S13 File. The gene model for RcWRKY29. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

misannotated sequence is boxed.

1 tgtgactttccttctcatccaattgecaattgecaattgetatetttecctettetatat
61 attcaacttttcttgatatgttttctttcattctettgaccatcttectttcaaagacttg
121 taatctaatctaaagctattacgtgagaagctaagctatactgttatatctctetectte
1 M DSASWVNTS L
181 tttcccaattctcggaagagtttcagttcATGGATTCTGCTTCCTGGGTTAATACTTCTC
2 DL NVNSTVFIKHTDS S VP
241 TCGATCTCAACGTCAATAGTACTTTCAAGCATATTGATTCAGTTCCGgtaagttgattaa
301 tcttaatctttctattgaatgtttcaaattttcttttetttttgatctgaattgtetcac
27 K R EL LAV DVFSGL
361 tcctgaatttcttgecacatgttcagAAGAGAGAATTGTTGGCAGTAGACTTTTCTGGGCT
39 b P K VPTITKEEZ K®PFILDPQTS VL
421 TGATCCGAAAGTACCAATTAAGGAAGAGAAACCTTTTCTTGATCCACAGACTAGCGTTTT
59 V.E EL TR TSTENIKI KT LT QMTLTV
481 GGTTGAAGAGCTTACCAGAATAAGCACCGAGAACAAGAAGCTCACTCAAATGCTAACTGT
7“9 L CENYNVLAQNHLADTILMMSKNS
541 TCTATGTGAAAATTACAATGTTTTGCAAAACCATTTGGCTGATTTGATGTCCAAGAATTC
9 D K E T I A PSS S RIKIZ RIKAAESETD
601 TGATAAAGAAATCATCGCCCCATCATCATCAAGGAAGAGAAAGGCTGCTGAGAGCGAGGA
119 vy S N T 1T S GANNTINNGTTES TS
661 TTATAGTAATATCATCAGTGGAGCCAATAACATTAATAATGGAACTACAGAAAGCACCTC
39 S DELESGTI KRTI KETIKTZKT S S
721 TAGCGATGAGTTAGAATCAGGTACTAAAAGGACTAAGGAAATCAAAACAAAGATTTCAAG
9 AY L RTDUPSDTS L
781 CGCTTATCTTCGGACCGATCCATCAGACACAAGCCTGgtaagttccctcatttacccata
841 tcttttctttecttgecgattaagtecttatttttgttagaagtagtattaacagaccaactg
171 VvV KDGY QWRIKYG QK
901 gtgcatatatcgtattagGTTGTGAAGGATGGATATCAATGGAGGAAGTATGGCCAAAAA
18 vV TR D NP S P RAY Y KCSVFAUPSC
961 GTTACTAGAGACAACCCTTCTCCTAGGGCTTACTATAAGTGCTCATTTGCCCCAAGCTGC
2060 V. R K K
1021 CCTGTCAGAAAGAAGgtaacagcaacaatatccctcttaattattgettgtagtcatnnn
1081 nnnnnnnnnnnnnnnnnnnnnnnhnnnnninnnnninnnnnninnnnnnnnnnnnnnnnnnnn
1141 nnnnnnnnnnnnnnnnnnnnnnhnnnnninnnnninnnnnninnnnnnnnnnnnnnnnnNNNn
1201 nnnnnnnnnnnnnnnnnnnnnnninnnnhinnnnninnnnnninnnnnnnnnnnnnnnnnNNNn
1261 nnnnnnnnnnnnnnnnnnnnnnnhnnnnhinnnnninnnnnninnnnnnnnnnnnnnnnnnnn
1321 nnnnnnnnnnnnnnnnnnnnnnnnnnnninnnnninnnnnninnnnnnnnnnnnnnnnnnnn
1381 nnnnnnnnnnnnnnnnnnnnnnnhnnnnhinnnnninnnnnninnnnnnnnnnnnnnnnnnnn
210 VQ R S A E D P S



1441 nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnagGTGCAAAGAAGCGCTGAAGATCCATCM
291 L VA TY EGEWHNUHARTLS QP EF
1501 %TCTTAGTAGCAACTTATGAAGGAGAGCACAACCACGCGCGCCTTTCACAACCCGAATTﬂ
29SS L. G P NRCNG SNSVPVPNSTS S
1561 hCTTTAGGCCCAAACCGATGCAATTCAAATTCAGTTCCAGTTCCCAACAGTACTTCATCM
2509 T P MM KV PPASV TLDTILMMAQDSN
1621 %CACCTATGATGAAAGTTCCTCCAGCTTCTGTAACTCTTGACTTGATGCAAGACAGTAAﬂ
29 A R K AT QESESPAPTITQQTITILVQ
1681‘GCTAGAAAGGCAATCCAAGAATCTGAATCTCCAGCTCCAATCCAACAGATTCTGGTGCAM
29Q M A S S L TRDUPNFTAATLAAATI
1741‘CAAATGGCTTCCTCATTGACAAGAGATCCAAATTTCACGGCAGCACTTGCAGCTGCTATﬂ

319 S S RF S KTU&PT QK W %
1801‘TCAAGCAGATTCAGCAAGACTCCGATCCAGAAATGGTGAaattaatagtagaattaagag
1861 ttttacttttgtctttgaatttttttttttgaagttacttagagagtacgaagtgatgta
1921 tatagaagatggacactgattctaaatttcag




