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Supplementary Figure 7: Full length western blots for mGluR5, EAAT3 and cellular markers. 
Uncropped immunoblots of a) mGluR5, b) EAAT3, c) LB  (Lamin B ), d) Pan-Cad (Pan-cadherin) 2 2

comprising panels in Figure 1d, and uncropped immunoblots of  e) mGluR5, f) EAAT3, g) LB  h) Pan-Cad 2

and i) LDH (lactate dehydrogenase) comprising panels in Figure 3d. Molecular weights are indicated in the 

scale on the left (SNI, spared nerve injury; Nu, nuclear; PM, plasma membrane; Cyt, cytosolic).
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Supplementary Figure 8: Full length western blots for pERK1/2, ERK1/2 and Arc/Arg3.1 (Arc) 
and cellular markers. Uncropped immunoblots of a) pERK1/2, b) ERK1/2, c) Arc, d) LB  (lamin B ), e) 2 2

Pan-Cad (Pan-cadherin), and f) LDH (lactate dehydrogenase) comprising panels in Figure 4a. 

Molecular weights are indicated in the scale on the left (SNI, spared nerve injury; Veh, vehicle; Feno, 

fenobam; Nu, nuclear; PM, plasma membrane; Cyt, cytosolic).


