S1 File. The gene model for R(WRKY03. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5 UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

misassembled “TTNNNTTGAC” sequence is boxed.

1 ttcaaagacagtgtcttctctgattatctcagtaattttaatttgcaatctttaatctge
61 aattagtttcattctcatctccaaaaacgggaactgaaaaacttcattaccaagtccceg
121 taaacgcacgctctctccatccattttcaaaaattttaaatgacggtcaggtgactctta
1 M MDUPNZPPPP
181 tacttccctectectaaatecaccgteteegecaATGATGGACCCCAATCCACCACCACCG
I0os pPRQQPSFADSETTLEMASI
241 TCACCGCCGCGGCAACAGCCTTCCTTCGCCGACTCCGAAACCCTAGAAATGGCCTCCATT
3OND A LNDTSTSQNESS SSRGS TA
301 AATGATGCTCTAAACGACACCTCCACTAGCCAAAACGAGAGTAGCAGAGGAAGCATAGCG
50E R R A AKCGFIKADI RTINTATRTFR
361 GAGCGAAGAGCCGCCAAATGCGGTTTTAAAGCAGATAGAATTAATACGGCGCGATTCCGT
70T I T P L T S PAAAVRSPCI
421 ACAATCACTCCCTTGACITTNNNTTGAGTTCGCCGGCCGCGGCTGTCCGCTCGCCGTGTAT
8« T 1 P P G I S P TALULDSU®PTIMTLPN
481 AACTATTCCGCCTGGTATTAGCCCCACCGCGCTTCTCGATTCACCGATTATGCTGCCAAA
107 C Q
541 TTGTCAGgtcaatttcatttatttattttcatttccgtttcttagetttgecaattttett
601 ttaattttttactaattaaaatttttaatgtaacatgtcgattgcaaatttagaaaaaaa
661 acatttaatatgcatgttagcttagtaaaacgacaaatgatttcgtgtttgatgttttta
109 P
721 atgtgttttattatatattaatttttctcttttattttattttactttttgggtgecagCC
10 s p T T G S FPFPLMNTCGSSATP
781 TTCTCCAACTACAGGAAGTTTCCCGTTTCCGCTTATGAATTGTGGAAGTTCAGCGACTCC
30 ADVENSSNGGSYTULI KZPQ QNG GTF
841 TGCTGACGTGGAGAATAGTAGTAATGGCGGTTCCTACACATTGAAGCCTCAAAATGGCTT
150 A AL E A E
901 TGCTGCCTTAGAAGCTGAGgtacttgtttaagtaatgatatttacgcaagaagcagcage
961 tatgtaacctcttttaattgttcatacgggtcttggttcggtacaatctgattttttetg
1021 cattaaatagcatcgtctacttgatagcactatatgaattgtgtaattttatcaatgttt
156 R S N A G D
1081 caactgagacttatatgccttctgecattttttactcttgggtagAGAAGTAATGCTGGTG
62 F Q EV GG S L MEFEFPVETFTILIKQA
1141 ACTTTCAAGAAGTTGGCTCGTTAATGGAATTTGAATTCCCAGTGGAGTTCTTAAAGCAAG
82 I T E S YA ENSATDTIIKVLNSMV
1201 CTATCACAGAGAGTTATGCTGAAAATTCGGCAACTGACATCAAAGTCTTAAATAGCATGG
202 T DANLSDVQMDSTPETENVGT
1261 TTACAGATGCCAACTTGAGTGATGTGCAAATGGACTCCATCCCGGAAGAAAATGTTGGGA
222 C H P EEEEXKGRULSATGTARNS
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CATGCCATCCTGAGGAAGAAGAGAAAGGGAGACTCTCTGCAACAGGGATTGCAAGGAATT
EDGYNWRIEKYOGQ KQVKGSETFP
CAGAAGATGGATACAATTGGAGAAAGTATGGACAGAAGCAAGTCAAAGGGAGTGAATTCC
R SYYXKCTHPNCQV KZ KI KTETRS
CAAGGAGCTACTATAAGTGTACCCACCCAAATTGTCAGGTAAAGAAAAAAATAGAGCGTT
HDGQITETTYZKSGTHNHPIKPQ
CTCATGATGGTCAGATAACAGAAATCATCTATAAAGGTACCCATAATCACCCTAAACCTC
PSRRAHVYVY GSTSSFDEVPETTD
AGCCTAGTCGCCGAGCACATGTTGGATCGACTTCTTCATTTGATGAGGTGCCAGAGATTG
EGNATOCZFKVETGSAWIEKNPAQP
ATGAAGGGAATGCAACCTGTTTCAAAGTAGAAATTGGGTCTGCTTGGAAAAATCCGCAAC
G S NGGLERTSSASVVTETLSTD
CAGGGTCCAATGGGGGTCTGGAAAGGACGTCTTCAGCATCTGTTGTGACAGAGCTTTCTG
pPLSTTAQ QG KSTOGTT FEZSAGTPE
ATCCTCTATCAACCACTCAAGGAAAATCTATTGGTACATTTGAATCAGCAGGAACACCAG
L SSTULVSNDDDDUDGATA QG GS I
AGCTTTCTTCCACACTTGTTAGTAATGATGACGATGACGACGGGGCCACTCAGGGAAGCA
S L ¢GVDADTITEZESESTZKTR RTR
TATCACTTGGAGTGGATGCTGATATTGAGGAATCCGAGTCAAAAAGAAGgtatttatcte
tgttctttgetgtgtatctgcatagcagaagaacatgataagttgtttetatttetttet
K 1T E S CL VET
tttttttttaatttttattttctcacgttcagGAAAATAGAAAGCTGCTTGGTTGAAACA
S L SSRAVREZPRVVVQTESEI
AGTCTGTCATCCAGAGCTGTTCGCGAACCAAGAGTTGTTGTCCAAATAGAGAGTGAAATT
b I LDDGYU RWRIKYG GQ KV VKGN
GACATACTTGATGATGGATACCGCTGGAGGAAGTATGGTCAAAAAGTTGTGAAGGGTAAT
P N P R
CCAAACCCTAGgtactgacattttatactgttttaactaaacttcatcttecctatgaatt
tttttcttatttaaaatggatagcactggggtacacatttgatgtttcggagtaaaataa
agtgatatatttgcttttaggatttcagttatctgttttagttttatttactctecttggt
gatacatatttgcatctcaggtacattggagatggtcaaagttggcttgattgatgcaat
S Y Y
taaaatgcattcttttttgaatatctctetgacttetttttettegacagGAGTTATTAC
K ¢CTSAGTCSVRIEKHVERASIHNIL
AAATGCACGAGTGCTGGATGTTCAGTGAGAAAACATGTGGAAAGAGCCTCCCACAACTTG
K F Vv I TTYZES GI KHNUHEVPAATZKN
AAATTTGTCATTACAACATATGAGGGAAAACACAATCATGAAGTGCCTGCAGCCAAAAAC
S NNLSSGGTSULPQVTTNAZ QTP
AGCAATAATCTGAGCTCAGGTGGTACCAGTTTACCTCAGGTTACTACCAATGCACAGCCT
AL TLARNTNR RTI KU PET QM QDY
GCCCTGACATTAGCCAGAAACACCAACAGGACAAAACCTGAAACACAAATGCAAGATTAT
AP GFDIRIKZPVFNNDYSU RTLSEFP
GCACCTGGCTTTGATAGAAAACCAGTATTTAACAATGACTATTCGAGACTTAGTTTTCCT
GHFSNZEMIKTELGASS STYU®PLIKTFP



