S14 File. The gene model for ReWRKY30. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

misannotated sequences are boxed.
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1 accctctccttttctctaatactcaagtcttattaagtaaaatcat%TGGATTCTCATTd
6 Y T K H K
61 %TATACCAAACACAAthaaactttcttacttacttcccttttctctcactcactgctcd
11 M
121 ktctagtctgcatgtctgagttttttcttttttaaatcttatgtttcttctgatcagMTG
2E S L Q D ELETZRTAQIKTENETTLTRTFM
181 GAGTCTCTACAAGATGAGCTGGAACGTACCCAGAAAGAGAACGAAACTCTTAGATTTATG
2L EVMSRIKFSTTLAQANTFQETKKV
241 CTTGAAGTTATGAGCAGGAAATTCAGCACCCTTCAAGCTAACTTTCAAGAAAAGAAGGTA
52 Q ET PSS SCYEVYESNZ KT RPR RTI
301 CAAGAAACACCGAGTAGTTCATGCTATGAGGTGTATGAATCCAATAAGAGACCAAGAATT
72E 1T pL SK©PSQTITFVRTDSIKDK S
361 GAGATTCCTTTGTCCAAGCCTTCACAAATCTTTGTTAGAACTGACTCAAAAGACAAGAGC
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421 CTTgtaagcttacgttcttttactttgaaaaaaaaatgcatgtttaagecttgattcagg
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481 ttttcattttagttctctttttggatttgttgcagATTGTGAGAGATGGTTATCAATGGA
102 K Y G Q KV TZXKDNPSPRAYTFRTZCS
541 GAAAGTACGGCCAGAAGGTTACTAAAGATAATCCATCACCTAGAGCTTACTTCAGGTGTT
122 M A P G C P V K K K

601 CCATGGCCCCTGGTTGCCCTGTCAAGAAGAAGgtatgccattcacaagetttatttetet
661 ctctctctetetetetetetetetetetetgtttaattagggttcaattatgetaggget
721 tgaatttcatagtctagagatgacttagtaccactgagtcaaactcatcgttattcacaa
781 tgtttctttcaaggaagtaaaatcaaaattctccgactattattttatgaaacatgecatg
132 V Q R C
841 actaattaagaccgagtgtaaaagtcttgtttcttgggttttaattag
136 A E DK ST LV ATYESGEHNUHEPN
901‘GCAGAAGACAAGTCAATACTAGTTGCAACTTATGAAGGAGAACACAACCATGAACCCAAT
6D S PAQSVYSPDSSSRSSRTT
961‘GATTCACCTGCACAGTCTGTATATTCTCCTGATAGhTCATCAAGAAGCTCAAGGACTACT
6 I S F QP A AV GLDULTULS S S THTD
1021 ATTTCTTTTCAACCAGCTGCTGTTGGCCTTGAHCTTACTCTCTCAAGTTCCATTCATGAﬂ
199K R R NF L RV S RKTTNAATS TV
1081 MAAAGGAGAAACTTTCTCAGAGTCTCAAGGAAGACAACAAATGCAGCAACTTCAATAGT@
26V R L K NMWHULSUPIKT®PTTLTLTLTLW
1141‘GTAAGGTTGAAGAATATGTGGCATCTCTCACCAAAGATCCCAACTTTACTGTTGCTGTG@
26 L L L L Q@ G L =*




1201 CTGCTGCTGTTGCAAGGTCTATGMgtggccagctatatagtccaagaetactgtgaagat
1261 ctcggtaccttatgttatcatgtatttcactttagatgtaaagggaattgatgaacaaga

1321 tcaattagctttttagctattcttcgectggecacttagtgttgecatgtaactttgetta
1381 tgcttcgagectactgaatatgag



