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SECTION 4: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 15%) AND FM GENES (BOTTOM 15%)
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Supplementary Figure S4-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S4-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S4-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S4-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S4-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S4-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S4-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.



www.impactjournals.com/oncotarget/ Oncotarget, Supplementary Materials 2015

P=2.65E-17 P=2.05E-17 P=2.83E-17 P=3.14E-16 P=4.51E-19 P=8.85E-17
FMG SMG FMG SMG FMG SMG FMG SMG FMG SMG FMG SMG
3- . S-— -T- o s S“ = = 3-— -'r -~ 10_‘-‘ b - 3“ = o oo
m._l o | 1 o] 1 o | 1 o | 1 o | 1
N ° l N © ' : 2 N : § < ] N !
£ o | £ £ £ £ £
T owl 3 i 2 & 3 <« | 2 = | B =i 8 = |
[S =] . : o © o o I 0o < — o @ o © —
= =} o = a =}
sl o~ — o — o~ - o — o~ | ~
[=] o o o o o L |
(o T o.__:__i_ cz__:__i_ C?__‘.__i_ cz__:__:._ cv.__:__i_
(=1 T L= T o T (=] T o T o T
ASW CEU CHB CHD GIH JPT
P=3.20E-17 P=2.41E-18 P=6.36E-16 P=4.54E-18 P=1.72E-16
FMG SMG FMG SMG FMG SMG FMG SMG FMG SMG
e, .= = a ., 8 = o |
o | o | ! o | o | ! :‘ o |
o ° e = B4 o ° l CUR B o ° I
t o E o ' ' = i =i : t o
2 o 4 =t 2 o ' L B s ,go“_!_ i
.07 (] % $.li ] % § .7
& ' : & < } ' ; !
831: | 83a7 §31: | 8 a7 831 : !
o] ' . o) o] E [ o ! '
QQ J”"QQ
=1 o - =] (=] <
=70 [ el 8 o _ _1_ _L = g T o | _L ol b
(=] : (=] - (=] T (=] T (=] T
LWK MEX MKK TSI YRI

Supplementary Figure S4-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S4-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Figure S4-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S4-1: Summary statistics for the comparisons of dn/ds in 21 species
Supplementary Table S4-2: Summary statistics for the comparisons of sequence identity in 21 species
Supplementary Table S4-3: Summary statistics for the comparisons of r? in HapMap population.

Supplementary Table S4-4: Summary statistics for the comparisons of r*in 1000 genomes populations
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SECTION 5: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 25%) AND FM GENES (BOTTOM 25%)
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Supplementary Figure S5-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S5-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S5-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S5-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S5-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S5-6: The box plot of the SM genes against the FM genes in the SNP density.



www.impactjournals.com/oncotarget/ Oncotarget, Supplementary Materials 2015

<
o
B FMG
O SMG
m ] S r—
9
A
& o
5 o
Q
=
g |
o
o |
ASW CEU CHB CHD GH  JPT  LWK MEX MKK TSI YRI

HapMap Project population

Supplementary Figure S5-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S5-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S5-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S5-1: Summary statistics for the comparisons of dn/ds in 21 species
Supplementary Table S5-2: Summary statistics for the comparisons of sequence identity in 21 species
Supplementary Table S5-3: Summary statistics for the comparisons of r* in HapMap population

Supplementary Table S5-4: Summary statistics for the comparisons of r*in 1000 genomes populations
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SECTION 6: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 20%) AND FM GENES (BOTTOM 20%) USING EXON DATA
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Supplementary Figure S6-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S6-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S6-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S6-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S6-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S6-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S6-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S6-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S6-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.



www.impactjournals.com/oncotarget/

P=6.64E-60 P=2.29E-47
FMG SMG FMG SMG
L= L= =1
- i 1 - J- ',l' -
o2 l oL ] 1|8 @
c l IS : ' IS
Qo <9 ] ! Q « 1 ; Q @
g°1: | 8°1: 4 ©°
= A = - H =
Q = | ' L = | L =
O o ' Q o 0O o
g HD !
5 ;B S s ] 9
< _|_ _:_ < _L .|_ <
(=1 T [=] T =
ASW CEU
P=7.41E-44 P=8.86E-60
FMG SMG FMG SMG
Sd & e | 2o d % 5 | =
1L 7 1 I -
wgdd o[l -
“— - H a— —
§ o | 5 o | & ©
S o] ! G © ' | G °
5 ‘,_B T eli {]| B=
0 o QO o : ' 0O o
(%] Qo f o
Ssiti] 8 SE]B 23
ol L & o] L o
= T o T o
JPT LWK

