S18 File. The gene model for RcWRKY44. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

misannotated sequence is boxed.

1 tttttattaaaaactacttcactttgccatcactgtgaaattataattcgttagacatge
61 acttttttgaatcgattgtttccctttttacaaaagtattagttttgttgaatcatttta
121 ttattaaaacacttaaaccctgcaaattttgagcatgatttgaataaaataaccttagtt
181 tctactccaccattttctgtcttettcaattttettttcaccttetetecatttttetett
241 tttctttggatattgtttaatgettgttttacgattatttcaactgtetattttgtatee
301 gaagctgccattgattatctaggecatcttettggatttgatcagetcacttagttgette
361 tgactcagcttatattgtcagaaacatgatcattcatggetgtctagttcacttetttta
421 actacttatagctttaatttgeccttcctataaggectttatttataaggatcacgaagga
1 M APRGDTFKV HE
481 agcatcagcttcaggtgtatgtgtttcaATGGCCCCCAGAGGGGATTTCAAAGTTCATGA
2 vV AQ S SFRQAHFTLFTT CTSDIKN
541 AGTTGCACAAAGTAGTTTCAGGCAAGCTCATTTTCTCTTCACTTGCATTTCTGATAAAAA
32 Q KRS TQEVSLTAQGAVNETFR
601 TCAAAAGAGAAGCATTCAAGAAGTGAGCCTGATAGCTCAAGGTGCAGTAAATGAATTCAG
52 N L L TULULDSGSTA QQSDH®PZ KT RTZKK
661 AAATCTACTTACTCTTCTTGATGGATCAACACAATCTGATCATCCTAAGAGAATAAAGAA
72 G P L PLSSVKTITINPVETLMDSPN
721 AGGTCCTTTGCCACTTTCCAGTGTCAAGATAAACCCTGTCGAATTGATGGATAGTCCCAA
92 S M P LI MSSSGCNTRAQFTFPLAQ
781 TTCTATGCCTTTGATCATGAGTTCTTCAGGGTGCAATATTAGGCAGTTTTTCCCCCTTCA
11Mm2 T 19 S AGSVAPTNSZ FNTLYV QK
841 GACTATTCAATCAGCCGGTTCAGTAGCCCCCACAAATAGTTTCAACTTGTATGTGCAAAA
132 H XK TKTNTDU FIRNSILVMNSSNP
901 ACACAAGACTAAAACCAATACTGATTTCAGAAACAGTCTGGTCATGAATTCATCAAACCC
2 S pPLKPTIRTS S FLSTLDUDIZ RSGK S
961 CTCCCCATTAAAGCCGATAAGAACATCTTTTTTAAGCTTGGATGATAGAAGTGGTAAGAG
172 K R SV 6GY SSSETMASI RTDDFTM
1021 CAAGAGATCAGTTGGTTATTCATCATCTGAAATTATGGCATCTAGAGATGATTTTACTAT
192 H S S K CK S ETIKSEZETNSTIKTCTL
1081 GCATAGTTCAAAGTGTAAGAGTGAGATTAAGAGTGAAGAGACAAATAGTACCAAGTGTCT
22 AS T G G C H C S K R R
1141 TGCCTCAACTGGAGGATGTCACTGTTCAAAGAGAAGgtaaattctcatataatttggeat
1201 ggaaatgtttggtttagatattaatggtagttctaatgtaatcttccttaaattatgtgt
224 K MRTITKIKTITITQVPATSS G K
1261 gatttatagGAAAATGAGAATCAAGAAAATAATTCAAGTTCCTGCTACTTCAAGTGGTAA
241 L. AD I PP DDYTWRIEKYGQ K P I K
1321 ATTAGCAGACATACCTCCAGACGATTACACTTGGAGGAAATATGGACAGAAACCCATTAA
261 G S P Y P R
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AGGATCTCCTTATCCTAGgtatgtctgtatttttctttaatttttttaaatgaattggtg
tctgtttgatcactaaaatgectttgatatttgecacttectettggcaaggecacaaggtgt
ttaattctacttattttctttggtaggetgtgggatgggettaggaaaataaattaaaaa
caaaaggtaacaagaggcaactgcaatttaatagaatagccataggatagattcaccatt
ggacagtcaactggtccaaagtctagtctctgacctcatcaagaagecagecagttttagt
tcctgacatccccaaacatceccctcaaaccgatctaaccgagtttaaactggaacaatecet
aaaagaggatgtcaaaactttactattagecctgtectcttagaggcaccagtaaacatgt
tagacatgggtgttatcttcactcggaccatcctttagaataacagttcaagttgegggt
tcttaaggtgecccatatttggtttcagtcaattctgggtgetgacatgtttatetttga
S YYKCSSMRGTCUPATRK
taatttgttcgegaagGAGCTATTACAAATGCAGTAGCATGAGAGGCTGCCCTGCAAGGA
HVERTCLAGQDPAMTLVVTYEGTDH
AGCATGTCGAACGATGTCTGCAAGATCCGGCTATGTTAGTCGTCACCTATGAAGGAGACC
S HS KTIT?PLQSPNTIILTIAGQV %
ATTCTCACTCCAAAATTCCGCTCCAATCACCCAACATTCTTATTCAGGTTTAActaaagc
aaagcaagttccagtttccttggtaacaagectgtgttggtgtattattttettgtgttt

ataagacatgtatgcttctctggtttatataattggaacttcaacttcagtaacagattt

ctacatctgttacgtgtatattcgctcttttgagagtatcttaatgatgttttagattat

d




