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Supplementary Figure S1: Seven genes differentially expressed between responders and non-responders identified by
SAM analysis. CXCL9, CXCL10, CXCL11, HLA-DRA, IDO1 and MMP12 were up-regulated while AKR1C3 was down-regulated in
the responders group, and vice versa: A. SAM plot with significantly up-regulated genes labeled in red, down-regulated genes in green.
Only genes beyond the 95% confidence interval have been considered; B. Heatmap of Differentially Expressed Genes (DEG) expression
profiles in considered samples; C. Boxplot showing expression variation of DEGs in considered groups.
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Supplementary Figure S2: PAM results: misclassification error rates between responders and non-responders using
the set of 277 filtered genes.
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Supplementary Figure S3: TCGA data set analysis. IDO 1 and AKR1C3 expression level vs Residual tumor grade [RO=no residual
tumor; R1=microscopic residual tumor; R2=macroscopic residual tumor;]. RO were considered complete/good response while R1 and R2
bad/absent response.
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Supplementary Figure S4: A. Heatmap plot for genes related to survival. The analysis was performed using the four probe sets
identified by local false discovery rate method. Probe ID: 202794 at=INPP1; 226833 at=CYBS5D1; 224963 at=SLC26A2; 232386 at=
VPS13C; B. The analysis was performed using the seven probe sets identified by g-value method. Class = 1 identifies the event. Probe
ID: 204017 at=KDELR3; 202794 at=INPP1; 226833 at= CYBS5DI; 214249 at=TRIM2; 232386 at=VPS13C; 210038 at=PRKCQ;
224963 at=SLC26A2. Abbreviations: pT=primary tumor; pN=primary node; R=residual tumor; TRG=tumor regression grade.



www.impactjournals.com/oncotarget/

Oncotarget, Supplementary Materials 2015

Supplementary Table S1: Differentially expressed genes between responders and non-responders
groups identified by the three different studies

Kim et al. Agostini et al. Rimkus et al.
AP2B1 FLJ14054 ]C“}Sncjfgégz 25::?1)1 XRCC3ID: ADPRHL?2 PEX14
Gene ID: 163 Gene ID: 4883 440895 6192 7517 Gene ID: 54936 | Gene ID: 5195
ARHGEF7 FLJ20674 Ié(e)rffe91()§79 E}l:feIID- ZNF160ID: BLVRA SDHC
Gene ID: 8874 Gene ID: 54621 90379 10055 90338 Gene ID: 644 Gene ID: 6391
ASL FLNA Iégiglzg .82 E}EnMe?éC HFMI1ID: C10orf4 SF3A1
Gene ID: 435 Gene ID: 2316 02482 10512 164045 Gene ID: 118924 | Gene ID: 10291
BICD2 FOXO3A MAX (S}I;r(fj?g 3 ASXL2ID: Cl4orf48 SLC35E1
Gene ID: 23299 | Gene ID: 2309 | Gene ID: 4149 57419 ’ 55252 Gene ID: 256369 | Gene ID: 79939
BMP4 FRMD4A I\G/I;i%) Z‘me C90rf57 SP2
Gene ID: 652 Gene ID: 55691 23263 6659 Gene ID: 138240 | Gene ID: 6668
BTAF1 GLDC MLF2 ZUII;TIIDA 2 CASP1 STAT2
Gene ID: 9044 Gene ID: 2731 | Gene ID: 8079 676996 ’ Gene ID: 834 Gene ID: 6773
TAF6
RPAP2 GPR107 MMP14 Gene ID- CCNK TDEI1 Gene ID:
Gene ID: 79871 |Gene ID: 57720 | Gene ID: 4323 6378 ’ Gene ID: 8812 10955
MISI8A H2AFX MSX2 2]31? 11%1_3 COX15 TIALL1
Gene ID: 54069 |Gene ID: 3014 | Gene ID: 4488 5:66e2 ’ Gene ID: 1355 Gene ID: 7073
TBL2
CENPM HEMK1 NF1 Gene ID- ETS2 Gene ID: | TNFRSF1BGene
Gene ID: 79019 | Gene ID: 51409 | Gene ID: 4763 26608 ’ 2114 ID: 7133
FAMI134A ZFP276 25;612[)_ g:iele' FREMI1 Gene TOE1
Gene ID: 79137 | Gene ID: 92822 23636 7036 ID: 158326 Gene ID: 114034
C7orf25 HNRNPC 2261;2{113 gjﬁg}gz GGA2 TUBDI1
Gene ID: 79020 | Gene ID: 3183 53829 10618 Gene ID: 23062 | Gene ID: 51174
CDC20 HNRPR PCSK5 Z}};nMe‘tID' GRCCI10 Gene |ZNF652
Gene ID: 991 Gene ID: 10236 | Gene ID: 5125 7171 ’ ID: 113246 Gene ID: 22834
CPS1 HSD3B2 E}]Zriljlg éﬁiﬂ% H41Gene ID: USP42
Gene ID: 1373 Gene ID: 3284 27250 9618 55573 Gene ID: 84132
DDX1 HSPC047 PDXK égri]iD' KCNIJ2 USP48
Gene ID: 1653 Gene ID: 29060 | Gene ID: 8566 203068 ’ Gene ID: 3759 Gene ID: 84196
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Kim et al. Agostini et al. RimKkus et al.
EIF4A1 HSPC152 E}I:EJID' ?e(rll\giD' KPNAG6 VPS37C
Gene ID: 1973 Gene ID: 51504 51533 7298 Gene ID: 23633 | Gene ID: 55048
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Gene ID: 1994 | Gene ID: 3358 |ID: 26034 23"3 5’ L Gene ID: 3837 | Gene ID: 9589
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Gene ID: 2060 Gene ID: 9452 | Gene ID: 5887 7869;2 ’ Gene ID: 55669
EZH1 KCNH2 RAPIA MGC14288
Gene ID: 2145 Gene ID: 3757 | Gene ID: 5906 Gene ID: 84987
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Gene ID: 26232 | Gene ID: 23592 | Gene ID: 9693 Gene ID: 23164
FGFR4 Gene ID: | LMNB2 Iézrl;; ?;5 NARF
2264 Gene ID: 84823 140801 Gene ID: 26502
FHL1 Gene ID: 15}853183768 RPS2Gene ID: PAPD1
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Supplementary Table S2: Single matrix of 277 differently expressed genes obtained through

de-novo integration of gene expression data
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Supplementary Table S3: Significantly enriched pathways and p-values for: (a) figure 2 and (b)
figure 4

a) Pathway p-value

Immune System 3,64E-07
Signal Transduction 0,024148
Hemostasis 0,181925
Metabolism 0,21381

Apoptosis 0,220759
Developmental Biology 0,370575
b) Pathway p-value

Immune System 3,14E-16
;NSZHS mediated ubiquitination of RIG-I, MDAS and 6A1E-07
Hemostasis 9,07E-06
Signal Transduction 0,002719
Metabolism 0,002898
APC-Cdc20 mediated degradation of Nek2 A 0,008458
Cell-Cell communication 0,013402
Gene Expression 0,023573
Apoptosis 0,053735
Cdc20:Phospho-APC/C mediated degradation of Cyclin A 0,059329
Disease 0,070436
Developmental Biology 0,143688
Cell Cycle 0,148407
Neuronal System 0,166389
Muscle contraction 0,235869
Metabolism of RNA 0,338982
DNA Repair 0,345511
DNA Replication 0,353839
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Supplementary Table S4: Raw data obtained from “The Comparative Toxicogenomics Database”
(CTD) for figure 3A. Data for figure 3B is extracted from the network used to produce figure 3A.



