S11 File. The gene model for RcWRKY25. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

misannotated sequence of the first intron is boxed.

1 tttttttcaaaaaatgtctttgatttgtatattttatgattctgtttgaattatagecaga
61 cccaatcctatcaattaattgectggtaaacaatttttgggaaataaaattaaattaatag
121 agtttgtttccttaagtttgaaggcaaaacgtgttgagaacatteccttgttataataace
181 tgccatagtagaaagcagcagcaatctcaaagagaactccaaaatttactcaaageattce
241 cattcttgataaacagtttctttataatccggttagecagtcagecattggagaaatgaacce
301 caccactataccttacaacacatgcacttgcaaagttacaaatatatatagtaaatatta
361 acagatgttgattattgataagactcttttcaaaattaaattggtgaagcacatttatat
421 ttgctatttgaatcggttgectcagagtgcaattcataagtgaaatgttaaaaacaataag
481 gaaaatcaaaatcaaacaaatagacattgctaagcatcaatatgattttctaatgetgte
541 tctcttgtcaggaaagtatccactatttctattcatgegegtgggggeggeeettttect
601 tcccttcttcatcttcattectgteectegettaaatatcaceectetgtactatttttge
661 agctgacgccttttacttttctaacttatctetattttettttttettttttttttetge
721 ttaaaaaaaacggaaataataaatttaatgtactgactgacagacacacctttcagaact
781 cttcaaaagaaaaaaagaaaattttgaaaaactacgcgtccttcccaacacaacaacaac
841 gaacttctttcttcgecacctcaaaaccctaactectetetetetetetetetetetetet
901 atattcattctgtttaactttttatctttctaaaactccctctcagttctcacgtecattt
1 M DDIKDNTG DD
961 caaatccccaatcagtagatctctgggttccATGGATGATAAAGATAATACCGGCGATGA
m FV TDSTWTTLSGPDSDG GV SYFF
1021 CTTTGTTACTGACTCCACCTGGACGCTAGGACCTGACTCCGATGGCGTCAGTTACTTCTT
31 AT EREZSSTLSEFSGWNTILUHT S E
1081 TGCAACCGAGCGAGAGAGCAGTATACTCAGCGAATTCGGATGGAATCTTCACACCAGTGA
59 P ERLDETLTDZ®PTITQSQNTADTLASG
1141 ACCGGAACGGCTCGATGAACTTGACCCGATACAATCTCAAAATACAGCCGATTTGGCGGG
71 NLRFAPESSSSSSVLQGS VP
1201 AAATCTTAGGTTTGCACCTGAGAGCAGCAGCAGCAGCAGCGTGTTACAAGGATCGGTACC
99 T G R D T R T G TAT©PGSGOGSGD A S
1261 TACCGGTCGCGATACTCGTACTGGTACGGCAATCCCTGGCAGTGGCGGTGGCGATGCTTC
111 T S NP ST SSSSSEDPPDIKS A S
1321 GACTTCGAATCCATCAATATCGTCAAGCTCCAGTGAGGATCCGCCAGATAAGTCCGCGAG
131 S v .G K PP E TP
1381 TTCCGTCGGGAAACCACCTGAGATACCgtgagtagtggatatacagaaattgaaaaatta
1441 gctcgaatctcgaggttttgecacttaaaataatggggataaaatcaagaaacagttgeag
1501 aactcggtcctttectgtttggagagagggagagtgcaatttatgegtecgtacactetac
1561 aaactgtcaaaaaaatttggttttagctcatgcaagttggggaggagaggtagtttegta
1621 atttatcagaaaaatagggctaaatgggataatttttctcgaaacaaaaggggeattttg
1681 ctaagagaaaaaaagaagacagagccctcgaacccgeegttattgeggegggaatggegt
1741 gctcttaactttttttaacacgaacttttaaaattctettttetttttetettteggttt
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184
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188
3781

