Supplementary Table S1. Prioritization of candidate FPC susceptibility genes by private heterozygous PTVs

Number of private Number of private Number FPC patient
heterozygous PTVsin  heterozygous PTVs in tumors with somatic FPC susceptibility Hereditary cancer Hereditary
Gene FPC kindred BCCS samples mutation DNA repair gene Cancer driver gene gene gene pancreatitis gene

ATM 19 1 - Yes Yes Yes Yes -
SSPO 12 8
DNAH14 10 3 - - - - - -
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DNAHI2
DNAH6
EPPK]
ESYT3
FRASI
HGC6.3
IGFNI
KCP
LRRC43
MCTP2
MPO
MUC4
OBSCN
PALB?
SLCOIB3
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XIRP2
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ATP10B
ATPSB3
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ccpCiso
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DOK7
EFCABI3
FAMI514
FAMI864
FANCG
FETUB
FPGT-TNNI3K
GPRISS
HARS?
10GAP2
KIF6
LOC440335
MYHI
MYO7B
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ADAMTSL4
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ALS2CRI11
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BANKI
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MAN2CI
MFI2
MMP9
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SLC26410
SLC449
SLCO1BI
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ADCK2
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AGAP3
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AKAPI2
AKRIDI
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ALDH3A41
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AMHR2
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CcCcpCl4
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ARHGEF38
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ARNTL2
ARRDCI1
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ASBS
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ASCL3
ASGR2
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ASMTL
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ASTL
ATAD2
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ATAD3B
ATF5
ATG10
ATGI12
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ATP104
ATP10D
ATP114
ATP1IC
ATP1341
ATP4B
ATP5J2-PTCDI
ATP5SL
ATP6VOD2
ATP7B
ATXN1
ATXN3
ATXN7
AUH
AUNIP
AURKC
AVIL
AVPR2
AXDNDI
CEPI131
B3GALTS
B3GLCT
B3GNT3
B3GNT4
B3GNT5
B3GNT6
B3GNT8
B4GALNTI
B4GALNT3
B4GALT6
BACEI
BAGS
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ADGRB2
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Cllorf30
Cllorf31
Cllorf52
Cllorf54
Cllorf63
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Cllorf73
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LRRC744
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Cl4orf37
Cl4orf79
Cl40rf80
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Cl5orf48
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Cl6orf46
SPATA33
Cl6orf59
Cl60rf36
Cl60rf90
Cl6orf92
Cl6orf93
Cl6orfy7
C170rf102
NATDI
Cl7orf47
Cl7orf51
Cl7orf53
Cl70rf38
Cl7orf64
Cl7orf74
Cl70rf99
ClSorf32
Cl8orf63
Cl9orf24
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C19orf71
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Clorf6l
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C2CD4B
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C2CD4D
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BCCS - Bipolar Case Control Study. FPC - familial pancreatic cancer. PTVs - premature truncating variants.



Supplementary Table S2. FPC patients harboring a private PTVs ASXLI, DNMT34, and TET2

Gene Transcript Sample ID  Type Consequence Genomic change” Amino acid change” Percentage of reads supporting the variant
FPC0083 Insertion Frameshift g.chr20:31022414_T>TA p.H633fs 26.7
FPCO0172 Deletion Frameshift g.chr20:31023040_ATG>A p.842_843del 16.7
ASXLI NM_015338 FPC0206 Deletion Frameshift g.chr20:31022674_AC>A p.D720fs 16.7
FPC0500 Substitution Nonsense g.chr20:31022245_C>G p.S577X 222
FPCO511 Deletion Frameshift g.chr20:31022402_TCACCACTGCCATAGAGAGGCGGC>T p.630_637del 13.9
FPC0003 Insertion Frameshift g.chr2:25463554_A>AGG p.C710fs 11.6
FPCO113 Deletion Frameshift g.chr2:25468162_TC>T p.E505fs 28.6
FPC0291 Deletion Frameshift g.chr2:25469529_GC>G p.G413fs 343
DNMT3A4 NM_175629 FPC0306 Substitution Nonsense g.chr2:25462023_C>T p-W795X 20.0
FPC0306 Substitution Nonsense g.chr2:25470583_C>T p-W297X 214
FPC0443 Substitution Splicing g.chr2:25470905_C>T sp 36.6
FPC0557 Deletion Frameshift g.chr2:25463577_ TCGAATGGGCCCCA>T p.698_702del 18.0
FPC0072 Substitution Nonsense g.chr4:106196537_C>T p.Q1624X 333
FPCO113 Deletion Frameshift g.chr4:106158407_ATT>A p.1103_1104del 35.0
FPC0267 Insertion Frameshift g.chr4:106197096_C>CT p.A1810fs 12.8
FPC0274 Insertion Frameshift g.chr4:106157833_G>GC p.A912fs 28.2
TET2 NM_001127208 FPCO0319 Substitution Nonsense g.chr4:106156729_C>T p.R544X 25.0
FPC0399 Substitution Nonsense g.chr4:106197276_C>A p.S1870X 28.6
FPC0637 Deletion Frameshift g.chr4:106156656_TG>T p.G520fs 324
FPC0639 Substitution Nonsense g.chr4:106190903_T>A p.L1394X 35.7
FPC0694 Deletion Frameshift g.chr4:106157427 TG>T p.G777fs 52.5

“Genomic corordinates are in hgl9 human genome format and are on the + strand. All changes are heterozygous. g - genomic sequence. bp - protein sequence; fs - frameshift; sp - splicing variant. FPC - familial pancreatic cancer.



Supplementary Table S3. 87 genes analyzed in-depth in FPC patients and kindreds

Gene FPC susceptibility gene Hereditary cancer gene Hereditary pancreatitis gene

ATM
BRCAI
BRCA2“
CDKN24
MLHI
MSH?2
MSHG6
PALB2"
PMS?2
PRSS1
STK11
TP53
BRIPI¢

ERCC4*
FANCA
FANCB
FANCC
FANCD?2
FANCE
FANCF
FANCG
FANCI
FANCL
FANCM
RAD5IC®
SLX4'
CPAl X
ALK
APC
AXIN2
BAPI
BLM
BMPRIA
BUBIB
CDC73
CDHI
CDK4
CHEK?2
CREBBP
CYLD
DDB2
DICERI
EP300
ERCC2
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ERCC3
ERCCS
EXTI
EXT2
FH
FLCN
GPC3
KIT
MENI
MET
MUTYH
NBN
NFI
NF2
PDGFRA
PHOX2B
PMSI
POLDI
POLE
POLH
POTI
PRKARIA
PTCHI
PTEN
RBI
RECQL4
RET
SBDS
SDHAF?2
SDHB
SDHC
SDHD
SMAD4
SUFU
TERT
TSCI
TSC2
VHL
WAS
WRN
WT1
XPA
XPC
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*Also known as FANCDI. "Also known as FANCN. °Also known as FANCJ. “Also known as FANCQ.
°Also known as FANCP. 'Also known as FANCO. FPC - familial pancreatic cancer.