P=2.04E-45
FMG SMG

T

HRAR:
! =
4 b @
i o
=
N 7]
o
(%]
E ! G
B [N =
- —_— - ——
CHB
P=1.78E-47
FMG SMG

- oL

: =

{1 1] @

o =

| B 5

Q

o

BI D

1 i
MXL

0.8

0.6

04

02

0.0

1.0

02 04 06 08

0.0

Oncotarget, Supplementary Materials 2015

P=3.85E-44
FMG SMG

17

o

i

LD coefficient r?

0.2

- =

CHS

P=1.18E-49
FMG SMG

LD coefficient r?

0.8

0.6

0.4

0.0

1.0

02 04 06 08

0.0

P=8.13E-48
FMG SMG

LD coefficient r?

0.2

' ]
R e

CLM

P=2.64E-49
FMG SMG

T

i
i
'
"

LD coefficient r*

1.0

0.8

0.6

0.4

0.0

02 04 06 08 1.0

0.0

P=1.15E-46
FMG SMG

e

99

P=4.37E-59
FMG SMG

/1

LD coefficient r?

0.2

08

0.6

04

D0

P=2.84E-48
FMG SMG

7 1

Supplementary Figure S6-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S6-1: Summary statistics for the comparisons of dn/ds in 21 species
Supplementary Table S6-2: Summary statistics for the comparisons of sequence identity in 21 species
Supplementary Table S6-3: Summary statistics for the comparisons of r* in HapMap population

Supplementary Table S6-4: Summary statistics for the comparisons of r*in 1000 genomes populations
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SECTION 7: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 20%) AND FM GENES (BOTTOM 20%) USING INTRON DATA
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Supplementary Figure S7-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.



www.impactjournals.com/oncotarget/ Oncotarget, Supplementary Materials 2015

b7
© | m fMe
O SMG
« |
o
w
=]
]
©
g N
m <O
-
5]
=
-
o
o
(o]
amel btau cfam cac cpor ecab i laff mdom mfur miuc mmul mmus nleu ocun ogar pabe plro  rnor  shar  ssor

Species

Supplementary Figure S7-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S7-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of

the 21 species.
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Supplementary Figure S7-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S7-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S7-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S7-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S7-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S7-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Figure S7-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of

the 13 populations of 1000 Genomes Project.
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Supplementary Table S7-1: Summary statistics for the comparisons of dn/ds in 21 species
Supplementary Table S7-2: Summary statistics for the comparisons of sequence identity in 21 species
Supplementary Table S7-3: Summary statistics for the comparisons of r? in HapMap population

Supplementary Table S7-4: Summary statistics for the comparisons of r*in 1000 genomes populations
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SECTION 8: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 20%) AND FM GENES (BOTTOM 20%) USING 3’UTR DATA
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Supplementary Figure S8-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S8-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S8-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S8-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S8-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S8-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S8-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S8-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S8-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Figure S8-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S8-1: Summary statistics for the comparisons of dn/ds in 21 species
Supplementary Table S8-2. Summary statistics for the comparisons of sequence identity in 21 species.
Supplementary Table S8-3: Summary statistics for the comparisons of r* in HapMap population

Supplementary Table S8-4: Summary statistics for the comparisons of r>in 1000 genomes populations
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SECTION 9: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 20%) AND FM GENES (BOTTOM 20%) USING S’UTR DATA
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Supplementary Figure S9-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S9-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S9-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S9-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.



www.impactjournals.com/oncotarget/ Oncotarget, Supplementary Materials 2015

P=2.73E-71 1.44E-T1 P=7.46E-68 P=7.21E-74 P=9.17E-58 P=2.21E-68 P=4.73E-61
z z z z8 P S z
= = = g - £ o |~ E = b=
ik} i} @ it} Q@ o 7 @ 1)
© k=] ° b= k<] E ke k=)

iy - i
8 8 3 8 = g~ |V 8 3
c c C c . e c =
o @ @ @ @ ) © @
=] - 3 ] =] - 1 = =
o o o o o i o o
[ @ [} o 2 D v | ] 1}
0 n n (7 I n o (7 n
cjac cpor

