGGUGGCUCUUCUAGGCCACCAGUUCCCGAGCUGCACCAAGCAACUGRGACUCCACARUCAGCCCGUAC- -~~~ =~~~ -~~~ -~ - - - - - - CAUAUGGAAGACCAGCAGAAACA

S1yAGO1B CAACAACGAGGUGGAGGACCACUCCAGCAACAUGGUGGCAUAGGUGGCCGUGGAGCACCUUCUGGUGGGCCUUCUAGGCCACCARUUCCCGAGCUGCACCAAGCAACCALACAGACUCAACAUCAAGCUGUAAUGACUACUCAGCCCAUUACUUGUGGAAGACCAGCUGACACA
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