Supplementary Table S4. Deleterious variants in FPC patients and kindreds

FPC patients FPC kindred
Number of deleterious variants Number of VUS Number of benign variants Number of deleterious variants Number of VUS  Number of benign variants
Gene SNVs & INDELs SVDs SNVs, INDELs & SVDs SNVs & INDELs SNVs & INDELs SNVs & INDELs SVDs SNVs, INDELs & SVDs SNVs & INDELs SNVs & INDELSs
ATM 21 1 22 77 1701 19 0 19 71 1576
BRCAI 7 6 13 15 3312 7 6 13 14 3144
BRCA2 10 1 11 15 5380 10 0 10 12 4989
CDKN24 16 0 16 17 33 12 0 12 15 32
MLHI 0 0 0 14 457 0 0 0 12 422
MSH2 0 0 0 19 47 0 0 0 18 44
MSH6 0 0 0 16 1103 0 0 0 14 1020
PALB2 5 0 5 13 257 5 0 5 13 246
PMS2 0 0 0 10 3034 0 0 0 10 2830
PRSS1 1 0 1 2 0 1 0 1 2 0
STK11 0 0 0 3 10 0 0 0 3 9
TP53 2 0 2 7 978 2 0 2 7 924
BRIPI 4 1 5 15 2264 4 1 5 13 2108
6 0 6 18 592 4 0 4 17 557
0 7 7 45 2538 0 6 6 41 2350
0 0 0 12 93 0 0 0 12 86
3 0 3 16 13 3 0 3 14 11
0 4 4 367 292 0 4 4 332 264
0 0 0 16 1012 0 0 0 15 941
2 0 2 5 97 2 0 2 5 92
4 0 4 15 30 4 0 4 13 28
1 1 2 23 2888 1 1 2 21 2672
8 0 8 13 793 7 0 7 12 732
3 2 5 37 715 3 1 4 32 679
0 0 0 8 14 0 0 0 7 14
1 0 1 63 1763 1 0 1 56 1629
4 0 4 13 1041 4 0 4 13 976
1 0 1 14 6998 1 0 1 14 6490
11 0 11 41 5592 11 0 11 39 5181
0 0 0 27 2709 0 0 0 24 2516
1 0 1 5 19 1 0 1 4 18
1 3 4 26 860 1 2 3 26 806
0 0 0 4 388 0 0 0 3 364
3 0 3 11 1512 3 0 3 11 1412
0 0 0 3 0 0 0 0 3 0
0 3 3 7 852 0 3 3 7 794
1 0 1 3 0 1 0 1 3 0
4 6 10 6 41 4 6 10 6 38
0 0 0 36 220 0 0 0 32 211
0 1 1 3 112 0 1 1 2 109
0 0 0 2 1280 0 0 0 2 1190
0 0 0 20 58 0 0 0 18 54
1 2 3 35 1198 1 2 3 34 1135
2 2 4 11 2006 2 1 3 10 1879
1 0 1 11 9 1 0 1 11 6
0 0 0 0 0 0 0 0 0 0
0 2 2 7 798 0 2 2 7 752
0 0 0 11 36 0 0 0 11 34
1 0 1 3 46 1 0 1 3 42
1 1 2 18 117 1 1 2 17 109
0 0 0 7 8 0 0 0 7 8
0 0 0 12 350 0 0 0 12 317
0 0 0 3 3160 0 0 0 3 2940
1 0 1 23 2129 1 0 1 21 1984
2 0 2 15 417 2 0 2 14 388
5 0 5 9 1680 5 0 5 9 1563
1 0 1 11 912 1 0 1 11 860
1 0 1 6 0 1 0 1 5 0
0 0 0 21 3271 0 0 0 20 3016
0 0 0 4 62 0 0 0 4 61
2 0 2 16 28 2 0 2 16 24
2 0 2 24 524 1 0 1 21 496
0 0 0 58 2384 0 0 0 55 2209
0 0 0 12 145 0 0 0 12 139
0 0 0 12 30 0 0 0 11 29
0 0 0 1 245 0 0 0 1 232
1 0 1 30 988 1 0 1 29 910
0 0 0 1 0 0 0 0 1 0
1 0 1 8 2 1 0 1 7 2




RECQL4 3 0 3 52 4900 1 0 1 45 4568
RET 7 0 7 16 3359 5 0 5 16 3121
SBDS 4 0 4 4 269 4 0 4 4 249
SDHAF2 0 0 0 0 0 0 0 0 0 0
SDHB 1 0 1 3 1257 1 0 1 3 1165
SDHC 1 0 1 1 0 1 0 1 1 0
SDHD 0 0 0 0 1287 0 0 0 0 1195
SMAD4 0 0 0 2 0 0 0 0 2 0
SUFU 0 0 0 5 145 0 0 0 5 135
TERT 10 0 10 11 505 10 0 10 11 473
SC1 0 0 0 12 511 0 0 0 12 479
75C2 0 0 0 13 612 0 0 0 12 570
VHL 0 0 0 10 0 0 0 0 10 0
WAS 2 0 2 16 1 2 0 2 16 1
WRN 1 0 1 44 2934 1 0 1 41 2733
wrl 0 0 0 3 800 0 0 0 3 748
XPA 0 0 0 3 4 0 0 0 3 3
XPC 0 0 0 19 2827 0 0 0 17 2618
Total 171 43 214 1665 91054 157 37 194 1541 84751

FPC - familial pancreatic cancer. INDELS - insertion or deletion. SNVs - single nucleotide variants. SVDs - structural variant deletions. VUS - variants of unknown significance.



