S19 File. The gene model for ReWRKY50. The coding region is marked with uppercase letters, above
which is its deduced amino acids. The transcribed untranslated regions, including 5* UTR, intron and 3’
UTR sequences, are marked with lowercase letters. The start and stop codons are blacked and the

misannotated sequences are boxed.

1 ctgaaacgaagaagaagaacaagaacaagaaatgcccagtagttgtaaccttgcagtgag
61 aaaatccctgtttttgttttgttttgttttatatgettettetetettttetttatteat
121 cattctttgettectatcttagetaataactcaaaaccacaaaagacccatcttctcaaa
181 acatcaatatcccttaaggatagcaagaaattaaagaaaaagaaaaaccttatcttttta
241 aaaaaaaatttgcatgcctttattgggtgcaagaaagtacacagataacaccaaattcte
301 tccttcttactctatctcteteteteteteteccttttettacctatataggtatacatg
361 tatttggtgtctagatatggattgattctggtgtattagtataatatgtgecagettettt
1 M DNYQGDILTDTULZRASGT
421 ggettggaaATGGACAACTACCAAGGTGATTTAACAGATATACTTAGAGCAAGCGGTACC
8S T GG AL GQSDGPAAALSNWE
481 AGCACTGGCGGCGCTTTAGGCCAATCGGATGGACCTGCTGCAGCTCTTTCAAACTGGGAA
38F NC D PL GNILSSASALETDNS S
541 TTCAATTGTGACCCGCTCGGTAATCTTTCTTCAGCTTCGGCTTTGGAAGATAACAGCAGC
58S S RDNDNNNNDNNNVEFEFGDPF
601 AGCAGCAGAGATAATGATAATAACAACAACGATAATAATAATGTTTTTGGTGATCCTTTT
81T NM R DPLLHETLNNVVASGCS
661 ATTAACATGAGAGATCCACTTCTTCATGAGCTCAATAACGTTGTTGCCTCCGGCTGTTCA
A Y F CSTNSTDHTLTLSTTAGT S
721 GCCTATTTTTGCAGCACAAATTCTACAGATCATTTGCTTAGTACTACTGCTGGTACTAGT
1181 b D ACNVFPGANSI RS SHHHHK
781 ATTGATGATGCTTGTAATTTTCCTGGTGCAAATAGTAGAAGCAGTCATCATCATCATAAA
138V F EEETNNNNNSNNSU®PTCNTIF
841 GTTTTTGAAGAGGAGATAAACAATAATAACAATAGCAATAATAGTCCTTGCAATATATTT
S R I1T Q I S Q NNSAAKUILUPVS P CD
901 TCAAGGATTCAGATCTCCCAGAATAATTCAGCAGCTAAGTTGCCTGTTTCTCCATGCGAT
78S p v I AAAV SPRGFI KASPMVS
961 TCTCCGGTGATAGCTGCTGCTGTTTCTCCCAGGGGTTTCAAGGCTTCTCCTATG
1981 DM I NTNTSKNT CTLTIDNTG QM
1021 MTTGATATGATTAACACTAATACTTCAAAAAATTGCTTGATTGATAACACTGGACAGMTG

28 T S S P R NUL G T KRR
1081 CAGATCTCTTCTCCGCGGAATCTGGGCATCAAGAGAAgtgagagtatcgtttaatttaat

1141 ctttctcacttgtttctatgnnnnnnnnnnnnnnnnnnnnnnnnninnninnnnnnnnnnnn

1201 nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnntttgaacttgaattttet
1261 acaaaagaatggtctgaggaattagggtttggecattcaatatgtgtgatgattctcaaga
1321 ttgattgtcttgttcttaggtgtgtgtatatatcatatcaggtgagattgttcactgttt