2761
594
2821
614
2881
634
2941
654
3001
674
3061
694
3121
3181
3241

GGACATTTCAGTAATGAGATGAAGCTCGGGGCTTCCTCCATCTATCCATTGAAGTTCCCA
pPLQHTMPYSSILETFNRGATHH
CCCCTTCAACATACCATGCCTTACAGCTCTCTGGAATTCAATCGCGGTGCTACCCATCAC
S SSMAPVVPDFQTISILPSSLH
TCTAGCTCTATGGCTCCAGTTGTTCCAGATTTTCAAATTTCGCTGCCATCAAGTCTGCAT
T S ANLSMPGADT FNYNGTR R®PTS
ACATCTGCAAATCTTTCTATGCCTGGTGCTGACTTTAATTATAATGGGAGACCTATTAGT
Q G QP FLSGQPFULSGQQULVLTP
CAAGGTCAGCCTTTTCTGTCAGGCCAGCCTTTCCTGTCAGGCCAGCAGTTGGTCTTGCCC
K Q E Q RDDUDHTEFDAGA QATTFEHYV
AAGCAAGAACAAAGAGATGATGATCACTTTGATGCTGGCCAGGCCACCTTTGAGCATGTA
NGSLSSSVYQRTITMGNTFPS %
AATGGGTCTCTGTCATCATCAGTATATCAACGCATCATGGGAAACTTTCCATCATAAaag
aaggaactttgcttttgaaatactgtcaggttaaaaacaaatggaaaaggaaaaagaaaa

agaaaaga