Supplementary Table S5. FPC samples with more than one deleterious variant

Sample ID Gene 1 Gene 2 Gene 3 Gene 4 Gene 5
FPC0025 FANCA RET - - -
FPC0046 CHEK? NF1 - - -
FPC0050 APC WAS - - -
FPCO0058 CDKN24 ERCC2 SLX4 - -
FPC0061 ATM RBI - - -
FPC0063 CHEK? FANCA - - -
FPCO0075 BRCAI CHEK? - - -
FPCO0076 BIM BRCAI CDHI CHEK? FANCD?2
FPC0091 RET TERT - - -
FPCO0126 ATM PALB? - - -
FPCO0135 APC BRIPI - - -
FPCO0148 ERCC4 FANCM - - -
FPCO171 ATM FANCL - - -
FPCO0191 ATM RECQL4 - - -
FPC0224 BRCAI FANCL - - -
FPC0228 CYLD WAS - - -
FPC0235 CDKN2A4 WRN - - -
FPC0321 CDKN2A4 FANCL - - -
FPCO0336 ATM TERT - - -
FPCO0372 FANCL FH - - -
FPC0472 BRCAI BRCA?2 - - -
FPCO0506 APC BRCA2 - - -
FPCO0539 TP53 TP53 - - -
FPC0556 CDK4 FLCN - - -
FPCO0591 ATM ERCCH4 - - -
FPCO0593 FANCM PTCHI - - -
FPC0622 BRCAI CHEK?2 - - -
FPC0628 BRCAI BRCA2 - - -
FPC0710 CDKN2A4 RECQL4 - - -
FPCO0713 BLM BRCA2 ERCC2 FANCM -
FPC0738 ATM FANCF - - -
FPCO0755 ATM BUBIB - - -

Underlined gene symbol indicates structural variant deletion. FPC - familial pancreatic cancer



Supplementary Table S6. Deleterious variants in BCCS samples

Number of deleterious variants Number of VUS Number of benign variants

Gene SNVs & INDELSs SNVs & INDELSs SNVs & INDELSs
ATM 1 65 2545
BRCAI 2 20 4872
BRCA2 6 40 8077
CDKN2A4 0 14 48
MLHI 0 15 696
MSH?2 1 12 55
MSH6 0 21 1456
PALB2 0 29 410
PMS?2 0 6 4025
PRSS1 1 2 0
STK11 0 7 7
TP53 0 3 1472
BRIPI 9 38 3553
ERCC4 2 31 872
FANCA 1 48 3798
FANCB 0 13 169
FANCC 0 15 12
FANCD2 2 78 423
FANCE 0 12 1510
FANCF 1 8 144
FANCG 1 12 24
FANCI 2 33 4061
FANCL 6 14 1215
FANCM 5 57 1072
RADSIC 0 18 36
SLX4 0 65 2902
CPAl 1 19 1499
ALK 1 23 9342
APC 4 55 8698
AXIN2 0 39 4085
BAPI 0 3 16
BLM 3 37 1375
BMPRIA 1 6 432
BUBIB 0 19 2368
CDC73 0 2 0
CDHI 0 14 1314
CDK4 0 5 2
CHEK?2 7 7 51
CREBBP 1 51 258
CYLD 0 6 121
DDB2 0 8 1942
DICERI 0 29 27
EP300 0 65 1837
ERCC2 1 18 2887



ERCC3 5 14 1
ERCCS 0 0 0
EXTI 0 11 1187
EXT2 1 26 26
FH 1 5 51
FLCN 1 14 142
GPC3 0 24 0
KIT 0 21 524
MENI 0 5 4783
MET 0 27 2716
MUTYH 2 17 654
NBN 10 25 2449
NF1 1 12 1414
NF2 0 3 0
PDGFRA 1 21 4933
PHOX2B 1 1 48
PMS1 1 21 20
POLDI 1 41 557
POLE 3 71 3813
POLH 2 23 194
POTI 1 25 48
PRKARIA 0 2 55
PTCHI 5 42 1409
PTEN 0 1 0
RBI 0 15 0
RECQL4 0 60 5592
RET 7 16 5115
SBDS 3 4 359
SDHAF?2 0 1 0
SDHB 0 6 1868
SDHC 1 0 0
SDHD 0 0 21
SMAD4 0 5 0
SUFU 1 6 177
TERT 8 7 820
ISCI 0 16 716
75¢C2 1 23 968
VHL 0 15 0
WAS 0 21 3
WRN 2 63 4591
WT1 0 5 465
XPA 0 3 0
XPC 0 21 3571
Total 118 1821 128998

BCCS - Bipolar Case Control Study. INDELSs - insertions and deletions. SNVs - single nucleotide
variants. VUS - variants of unknown significance.



Supplementary Table S7. Deleterious variants in FPC kindreds and BCCS samples

Number of deleterious variants
Gene FPC kindreds (n=593) FPC kindreds with > 3 affected members (n=245) BCCS samples (n=967)
ATM 19 9 1
BRCAI 7 3 2
BRCA2 10 4 6
CDKN24 12 7 0
MLHI 0 0 0
MSH?2 0 0 1
MSHG6 0 0 0
PALB2 5 3 0
PMS2 0 0 0
PRSS1 1 1 1
STK11 0 0 0
TP53 2 0 0
BRIPI 4 1 9
ERCC4 4 1 2
FANCA 0 0 1
FANCB 0 0 0
FANCC 3 0 0
FANCD2 0 0 2
FANCE 0 0 0
FANCF 2 1 1
FANCG 4 1 1
FANCI 1 0 2
FANCL 7 3 6
FANCM 3 0 5
RADSIC 0 0 0
SLX4 1 1 0
CPAI 4 0 1
ALK 1 1 1
APC 11 8 4
AXIN2 0 0 0
BAPI 1 0 0
BLM 1 1 3
BMPRIA 0 0 1
BUBIB 3 3 0
CDC73 0 0 0
CDH1 0 0 0
CDK4 1 0 0
CHEK? 4 1 7
CREBBP 0 0 1
CYLD 0 0 0
DDB?2 0 0 0
DICERI 0 0 0
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BCCS - Bipolar Case Control Study. FPC - familial pancreatic cancer.



Supplementary Table S8. Differences in deleterious variants between FPC kindreds with three or more affected
members and BCCS samples

Deleterious variants in Deleterious variants in

Genetic Ancestry Gene FPC kindred BCCS samples P-value
ATM 9 1 4.4x10°°
APC 8 5 0.0013

All (n=245) BUBIB 3 0 0.0082
CDKN24 7 0 1.3x10”
PALB?2 3 0 0.0082
ATM 9 1 3.8x10°
APC 8 5 0.0012

European (n=240) BUBIB 2 0 0.0395
CDKN24 7 0 1.2x107
PALB?2 3 0 0.0078

BCCS - Bipolar Case Control Study. FPC - familial pancreatic cancer.