1381 acattacatgctaaatttacataaaatcttgatgggttctgatcaaaaacctgaaaaggt
1441 atcatctatataactgttgtctttatgttactcacatagcttagetttcatgtacttate
1501 tcaaactcctaattatttatttatttatttattttacttctttctctttcteteccecca
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acacgcacctgacctaaatgaaataactgttctttgattagcacttgtctttagaatata
tcacatccctttcatcctgacaaataagccaaattaaggttttettgttcaagaatggac
taatcatcattgtcattgctagcttaatcagtgtattctcaaatttgatgaaattttgat
attcatcatcgttgtcatctcaaattctttttctttggtcttggataatgtggaaaagge
K S Q A K K V V
aagaaataaacaaaatttggtatttgttccattcagGAAAGAGTCAAGCAAAGAAGGTGG
c 1 PAPAAANSIRPSGEVVPSD
TTTGCATACCAGCACCAGCAGCTGCAAACAGTAGGCCAAGTGGAGAAGTAGTTCCTTCTG
LWAWRIKYGGQKPTITKGSPYPR
ATCTGTGGGCATGGAGAAAGTATGGTCAGAAGCCTATCAAGGGTTCTCCTTATCCAAGgt
aagtgatgatagaaaaatttgtattgtcattctagtttaataactataaaaagttcctaa
gacaaagaacaaaagctgaattcctccattccatttectttectectgacatatattatte
cattgaaaaaataaaaagaaacatttcttgecttcttttctttttagatcttttactatag
gaattgccattattttcctgtttgagcatgaaatacaacaatttatatacatgtcttcaa
acaatgtcctgtagagtgtgecttctggaccaactaaaatttccctagaaactgaattcaa
acaaattctttcatcaaatactgatcgattagtaatatctttagaaatcagtggagggta
tttcaatttcatttgttaattttcttttttgataaaaactctaggagagtttcccaacca
ttgtgcagaatttgcatgagtgaatagatgctgacatttectgtatttgtaatggtttat
ttccetttectattgtcattttgactgttgaactcggacttgaataagtgaataactaccet
aaaaacggcgataaattcagtgatcattataactaactaaataactaactcatgtctcta
G YYRCSSSIKUGTCS AR
tatataacatattccagAGGGTACTATAGATGCAGTAGCTCAAAGGGTTGCTCAGCAAGA
K Q VERSRTDPNMTLUVITYT S E
AAACAAGTGGAGCGTAGCCGAACTGATCCTAACATGCTAGTCATTACTTACACTTCTGAG
HNHPWPTAQIRNALAGS ST RSQP
CACAACCATCCATGGCCAACTCAAAGGAATGCTCTTGCTGGCTCAACAAGGTCACAGCCA
P KNNAGSSIKSSPTSHPAQIKTT
CCAAAGAACAATGCTGGTTCTTCGAAGAGCTCACCGACCTCTCATCCTCAAAAGACAACA
L NTKEQKXKESSNDTT FSPSNMY
TTAAATACAAAAGAACAAAAGGAAAGCAGCAATGATACATTTTCTCCTAGTAACATGGTT
AAASASVKEETTET DTIHETIKHTIM
GCAGCTGCCAGTGCATCAGTAAAAGAGGAGATTGAGGATATTCATGAGAAGCATATAATG
EMEDADAQFSSDGFU&PQSS S YR
GAGATGGAGGATGCCGATCAGTTCAGTAGTGATGGCTTTCCTCAGAGTAGTAGTTACAGG
pTMPDSSQSEDFFADTLTGETE
CCTACAATGCCAGATTCTAGTCAATCTGAAGATTTCTTTGCTGATTTGGGAGAGATAGAA
AADPLDILTLTFSQGGFSOGDUHEQK
GCAGACCCTCTTGATCTTTTGTTTAGTCAAGGGGGATTCAGCGGAGATCATGAGCAGAAA
G SKGGLDPFOGLFDWSETDTNNI
GGAAGCAAGGGTTTGGATCCATTTGGTCTTTTTGATTGGTCAGAAGACACCAACAACATC
S FEEAZKTZ RDL *
TCATTTGAAGAAGCCAAGAGGGATTTATAAcaagacctcctttcaactgaaaatagactg
tttgaagaaaacaagtatgtagttatatcttggtacaatctatctgctaaaaaacccttg
tctttttggetgtgaatttcatgtggagaggatgaagaggaagagatggggaaggttttt



3361
3421
3481
3541
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cttcttecttectactttcatttaaaatttttetttttettgttatttaccagaacagtca
gggaagtttagggaaaaagttaaagagtaaaaaaaagacgagaagagagagagagagaga
gagagagagagagagacagtgctggttgattgggagcagaagcaatggagtceccacatte
cttttggaatattggtggatgggacagaaagctgaggaacagaaggtttgaacagttaaa
acaagtacatccatcagacatgactggaaagctcagcaaaggatagattgatacaaggat
gaaagaaagatgggacttgcecttetetetetttecatecttttettttcaagtgggattaa
ttattcaatccttcactctectttgatcatgtgggecattctttaaag



