
	  
	  
	   Figure S1.   	  Validation 	  of	   the	   CSO	   implementation	   using	   the	   model	   of	   a	   straight	  

homogenous	   DNA	   sequence.	   Black	   line	   corresponds	   to	   calculated	   J	   factors,	   while	   red	  

circles	  are	  used	  to	  show	  J	  factors	  based	  on	  results	  reported	  in	  ref.	  	  (29).	  The	  Y-‐axis	  depicts	  J	  

factors	  (log	  scaled),	  while	  the	  X-‐axis	  reflects	  the	  length	  of	  the	  DNA	  fragment.	  	  