Supplementary Table S9. Private heterozygous PTVs present in all sequenced affected members of a kindred

Gene

Number of FPC kindred (n=38) with Number of private heterozygous PTVs

a shared private heterozygous PTV

in FPC kindred (n=593)

Number of private heterozygous
PTVs in BCCS samples

CEP290
WDRS87
ABCBI0
AGBLI
AIG]
ATGI2
ATM
ATP10B
B3GNTS
C1601189
Clorf123
Cdorf27
CDKN24
CHAC?2
CHPF
CNGB1
CRI
CRIP2
CXCL5
CXorf40B
DHX58
DNAH6
DSCI
DUSP28
EDNI
EGFL6
EGR4
ENAM
ERCC6L
FAM136A4
FAMI134
FBXLIS
FIGNLI
GEMINS
GRHPR
HACE]
HELZ2?
HEPNI
HIF3A4
HTR5A4
IDUA
INPP5D
ISLR?2
ITIH?
KIAA0368
KRT4
LACE]
LAG3
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LGALS8
LIPT2
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Mcccel
MCTP2
MFI2
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MXRAS
MYBPC2
MYO3B
NDUFAI2
NFYA
NOS2
NSG1
NTSE
NUDTI
OPLAH
ORIEI
PCDHGAS
PCP2
PGBD2
PKHDILI
PLA2GI10
PLCDI
PNLIP
POLDI
POLM
POLRIC
POLR3B
PRDM4
PSD2
RABL3
RADIL
RASSF6
RECOL
RGSI2
RYRI
SARIB
SCCPDH
SLCI14A41
SLC22418
SLC4542
SPAG4
SPEM1
SYTI5
TAARS
TACRI
TLRI
TMEM200B
TMEM30B
TXNDC5
UNCS80
VATIL
VPSI16
ZFP92
ZNF180
ZNF407
ZNF433
ZNF443
ZNF488
ZNF534
ZNF764
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BCCS - Bipolar Case Control Study. FPC - familial pancreatic cancer. PTVs - premature truncating variants.



Supplementary Table S10. Deleterious variants shared between affected members of an FPC kindred

1* affected Gene with 2" affected 3" affected Deleterious variant
member of kindred deleterious variant Type C q G ic ch 3 Amino acid changeb member of kindred Deleterious variant present’ member of kindred present’
FPC0044 BUBIB Deletion Frameshift g.chr15:40477557_ACAGG>A pfs FPC0679 NP - -
FPC0105 POLDI Substitution Splicing g.chr19:50887648 G>C p-sp FPCO112 P - -
FPCO0171 ATM Substiution Nonsense g.chrl1:108124573_C>A p-S644X FPC0231 NP - -
FPCO0171 FANCL Deletion Frameshift g.chr2:58386928 G>GTAAT p.fs FPC0231 NP - -
FPC0347 PALB2 Deletion Frameshift g.chr16:23647356_ATC>A p.fs FPC0612 NP - -
FPC0364 ALK Substiution Splicing g.chr2:29541271_C>T p-sp FPCO0146 NP - -
FPC0450 ATM Deletion Frameshift chr11:108124619_GA>G p.fs FPC0505 P - -
FPC0461 BRCAI Deletion Frameshift g.chr17:41246849 TAC>T p.fs FPC0486 NP FPC0572 NP
FPC0462 CDKN2A4 Substiution Nonsynonymous g.chr9:21971057_C>A p.G101W FPC0483 P - -
FPC0476 CDKN2A4 Substiution Nonsense g.chr9:21970901_C>A p-E153X FPC0497 P - -
FPC0572 ERCCH4 Substiution Nonsynonymous g.chr16:14041848 C>T p-R799W FPC0486 P FPC0461 NP
FPC0689 CDKN2A4 Substiution Nonsynonymous g.chr9:21970981_A>T p-V126D FPC0741 P FPC0687 NP
FPC0690 BRIPI Substiution Nonsynonymous g.chr17:59937223 G>C p-P47A FPC0675 NP - -
FPC0705 RECQL4 Deletion Frameshift g.chr8:145738491_CAT>C p.fs FPC0709 NP FPC0710 P
FPC0709 CDKN2A4 Substiution Nonsynonymous g.chr9:21970981_A>T p-V126D FPCO0710 P FPC0705 NP
FPC0712 NBN Substiution Nonsynonymous g.chr8:90990521_T>C p.I171V FPC0713 NP - -
FPC0718 RET Substiution Nonsynonymous g.chr10:43613908 A>T p.Y791F FPCO0717 P FPC0719 NP

FPC - familial pancreatic cancer. ‘Genomic corordinates are in hg19 human genome format and are on the + strand. All changes are heterozygous. g - genomic sequence. bp - protein sequence; fs - frameshift; sp - splicing variant. °NP - deleterious variant not
present in sequenced FPC patient; P - deleterious variant present in sequenced FPC patient.



Supplementary Table S11. Somatic mutations in FPC patient tumors

Sample ID  Gene Genomic position® Amino acid change” Type Consequence
Pal02 AADAC chr3 151545829-151545829 C T 357R>C Substitution  Nonsynonymous
FPC0625  ABCAI chr9_107556794-107556794_A_ NA Deletion Splicing
FPC0494 ABCAI10 chrl7_67178849-67178849 G T 866Y>X Substitution  Nonsense
FPC0728  ABCAI3 chr7_48311386-48311386_C_T 708A>V Substitution ~ Nonsynonymous
FPC0728 ABCAI3 chr7_48311639-48311639_A_C 792K>N Substitution  Nonsynonymous
FPC0070 ABCA6 chrl7_67109393-67109393 G A 671Q>X Substitution  Nonsense
FPC0728  ABCAS chr17_66913554-66913554_C_T 656A>T Substitution  Nonsynonymous
Pa229 ABCCI11 chr16_48264361-48264361_G_A 75R>C Substitution  Nonsynonymous
FPC0625  ABCC4 chr13_95673939-95673939_A_ NA Deletion Splicing

Pa222 ABCCS chr3_183655723-183655723_G_T 1274P>T Substitution  Nonsynonymous
FPC0751 ABCC6 chrl6_16269772-16269772_C_T 888E>K Substitution Nonsynonymous
Pa231 ABCG4 chrl1_119024786-119024786_C_G 97L>V Substitution  Nonsynonymous
FPC0625  ABI3BP chr3_100570788-100570788_A__ NA Deletion Splicing
FPC0625  ABI3BP chr3_100570788-100570788__AA NA Insertion Splicing
FPC0728 AC009336.1 chr2 176993688-176993688 G A 73P>L Substitution  Nonsynonymous
FPC0627  AC034236.1 chr5_115320315-115320315_C_A 296T>N Substitution ~ Nonsynonymous
Pa230 AC134980.3 chr15_22319415-22319415_ C_T 67R>H Substitution  Nonsynonymous
FPC0344 ACACA chrl7_35487054-35487054 C T 1924D>N Substitution  Nonsynonymous
FPC0744  ACACB chr12_109577809-109577809_C_G 2008>C Substitution ~ Nonsynonymous
FPC0347  ACADS chr12_121176190-121176190_G_C 244E>D Substitution Nonsynonymous
FPC0649 ACHE chr7_100491669-100491669 G T 62A>D Substitution  Nonsynonymous
FPC0347  ACLY chr17_40061793-40061793_G_A 329R>X Substitution ~ Nonsense