201
3841

221
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ctaattctattagtaacacaattataaagctgaatatatacagcagaaggaaaaaagaag
ttccttgatacttgtttttattagtttttttggtcgatattctttcaagaaaaggaaata
ttgtaggagatattctgttatgetatgtttgtttttttttttttgttttaaatttaaata
aatcaattgatgcttgttttatgttctagattcatccecctttggatagtgetttatacaa
ttataatcattttgaatgcaatacgtgtctgcaagttgcacgacacacacaaatgettca
ccgtattgaatctcattttctattttecggtttttecttattectgecatgaacatattcatgt
gcattactatcactgcatatgtactattatttttcttgaaaaaactatattctaccecget
tccagcattgcatataaatgtcattcaatccttaccctatattatttattttgecatgag
agattagttttctttttgtcttttecectcattggetttacatcatatcatttatgatgat
attttgcatctagtttctagatttgatttgatttgatttttattttttcttatgttcatg
gtcaatgccactgttttgetcattgtattgeccaatgggetaggaaatagtcttgatgaa
ggatgtccatctctgtgcactcagatgttgettegttgtteccatectecatgacgttetet
tttatatccagggaaaaataaaaaaagaaccaaccattagtcccattttggecattaacct
tttttccaatttcaatatcttaaaatcttctttcagectageccatctggactgecactgate
ttattaggaaacagcgagagaaatgtagttaccttcggaaagataacatgaagtgcacaa
tcaattttctagcaacatggacacattattttactgctacacttgggettttttttttte
S K G K
agaattttattttgatttttcataattgtaggtgaaatattttgtagGAGTAAGGGCAAA
K K G¢GQ KRTIRAQPRFAFMTIKSEYV
AAGAAGGGGCAGAAACGAATCCGACAACCACGTTTTGCGTTTATGACAAAGAGTGAAGTT
DHLEDSGYH RWRIEKYS GQ KAV KNS
GATCATCTTGAGGATGGATACCGTTGGCGTAAATATGGACAGAAAGCAGTTAAAAACAGT
P F P R
CCATTTCCCAGgtctgcagttaatctacttttattaatttctattgtcccaaaggtatet
acatttcctttcttccattgtecttcatcattttectecagcaacgtectatctaaagtttee

