
S2 Fig. Vertical evolution of CheV in Enterobacteriales. Comparison of the CheA 

and CheV phylogenetic trees suggests vertical evolution of CheV and supports the 

hypothesis that CheV was present in the common ancestor of Enterobacteriales. Each 

sequence tag contains the first two letters of the genus, the first three letters of the 

species and the organism id in the MIST database, followed by the locus and accession 

number. The tag also includes the chemotaxis class (e.g. F7). 
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