Pa230 ACTRI0 chr14_58698990-58698990_ TGGGAGGTAA NA Insertion Frameshift
FPC0135  ACVRIB chr12_52370236-52370236_C_T 153Q>X Substitution  Nonsense
FPC0728  ACVR24 chr2_148683686-148683686_A NA Deletion Frameshift
FPC0745  ACVR24 chr2_148653906-148653907_TT_ NA Deletion Frameshift
Pa229 ADAM11 chrl7_42837122-42837122_ C_T 32R>X Substitution Nonsense
Pa230 ADAM?23 chr2_207414826-207414826_G_A 292R>H Substitution ~ Nonsynonymous
Pa230 ADAM?29 chr4_175898400-175898400_G_A 575R>H Substitution  Nonsynonymous
FPCO135  ADAMTS3 chr4_73433121-73433121_G_T NA Substitution  Splicing
FPC0627  ADAMTSL?2 chr9 136420796-136420796_G_A 465A>T Substitution  Nonsynonymous
FPC0344  ADAT3 chr19_1912345-1912345_C_ NA Deletion Frameshift
Pa222 ADCYI chr7_45724597-45724597 C_T 668T>M Substitution  Nonsynonymous
FPC0745  ADCY7 chr16_50338848-50338848_C_T 525R>C Substitution ~ Nonsynonymous
FPC0747  ADCYS chr8_132052530-132052530_G_T 17T>N Substitution Nonsynonymous
FPC0745 ADD?2 chr2_70910895-70910895 G _A 318S>L Substitution  Nonsynonymous
FPC0745  ADD2 chr2_70919573-70919573_G_A 223R>C Substitution ~ Nonsynonymous
FPC0649  ADIPOQ chr3_186571011-186571011_G_A 55R>H Substitution  Nonsynonymous
FPC0649  ADPRHLI chr13_114077229-114077229_C_T 325V>1 Substitution  Nonsynonymous
FPC0728  ADRA2B chr2_96781506-96781506_C_T 128R>H Substitution ~ Nonsynonymous
FPC0625  ADRA2C chr4_3769025-3769025_C_T 231A>V Substitution  Nonsynonymous
FPC0476 AFF1 chrd 87967347-87967347_G_A 16R>Q Substitution  Nonsynonymous
FPC0135  AGBLS chr2_27278109-27278109_G_A 299R>Q Substitution ~ Nonsynonymous
Pa230 AGPAT3 chr21_45387878-45387878_C_T 77T>M Substitution  Nonsynonymous
Pal02 AGPS chr2_178301489-178301489_T C NA Substitution  Splicing

Pa227 AHSP chrl6 31539518-31539518 G A 20V>1 Substitution  Nonsynonymous
FPC0625 AK9 chr6_109820315-109820315_C_T 1660D>N Substitution Nonsynonymous
FPC0744  AKNA chr9_117105990-117105990_G_A 1252A>V Substitution  Nonsynonymous
FPC0744  AKRIC3 chr10_5144399-5144399_G_A 226R>Q Substitution ~ Nonsynonymous
FPC0627  AL117190.6 chrl4_101302515-101302515_G_A TTIR>W Substitution  Nonsynonymous
FPC0625 AL365190.16 chr9 84275256-84275256 C A 9V>L Substitution  Nonsynonymous
FPC0347  ALCAM chr3_105271329-105271329_ G_A 522V>M Substitution ~ Nonsynonymous
Pa227 ALDH3BI chrl1_67795378-67795378_G_C NA Substitution  Splicing
FPC0745  ALDHY9A1 chrl_165649901-165649901_T NA Deletion Frameshift
FPC0737  ALDOA chr16_30081526-30081526_C_T 363A>V Substitution  Nonsynonymous
Pa227 ALGY chrll_111742145-111742145_C_G NA Substitution  Splicing
FPC0649  ALOXI2B chr17_7984476-7984476_C_T 128V>1 Substitution  Nonsynonymous
FPC0347  ALPK3 chrl5_85401414-85401414_A_G 1351T>A Substitution ~ Nonsynonymous
FPC0438 AMER3 chr2_131519880-131519880_G_A T9A>T Substitution Nonsynonymous
FPCO0751 AMER3 chr2_131521687-131521687_C_A 681A>E Substitution  Nonsynonymous
FPC0476  AMOT chrX_112065537-112065537_C_A 273R>1 Substitution ~ Nonsynonymous
FPC0744  AMOT chrX 112058741-112058741_C_G 413A>P Substitution  Nonsynonymous
Pa227 AMY24 chrl_104166497-104166497_G_C 371D>H Substitution  Nonsynonymous
Pa230 ANAPCI1 chr2_112542959-112542959 G_T 1632A>D Substitution ~ Nonsynonymous
FPC0652  ANKDDIB chr5_74949004-74949004_G_A 218G>D Substitution  Nonsynonymous



FPC0438
FPC0751
FPCO0746
Pa231
FPC0625
FPCO0746
Pa230
Pa222
FPC0438
FPC0728
FPC0625
FPC0525
FPC0625
FPC0627
Pal02
Pa231
FPC0756
PaloOl
Pa228
Pal02
FPC0476
Pa231
Pa227
FPCO0751
FPC0476
FPC0645
FPCO0745
FPC0070
FPC0745
Pal02
Pa227
FPC0744
Pa231
FPC0737
FPC0737
FPC0494
FPC0494
FPC0625
FPCO0747
FPC0737
FPC0625
FPCO0135
FPC0494
Pa222
FPC0728
Pa228
FPC0347
FPC0649
FPC0625
Pa229
FPC0728
FPCO0751
FPC0494
FPC0649
Pa231
Pa228
FPC0726
Pa222
FPC0616
FPC0525
Pa227
FPC0494
Pa222
Pa229
FPC0344
FPC0612
FPC0746
Pa228

ANKHDI
ANKRDI7
ANKRD40
ANKSIB
ANO2
ANO2
ANO7
AP241
AP4BI
APCDDIL
APIP
APLPI
AQPI24
AQR
ARFGEF]1
ARHGAPI7
ARHGAPI8
ARHGAP20
ARHGAP22
ARHGAP23
ARHGAP26
ARHGAP27
ARHGAP44
ARHGEF]
ARHGEF4
ARHGEF4
ARHGEF4
ARIDIA
ARID1A
ARIDIA
ARID2
ARID3C
ARMC4
ARMCXS
ARR3
ARSK
ART3

ASB2
ASHIL
ASIC2
ASPH
ASTL
ATAD2B
ATAD3B
ATF6B
ATPI0D
ATP8A2
ATRX
AUPI
B3GALTI
ADGRB2
ADGRB3
BBSI2
BCASI
BCL241
BCL6
BCLAFI
BEND4
BICD?
BINI
BIRC6
BOC

