S4 File. The gene model for ReWRKY08. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

sequence of the first exon that was not annotated previously is boxed.

1 M S ENZETHHS PP

1 catagagggaoaaaacatattatctttﬂATGTCCGAAAACGAAACCCACCACTCTCCTCd
2 p AP SPASTTSASSASAKSST
61‘TCCAGCGCCGTCGCCGGCATCCACCACCTCCGCGTCTTCAGCATCAGCAAAATCCTCCAd
32 S S RPpTTTTTLU®P®PRSU FEFNETTFFS
121‘GTCCTCACGCCCAACCACAATTACTCTCCCGCCACGCTCCTTCAACGAAACATTCTTCTd
52 T pTPNMGLGLGFSPGPMTTLYV
181‘CACTCCTACTCCAAAT%TGGGTTTGGGCTTGGGCTTTAGTCCTGGGCCCATGACTCTTGT
72 S S FFSDSDDZFIKSFSQLILAGA
241 CTCCAGCTTCTTCTCTGATTCCGATGACTTCAAATCCTTCTCTCAGCTTCTCGCCGGCGC
92 M A S P A AV KAPPFPPAGQETDIKI
301 TATGGCTTCGCCGGCAGCTGTCAAAGCTCCTCCCTTTCCTCCTGCTCAAGAAGATAAAAT
M2 s A1 6 vVTRT®PANTLSTVPPPPT
361 CTCCGCCATAGGGGTCACTAGGACGCCGGCGAATTTGTCGATCGTTCCGCCGCCGCCGAC
32 F S PVALLDS&®PGEFGTFF S P Q
421 GTTCTCTCCGGTGGCTCTTCTTGATTCACCTGGGTTTGGGTTCTTTTCTCCTCAGgtagt
481 tgataaattgaaaagggttgcctggtgttgttaatagtttttgttttgtttagttcatta
541 aatttctgaaagttcttttttttatatttttccaaaaagtttttaagcaatttaaataaa
601 acctactttttcttttctttaatgcaattaaggtagatggaggatgattttgatgaacaa