aatcaatcaattctactataagtagttctactattaatgatattagatataagtcgaatt
ctattgaattgactccttttttactcaatatggttctacgaattttcaatttactagaaa
ataaatacaataataagtatatttgataaacatttaaaattcacttaacaaaggaaaagg
gcagcaatatatatataaaacaaaaaattggttttgecttttcagaaaagtttttttattt
ttttcgetttctaacattggtttttgttgtctaaccatgtttgecttacaaaaagectaaaa
actttaaaaaatccgacaagaaaaacgaaagagcaagctaatcaaacgaagcgttaagaa
ttcattaacttctataattctatatttttcagccagttagaagaacttttagetttcatt
tcttttccacgttagtttggtgtgecattcatggataaattctcaaaatgatctcaaggag
gatcgaaccctagttggaaaggtaaagaaatcccttgactaaatggattaacactcecttag
agttttggccatcactgtttaatgtttactacaaaattatatattttactggtatgctaa
acaagttccattaactctatttggaagattgtatatgcaaaagaaaagaccatattctca
tttttaaagttcctgattcaaaatccgttgettttaatatttcttgaaagtgtgtttgat
S YYRCTNSI KT CT VK
ttgacacataaacatttcagGAGCTATTATCGTTGCACAAATAGCAAATGCACTGTGAAG
K RVERSSETDZPTTVITTYEGAQ
AAGAGGGTTGAACGGTCTTCTGAAGATCCCACCATTGTGATTACAACATATGAAGGCCAG
HCHHTV GF&PRGSGTITS SHEVTF
CACTGTCACCATACTGTTGGTTTTCCTCGAGGCGGAATAATTAGTCATGAAGTCACATTT
VNHMT®PPVSQFYYTGTITQTPR
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GTTAACCACATGACTCCGCCAGTTTCACAATTTTATTATACTGGAATTCAGACACCTCGA
ENPPTTITAQSQQTLPAQTGEP
GAAAATCCTCCAACTATTACACAATCACAACAAACATTACCGGCTCAAACCGGTGAACCC
G TLIREPNRRGP?PTDESGTLTELGTDTI
GGTACACTGAGAGAGCCAAACCGGCGGGGCCCAACAGATGAAGGACTTCTTGGGGACATC
VvV PP G MZRNR *
GTGCCTCCTGGAATGCGTAACAGATGAgacagaattggtacattgecttgecttecctaat
tttaattattaaacttgatcctttagtatctatgaatcttgcatgaagatagcatttcca
atcacttcatgtgtaattgacagagagagttagtacattggactttcgactaaaggtaca
ctaaaatttaaaatcattacgtatgtcactggaaaaatttcagtagatgttatttttctt
ttttaattttttgtagactcttaagaggectgetcttgaaatctatgtaagaattagtta
atttttggcttttaaattaaagattaaactaattctgtgectgaattttctcaataaatct
ctatataagtttatcaatcatgttaaatgataacaaaagatgttcatgagctgtcaaaaa
tgaaagaaaacgagtacgagccttagaattgttaactataagaataaaatcagattttag
ccatttagcgctaaaacttaatttagctcatgggaagaataaaagctctaaatatagcaa
gatgcgtaatagaacttagttccactcatctgtatatgtagataacctttgatgaggtca
gaagaaaaggagagaatccgatgtatataccagtcaactactatagagtttcagettcta
cattagtggacaagctagcgtctgaggcatgaatggttcttgagtgaactagtctgatat
tatctgttagaaccacaggtatcacaccgcatatgtgacttatnnnnnnnnnnnnnnnnn
nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnNNnNNNNNNNNNNANNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnninnnnnnNnNNNNNNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnninnnnnnnnnnnnninnnNnnNnNNNNNNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnninnnNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnninnnNNnNNNNNNNNNNNNNNNNNNNNNNNNNN
nnnnnnnnnnnnnnnnnnnnnnnnnnnnNnnnNnnNNNNNNNNNNNNANNNNNNNNNNNNN
nnntgaaccaatgctctacaaccctaaacgaaccagattcaagttaaacaaaatttttta
aatatatacattgtaagttatagcaatgattgttgaatcttttattgtagtcccaaaatt
tcgatatgattgcaatcattgaacttcattatgttttaatttacacattttatacttgag
agattgatacatcacaaaatagctgataacaaaaggtgaggaaaaaattataatatatta
aaacgaagataactaactaaaatgcaattgaagtttaataactaaaagaaagtttatgaa
taaactgaaactaaatgtaaaaatttagttttaataattggtacaactaccctatgttat
acattctcttttagatattttgatcttctccttgacttgttgaaaacttctttaattate
tacatataccacgacaactgcacttcttttctctaggttgtagataaatgaaacataata
ccacaagtcttaagttcatcgtagtaaaatatttaagcagggttttccttcaaaggtttt
ccataactcatcctaaacttggecttggtcttgaagtattcaagtagtcatatcgecatata
tatacaattgttttctcccaagecggggacatatcatgettagaggettccgecagagaat
tgtgtcactgtttgetgtttttecttgggtatttgecacttttettattagggagtgataa
atacgagtatttgtttagcatgattgaaaactctatataaccacttatattagattgtta
tgagacaggtggctataccatgegtcttttgtagectatacattagtttgtgtaagaatt
gcagtacatggcttaatgtttttgtgttccatatctgggtecgaccgacatgatcccatat
gtgtaaaggtggattccaagaaacggtgacccaaaaaaattaatttcttatgetgeecttg
tcaggagttaaaatctttttaaaggtgettgettgatagaatataaccectttgtctecace
cacctgttttgtagcaaggcacgggtcaagtgtgtggaacattcecctttatattatttta
tctataggcatattcatgaagctacgtgttctatattttattcctcactattaagagaag



6421
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ataaacccatttatgttttatcattcttatttaacctageccttcttaacacggtttacat
atgtatatatgtatgtatggtgcagagaattcattttactttattgtggagaacaaaagg
agcaagccagaattttctagetcgaagtgagtcctcaagtecttgtatttatectecttggta
atagagtgcatgactttatacgtatctcacattgcagcaggtatttttcaattgattgge
tcttatatagaacctttttcatttcaaatttgecattttgaggatggettgetgtatgtgt
aaatagctttcacagctgaaatattgttaacctaattctgecactcttttagtttgagtcee
gctctgaattcagagtgttttaagaggtctgtactatatgtaaagttgatgatataaatce
cttctttatttctaaatcaaatcttataatttgattcattaatcgtececttttttttetgt
ttgetttttgggtagetgtagttaattcatttetgtttgggagttcttettcatgggagg
tacgtgacccg