BOC

BOLL
BPTF
BRCA2
BRDY
BTBDI10

chrs_139884703-139884703 C_T
chrd_73987464-73987464 A_C
chrl7_48776867-48776867_G_C
chrl2_100048865-100048865 C A
chr12_5708667-5708667 G_A
chr12_6030300-6030300_G_A
chr2 242140720-242140720_G_A
chr19_50309015-50309015 C_T
chrl_114445487-114445487 G_C
chr20_57036249-57036249 G A
chrll_34909836-34909836 A T
chr19_36370266-36370266_G_T
chr2 241631462-241631462 G_
chrl5_35207278-35207278 C_T
chr8_68139458-68139458 T C
chrl6_24931459-24931459 C_A
chr6_129899731-129899731 T A
chrll_110450490-110450490 C_A
chrl0_49663160-49663160 G A
chr17_36622972-36622972 C_T
chrS_142281569-142281569 G_T
chrl7 43507456-43507456 C_T
chr17_12799823-12799823 C_T
chr19_42396140-42396140 G_T
chr2_131674239-131674239 C_A
chr2_131674043-131674043_G_A
chr2_131673863-131673863_C_T
chrl 27101362-27101362_ T
chrl_27087503-27087503 C_T
chrl_27093058-27093058_G_A
chrl2 46246680-46246680 G T
chr9_34624029-34624029 C_T
chrl0_28229593-28229593 G_A
chrX_101858005-101858005 T A
chrX_69489739-69489739 C_T
chrS_94936704-94936704_A_G
chrd4_77003038-77003038 C T
chrl4_94423185-94423185 G_A
chrl_155408136-155408136_T_G
chrl7 32483254-32483254 A G
chr8_62550925-62550925 A
chr2_96799269-96799269 C_T
chr2 24033199-24033199 T G
chrl_1407310-1407310_ G _C
chr6_32084867-32084867 C_A
chrd_47538913-47538913 A G
chr13_26114529-26114529 A _C
chrX_76939044-76939044 T G
chr2 74756112-74756112_A_
chr2_168725931-168725931 C_A
chrl_32193634-32193634_C_T
chr6_70065727-70065727 G T
chrd_123664125-123664125 G_C
chr20_52574014-52574014_A_T
chrl5 80263424-80263424 G C
chr3_187449532-187449532 A T
chr6_136590640-136590640 A_C
chrd 42153742-42153742_G C
chr9 95481525-95481525 C_T
chr2_127821199-127821199 G_A
chr2_32725000-32725000 A G
chr3_112992014-112992014 G_A
chr3_113002285-113002285_G_A
chr2_198622125-198622125 C_A
chr17_65919062-65919064 AGA
chrl3_32913342-32913342_G_A
chrs_891957-891957 T C
chrll_13410644-13410644 G_A

NA
1169L>V
224P>R
418G>C
739P>L
143P>L
242G>R
878R>C
NA
368T>M
NA
627E>X
NA
482R>H
1277N>S
880A>S
640D>V
1060E>D
226T>M
256R>C
223D>Y
64V>M
65R>C
105K>N
STT1A>E
512G>S
452R>C
NA
693R>X
NA

NA
136R>H
629R>C
312F>L
29T>M
417Y>C
44T>M
32R>W
1937E>A
100S>P
NA
117R>H
814E>A
16A>P
544K>N
452R>G
NA
568K>N
NA
128Q>K
1522V>M
1190K>N
360E>Q
458[>N
13A>G
116H>Q
718S>R
140P>R
468A>T
241T>M
2952D>G
354V>M
820R>Q
NA

NA
1617S>N
22K>R
388R>C

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution

Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Nonsense
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsense
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0649
Pal02
Pa229
FPC0494
FPC0625
FPCO0745
FPC0728
FPC0625
FPC0625
Pa228
FPC0616
FPC0347
Pa231
FPC0759
FPCO0746
FPC0759
Pa230
FPC0649
Pa228
Palol
Palol
FPCO0135
FPC0747
Pa231
Pa227
FPC0747
FPCO0745
FPC0616
FPC0625
Pal02
FPC0747
FPC0747
Pa230
FPC0476
FPC0747
FPC0344
FPC0625
FPC0759
FPC0476
FPCO0751
FPC0652
FPC0625
FPC0344
FPC0344
FPC0625
FPC0625
Pa227
FPC0525
PaloOl
Pal02
Pa222
FPC0616
FPC0616
FPC0476
Pa231
Pa227
FPCO0751
Pa229
Pa227
FPC0649
FPC0625
Pa222
FPC0728
FPC0759
FPC0525
FPC0525
FPC0744
Pa222

BTG2
BUBIB
BZW2
EDRF1
C100rf76
CI100rf90
Cllorf87
Cl4orf169
Cl50rf40
PRR35
Cl6orf71
Cl6orf93
Cl60rf96
C170rf104
C170rf97
C19orf26
Clorfl100
Clorfl47
CIART
CFAP61
CFAP61
C2orf40
CSorf47
Céorf10
ZBED6CL
CABP2
CACNAIE
CACNAIG
CACNAIH
CACNAIH
CACNAII
CACNAII
CAD
CALCR
CALDI
CAMTAI
CANDI1
CANTI
CARDI0
CARDI0
CASO2
CATSPERI
CBFA2T3
CBX8
CCBLI
CCDCI109B
CCDC114
CCDC125
CCDC13
CCDC146
CCDC169
CCDC175
CCDCI175
CCDC39
CCDC40
CCDCS53
CCDC67
CCDC71
CCDC8
CCDS757.1
CCNC
CCNJ
CCPG1
CCSER2
cCT7
CDI163
CDI63L1
CD177