661 atgattgaacttaatgcccataagtccagectgcttaagagtggagtaataagagagaaat
721 tttacagtaattttgagtatattaatggaagagtattttagtcattttaagttattttte
781 actgtaattgagtctatttagaatggaggcagtaagactttgaccaggtatacgtetgtt
841 tcatgcttttagttttagagaataaatcacgaaccagttccatttgttaagttttggcaa
901 aatgcctaaatggtccageccatgttgetccaatgecttgatttttgttttttgttttttt
961 accaaaatgtccaatgaagggctgtgcttggaacttgacatttccattttgttacatget
1021 tatgtttttgagattaagccattgggctagtagetattttectecattgatataatattag
1081 gaagttgaaccccttgecattacccttecctttgatatagagaaaatgttgggacattgtt
1141 ctgcctagatgtatatcaataacgagaaatgaacagettgatttattcttectttatate
1201 tcttgtttgtcatcacataacatatgaaccctttttgtttttctagaatcgtgtggetge
1261 atttgtctttctgaatgttcccacatggtecttetetgtgetatgettatcaaccttataa
1321 gagcactctgttctcactgataattggcaccattttgtttcataaaggccaatgtttggt
1381 ctcctttatagtgattactgaaaggcgtgtaggagaacagtgcaagtatgtgaagagtag
1441 ctatattagcagctcataaatgcaccatctttgtgettattgtttgaaccaaatacattt
1501 taagcttatagatatataacagatttggagctgttattaatgttctcgtgatatgtcact
1561 aatgtgtctttattcacaatcattttcttttaaacttattttaatcatctgtgaggtctg
150 G PFGGMTHQQALAQVTAAGQAA
1621 tagGGGCCTTTTGGAATGACACACCAGCAAGCCCTAGCCCAGGTTACTGCTCAGGCTGCA
I69 E A NS HTHT®QAQYSSAPATS S
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GAAGCCAATTCCCATATACATATTCAAGCACAATATTCATCAGCACCAGCAACATCTTCG
T Q F S ST STNSTTITHAGQQMPS S I
ACCCAATTTTCATCCATCAGCACTAATTCAACCATTCACCAGCAGATGCCTTCATCAATA
PDTNASZEZKETLSDTFS S FPDA QTR RA
CCAGACACTAATGCATCTGAGAAGGAATTGTCAGACTTCTCGTTTCCTGATCAGAGAGCA
Q ASSVTVDI KUPADIDSGYNWRZKY
CAAGCTTCTTCAGTCACTGTTGATAAACCTGCTGATGATGGCTACAATTGGCGAAAATAT
G Q KQVKGSETFPRSYYZKT CTHP
GGGCAGAAGCAAGTGAAGGGCAGTGAATTTCCTCGAAGTTATTACAAATGTACACATCCT
S CPpP VKK KZ KVERSTLDG G QVTETITI
AGTTGTCCTGTCAAGAAAAAGGTTGAGCGATCTCTTGATGGTCAAGTAACCGAAATTATC
Y K GQ HNHHPPILPNI KU RGI KTDASG
TATAAAGGACAGCACAACCATCATCCTCCTCTACCCAATAAGCGTGGGAAGGATGCTGGA
NMNGNIQNNQTDSGLASQTFAQTI
AATATGAATGGAAATCAGAATAATCAAACTGATTCAGGACTAGCTTCCCAATTTCAAATT
G NVNI KILI KDRIKDAQQESSQAMPE
GGAAATGTGAACAAATTGAAAGATAGGAAGGATCAAGAATCAAGCCAGGCTATGCCTGAA
HLSGTS SDSEZEUV GGDTETGTDE
CATTTATCTGGGACAAGCGACAGCGAGGAAGTCGGTGATACTGAAACTGGTATAGATGAA
NDEDEU®PEAZKTRR
AATGATGAAGATGAACCCGAGGCTAAGAGAAGgtacttttgcaactaagttcttatttga
tcatacttaaatgatctgtattttaaatatattacatgtctaacaaaatctgtgttttge
NTEVRVTEPVSSHRTUVTEP
agAAATACAGAAGTCAGGGTAACAGAGCCAGTTTCTTCACATAGGACTGTTACAGAGCCT
R IT I v TTSEVDULTLDDSGYRWR
AGAATCATTGTACAGACGACCAGTGAGGTTGATCTTTTGGATGATGGCTATAGATGGCGC
K'Y GQ K I VKGNZPY PR
AAATATGGACAGAAGATTGTCAAAGGCAATCCTTATCCAAGgtggttactatcagectat
ctgattatgacttggagcagtcattataataaaacaaacattgttcttaggttctgataa
cattcattatcaatttaaaattccttcttgtagtctatctagctcaaattgataggagtt
cttcagttcttagatatttatgcattttgetttgcagaggccaagggectcttactetet
ctgccatgggggatgegggtggagttataaaattaaagaagatgaatatattatgecate
agcaacaattattccttttaggcatagaattattgtctggaactgtttgttaaattaggt
acacagaaatgttaacccatatatatatttgtagtgtgaccattgtggtcattataatct
caaatgcaaaatggtttgaaatcctgtectecttattgtagtgeccaaaatagectgeatta
agaaaaaacatttgatagaaagttggtcttaagaacttcagtgggagaaaacattgtggt
taaagttgggacatatccttectettgetecttggtgetectttgataatettttgecaggat
ttttaagttcatatttttgetctctcagtetttctttectetgettttagaaaacgtega
tgettttgetgatatttgattatttattgtgttttgetagtcaatagtgaaaattaaact
attcttttgttgaacttttaatatcttttctacatgtctaattatttattatttectttg
gtggaggctttctcatcattgecatttetcatcaattcatgtattcatagagaaaaggte
aatggtgacatctctaacactttgctagtattatctcgaatgettgggttetcattgett
attctattgatagaatgtatacatgttgcaatacctagttttatcaaaacaaatctagga
cccatgcatatcgattttccattctgttcagtctecccaaacatgecatgettgetetatgg
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S Y Y K
attttgatgttgacgtttaatttgaggtttcecttcaatgatctacagGAGCTACTATAAA
cTTVGCZ KVRIKHVYVERAATDPR
TGCACAACTGTAGGCTGCAAAGTCCGTAAACATGTTGAGAGAGCTGCAACAGATCCAAGA
AVVTTYESGI K HNHTDVPAAZKGS
GCAGTTGTAACAACATATGAAGGAAAACATAATCATGATGTACCAGCGGCAAAAGGGAGC
S HNTAHSNSS SETLIZ KU QQNVE KN
AGCCATAATATAGCCCATAGTAATTCATCTGAGCTAAAACAACAAAATGTGGAGAAGAAT
AV NNIRRRDSSTNNRPZPTITARIL
GCTGTAAATAACAGAAGAAGGGACTCGAGCACCAATAATCGGCCACCTATAGCGCGGTTG
R L KEEQTT %
CGATTAAAGGAAGAGCAGATAACTTAGtttctttaagttatcacaaaaagtaggatgeeg
cagacatttactatgaatcaggaaaagctgtaagatatcttcgectgaaatctgtttttca
tgctectttgaggecattgttttegtcaaggeccatgtcacaaactgecatattcaaaagg
aagaaaaaatcataaccacaagatagaaggaagtcaatctgaggcaaactttctcagatt
gatctacagggcatgcgatattgttgtatttacacagtttagtaaatatatttcatttgg
aaatctgttcttgtgcattcttttgtacattatctggaagaaatgttgcaaatagetgtt
atacagttgttacatttggattttatgtttgaaagtgcagatatttttctactaa