P=1.65E-62 P=5.20E-42 P=2.16E-57 P=1.96E-68 P=2.21E-47
2 F_I\:l_G S_I\"'I_G 2 qF_h"l_G S_I\-"'I_G 2 | FEA_G S_I\:|_G = 3 2 8 : F_I\:"I_G SMG B =
E o |~ E ol E o £ o < B £ =
g2 EE g:ﬁ‘-E| ﬁcﬁ‘EE § 21 $ _E: g g

] | 7 ' . o ' [=1 ;
& T ghB g ] ® el 8 24 8 g g4
R g ° | g 21! g ° & & g
z : g 1 5 . z T - & oy
i . N o o
33 $gall ‘] edx il & 2- gell 1] g 3 8
lafr mdom mfur mmul nleu

P=1.92E-56 P=1.12E-45 P=6.81E-38 P=1.18E-53 P=1.25E-46 P=2.69E-50 P=2.12E-47

FMG SMG FMG SMG FMG SMG
= )
£ g z 8 £ . = £ £ £
cE @ = & c 2 i = £ o c
O o o] ] o 2 o D o ]
© he] h] = L2 k<] p =
@ o o 8 o 4 @ o @
g 5 g g oS g @ g g = g
g ° s @ 3 © [} g ° T
3 = 3 pov | 3 = =)
o o o o (=2 o o
0 w ] o 2 [ = [ ) D w ]
n o (%) n 2 n 2 %] n o n

ocun pabe ptro rnor sscr

Supplementary Figure S9-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S9-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S9-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S9-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S9-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Figure S9-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S9-1: Summary statistics for the comparisons of dn/ds in 21 species
Supplementary Table S9-2. Summary statistics for the comparisons of sequence identity in 21 species.
Supplementary Table S9-3: Summary statistics for the comparisons of r? in HapMap population

Supplementary Table S9-4: Summary statistics for the comparisons of r*in 1000 genomes populations
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SECTION 10: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN SM
(TOP 20%) AND FM GENES (BOTTOM 20%) USING TSS1500 DATA
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Supplementary Figure S10-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S10-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S10-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S10-4: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S10-5: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S10-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S10-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S10-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S10-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Figure S10-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S10-1: Summary statistics for the comparisons of dn/ds in 21 species

Supplementary Table S10-2: Summary statistics for the comparisons of sequence identity in 21
species

Supplementary Table S10-3: Summary statistics for the comparisons of r> in HapMap population

Supplementary Table S10-4: Summary statistics for the comparisons of r’> in 1000 genomes
populations
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SECTION 11: COMPARISON OF EVOLUTIONARY CONSERVATION BETWEEN
SM (TOP 20%) AND FM GENES (BOTTOM 20%) USING ENCODE PROJECT DNA
METHYLATION DATA
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Supplementary Figure S11-1: The bar plots of the SM genes against the FM genes in the percentage of orthologous
genes for each of the 21 species.
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Supplementary Figure S11-2: The bar plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S11-3: The box plots of the SM genes against the FM genes in the evolutionary rate for each of
the 21 species.
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Supplementary Figure S11-4: The box plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S11-5: The bar plots of the SM genes against the FM genes in the sequence identity for each of
the 21 species.
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Supplementary Figure S11-6: The box plot of the SM genes against the FM genes in the SNP density.
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Supplementary Figure S11-7: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S11-8: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 11 populations of HapMap Project.
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Supplementary Figure S11-9: The bar plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Figure S11-10: The box plots of the SM genes against the FM genes in the LD coefficient r2 for each of
the 13 populations of 1000 Genomes Project.
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Supplementary Table S11-1: Summary statistics for the comparisons of dn/ds in 21 species

Supplementary Table S11-2: Summary statistics for the comparisons of sequence identity in 21
species

Supplementary Table S11-3: Summary statistics for the comparisons of r2 in HapMap population.

Supplementary Table S11-4: Summary statistics for the comparisons of r> in 1000 genomes
populations