chrl_203276268-203276268 C_T
chrl5_40505650-40505650 C_G
chr7_16737718-16737718_G_A
chrl0_127408455-127408455 C_A
chrl0_103717493-103717493 T A
chrl0_128147681-128147681 G _C
chrl1_109294667-109294667 G_A
chrl4_73957988-73957988 G C
chrl5 83677285-83677285 G
chrl6_615266-615266 G_A
chrl6_4787921-4787921 G A
chrl6_30771742-30771742_G_A
chrl6_4638245-4638245 G A
chrl7 42734592-42734592 C T
chrl7 263292-263292 G_A
chr19_1235067-1235067 G _A
chrl 244541771-244541771 C_T
chrl_206671019-206671019 G_A
chrl_150257038-150257038 G A
chr20_20257854-20257854 G A
chr20_20269275-20269275 A C
chr2_106694362-106694362_G_A
chrs_173416442-173416442 C_A
chr6_32287756-32287756 A C
chr7_150027554-150027554 C_T
chrll_67288598-67288598 C T
chrl_181705570-181705570 C_T
chrl7_48638890-48638890 G T
chrl6_1259401-1259401 G A
chrl6_1259257-1259257 G_A
chr22_40056361-40056361 C T
chr22 40066233-40066233 G A
chr2 27458210-27458210 G T
chr7 93055813-93055813 C_T
chr7_134625945-134625945 G A
chrl_7723748-7723748 G _A
chrl2_67700248-67700248 G A
chrl7 76989643-76989643 C T
chr22 37900230-37900230 G A
chr22 37887388-37887388 G A
chrl 116280945-116280945 G T
chrll_65792902-65792902 C T
chrl6_89043142-89043142 G A
chrl7 77769321-77769321 G A
chr9 131602898-131602898 T
chrd_110606404-110606404 A T
chrl9 48809565-48809565 G A
chrs_68599744-68599744 T G
chr3_42751216-42751216 C T
chr7 76891535-76891535 C T
chrl3 36822762-36822762 G A
chrl4 60027870-60027870 A
chrl4_60027871-60027871 G T
chr3_180397155-180397155 A C
chrl7_78064104-78064104 G T
chrl2 102455125-102455125 C G
chrll 93118642-93118642 C T
chr3_49201335-49201335_G_A
chrl9 46914753-46914753 C_G
chrl_99771529-99771529 C T
chr6_100006296-100006296 A
chrl0_97816872-97816872 C_A
chrl5 55652991-55652991 T G
chrl0_86259707-86259707 G A
chr2 73477492-73477492 G T
chrl2 7639374-7639374 G_A
chrl2_7525999-7525999 T A
chrl9 43859815-43859815 C_G

60S>F
885P>A
339E>K
27Q>K
NA
609L>V
103R>Q
89R>P
NA
559A>T
84A>T
74P>L
835M>1
56T>1
220D>N
124R>C
52P>L
11P>L
185E>K
850V>M
940K>T
143V>1
59A>E
1941>R
21R>C
93D>N
1141P>L
24D>Y
1245D>N
1197E>K
873R>C
1462R>Q
1295R>L
427R>H
497E>K
381V>M
934A>T
399E>K
533R>C
970R>W
144D>E
317D>N
25T>M
95R>X
NA

NA
168H>Y
210E>D
650D>N
362R>X
176Q>X
NA
307L>1
SF>C
1000C>F
NA
290R>X
103P>S
439E>Q
419R>X
NA
203S>Y
327E>A
801R>H
377G>C
727R>C
1216H>L
128P>A

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Frameshift
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsense
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsense
Nonsynonymous
Nonsynonymous
Nonsense
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0747
FPC0737
FPC0747
FPC0745
FPC0649
Pa231

FPC0746
Pa231

Pal02

Pa222

FPC0737
Pa231

FPC0744
Pa230

FPC0744
FPCO0135
FPC0745
Pa230

FPC0476
FPC0616
FPC0746
Pal02

Pa227

Pa230

FPC0625
FPC0625
FPC0494
FPC0627
FPC0747
FPC0728
FPC0625
Pa228

FPC0625
Pa230

FPC0627
FPC0759
FPC0737
FPC0652
FPC0747
FPC0745
FPC0652
Pa227

FPC0756
FPC0070
FPC0649
FPC0744
FPC0625
FPC0344
FPC0347
FPC0494
FPC0747
FPC0747
Pa227

Pa228

FPC0745
FPC0627
FPC0744
FPCO0525
FPC0745
FPC0759
Pa222

FPC0625
Pa222

Pa222

FPC0347
FPC0751
FPC0747
Pa227

cDiA
CD44
CD70
cD8i
CDY3
CDC26
CDC42BPB
cDCy7
CDHI9
CDHI9
CDH?
CDH22
CDH23
CDH3
CDH4
CDHS
CDHRI
CDK13
CDK9
CDKN24
CDKN24
CDKN24
CDKN24
CDKN24
CEACAM20
CEACAM20
CECR2
CELF1
CELF5
CELF6
CEP104
CERS4
CESI
CFP
CHDS
CHN2
CHRD
CHRNAI
CHRNB2
CHRND
cITA4
CKAPS
CLCAI
CLDNS
CLK2
CLK4
CNTNAP2
CNTNAPS
CNTROB
co46
COG2
COLI1Al
COL1141
COL4AS
COL543
COLG6AI
COLYA?2
COLECI0
COLECI2
COQI10B
€009

cP

CPBI
CPNE5
CPS1
CPXM]I
CREB3LI
CREB3LI

chrl_158227226-158227226 T C
chrll_35219748-35219748 T G
chr19_6586137-6586137_G_A
chrll 2411663-2411663_G A
chr20_23065343-23065343 C_T
chr9_116029659-116029659 T _C
chrl4 103434810-103434810 G A
chrl_91973956-91973956 T G
chrl8_64221714-64221714 T A
chrl8 64172477-64172477 T C
chr18 25568548-25568548 G_A
chr20_44806708-44806708_G_A
chrl0_73466665-73466665 A T
chr16_68712450-68712450 C_T
chr20_60427876-60427876_G_A
chrl6_62055298-62055298 G A
chr10_85961671-85961671_G_A
chr7_40118416-40118416 C_T
chr9 130551622-130551622 G_A
chr9 21971194-21971194 C_
chr9 21971111-21971111_G_A
chr9 21974772-21974773 CC_
chr9 21971111-21971111_G_A
chr9 21971041-21971041_A
chr19 45016988-45016988 T G
chr19_45016989-45016989 C_T
chr22_18022353-18022353 C_T
chrll 47510493-47510493 C A
chr19_3281255-3281255 G_A
chrl5_72608245-72608245 C_T
chrl _3759890-3759890 A
chr19_8326651-8326651 A T
chrl6_55844925-55844925 A
chrX_47486217-47486217 C_T
chrl_6181216-6181216 G_A
chr7_29440412-29440412_G_A
chr3_184104440-184104440 G_A
chr2_175613343-175613343 C_T
chrl_154544311-154544311_G_A
chr2 233391314-233391314 G A
chr16_11000517-11000517 C_T
chrll_46780943-46780943 G_A
chrl 86959931-86959931 C T
chr22_19511835-19511835 C_T
chrl_155234040-155234040 T C
chr5_178040820-178040820 T G
chr7_147335947-147335947 C_T
chr2_124999846-124999846 T C
chrl7_7846846-7846846 C T
chrl_234509384-234509384 C_T
chrl_230798923-230798923 G_A
chrl 103379210-103379210 C_G
chrl_103488505-103488505 C_A
chrX_107849987-107849987 G_A
chr19 10071410-10071410 G A
chr21_47421271-47421271 G_A
chrl_40767487-40767487_G_C
chr8_120079618-120079618 G A
chr18_346619-346619 G A
chr2_198324735-198324735 C_T
chrl6 57481431-57481431 C T
chr3_148901396-148901396_A
chr3_148562468-148562468 G_A
chr6 36713231-36713231 C_T
chr2_211541772-211541772_C_G
chr20_2775081-2775081_A_G
chrll_46299682-46299682 C T
chrll_46342082-46342082 G T

300V>A
293S>A
159T>M
30G>S
496R>H
481>V
T4TR>W
NA
180S>C
631S>G
561R>X
598R>C
98IN>Y
146T>M
267V>1
4R>W
212A>T
999R>X
307D>N
NA
138A>V
NA
138A>V
NA
484D>A
484D>N
819R>X
25R>M
221R>Q
96A>T
NA
310M>L
NA
299D>N
1621R>W
182V>1
698R>Q
428A>T
338V>1
43R>Q
390R>W
1482R>X
581S>F
67A>T
399>V
189K>N
16S>F
86V>A
NA
58R>C
113V>1
1351G>R
358E>D
754A>T
1670R>C
643D>N
623P>A
33R>H
335R>C
62R>X
SA>V
NA
231R>Q
421R>H
1445P>R
NA
7P>L
NA

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Deletion

Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Frameshift
Nonsynonymous
Frameshift
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing



FPC0625
Pa229

FPCO0525
Pa231

Pa222

FPC0744
FPC0625
Pa229

FPC0747
FPCO0745
FPC0347
Pa222

Pa229

Pa230

Pa229

FPC0494
FPC0745
FPC0347
Pal02

FPC0476
FPCO0746
FPC0728
FPC0476
FPC0438
FPC0744
FPCO0135
Pa228

Pa231

FPC0745
FPC0744
FPCO0745
FPCO0759
FPC0745
FPC0625
FPC0625
FPC0625
FPC0525
FPC0747
Palol

Pal02

FPC0745
Pa231

FPCO0745
FPC0728
FPC0744
FPC0746
Pa230

FPC0737
FPC0737
FPCO0759
FPCO0525
FPC0625
FPC0747
FPC0747
Pa230

FPC0652
FPC0627
Pa222

FPCO0525
FPCO0751
Pa222

FPC0728
Palol

FPC0747
FPC0745
FPC0728
FPC0744
FPCO0135

CREBBP
CRMPI
CRYGB
CSF2RB
CSMD3
CSNKIAIL
CSNK1G2-AS1
CTD-2611012.2
CTNNDI1
CTSD
CTSK
CULI
CULY
CULY
CWF19L2
CFAP47
CFAP47
CYPIAI
CYP2142
CYP26B1
CYP4641
DABI
DCAF12L2
DCAFI13
DcC
DCHS1
DCHS1
DCHS1
DCLK2
DCSTAMP
DDX17
DDX41
DDX42
DDX52
DDX60L
DENND3
DGKD
DGKK
DHX34
DHX34
DHX57
DIDO1

chrl6_3808053-3808053 A
chrd_5841350-5841350 A T
chr2_209010626-209010626_A_T
chr22 37326752-37326752_G_A
chr8_113332201-113332201 A T
chr13_37679366-37679366_C_T
chr19 1954129-1954129 T C
chr19_56284090-56284090 G_A
chrll_57564206-57564206_G_A
chrll_1769246-1769246 G A
chrl_150779223-150779223 T G
chr7_148486871-148486871_G_A
chr6_43164580-43164580 C T
chr6_43181595-43181595 G_A
chrll_107299725-107299725_G_C
chrX_36337360-36337360 G _
chrX_36322049-36322049 G T
chrl5_75014615-75014615 T A
chr6_32008184-32008184 T G
chr2_72360229-72360229 C_T
chrl4_100157470-100157470_C_T
chrl_57491653-57491653 C T
chrX_125299721-125299721 G_A
chr8_104447996-104447996_C_G
chrl8_50832036-50832036 G A
chrll_6651374-6651374 G_A
chrll_6661487-6661487 C_A
chrll_6646623-6646623 G A
chrd_151000541-151000541 G_A
chr8_105361496-105361496_G_T
chr22 38888114-38888114 C T
chr5_176942808-176942808 C_T
chrl7_61895418-61895418 A_G
chrl7 35988719-35988719 A
chrd_169312799-169312799 G
chr8_142152436-142152436_G_A
chr2 234377167-234377167_G_C
chrX_50213157-50213157 C_T
chr19_47870310-47870310_A_G
chrl9 47870310-47870310_ A G
chr2_39082255-39082255 T C
chr20_61511246-61511246_G_A

DKFZP686J1910 chr16_81183402-81183402_C_T
DKFZP779J2370 chr15_100256986-100256986 G_A

DLCI
DLGAP3
DMBTI
DNAHI10
DNAHI1
DNAHS
DNAH6
DNAH7
DNAH7
DNAH7
DNAH7
DNAH9
DNAJCI10
DNAJC17
DNHDI1
DNMT3L
DOK3
DOTIL
DPP3
DPP7
DRDI
DUSPI16
DVLI
DVL3

chr8_13356764-13356764_C_T
chrl 35370171-35370171 C_T
chr10_124347988-124347988 C_T
chrl2_124416293-124416293_G_A
chr7 21857903-21857903 C_T
chr5_13885215-13885215 G_A
chr2_84831556-84831556_G_A
chr2_196762492-196762492 A
chr2_196642630-196642630 C_T
chr2_196661344-196661344 G_C
chr2_196659235-196659235 C_G
chr17_11593283-11593283 C_T
chr2_183593653-183593653_G_T
chrl5 41068494-41068494 C_A
chrll_6540881-6540881 A C
chr21_45671514-45671514_C_T
chrs_176931211-176931211 C_T
chr19_2207621-2207621 C_T
chrll_66261057-66261057_G_A
chr9_140007735-140007735 A G
chr5_174869961-174869961 C_A
chrl2_12630227-12630227 T
chrl_1275456-1275456 C_T
chr3_183888334-183888335 CA

NA
403H>Q
42C>S
298G>S
2392L>Q
10E>K
NA
137A>T
233R>Q
63P>L
20E>A
543G>R
928P>L
1878R>H
411N>K
NA
132V>F
275K>M
3141>S
357V>1
58R>C
NA
63R>W
462P>A
667R>H
1551R>C
453R>L
2318P>S
121R>H
239G>V
386R>H
150R>H
826N>S
NA

NA
141V>1
1175E>Q
174R>H
556T>A
556T>A
617R>G
2021P>L
1549R>H
6P>L
273D>N
272G>S
597R>C
4225G>R
3553T>M
956R>C
988E>K
NA
3653R>H
3491H>D
3515D>H
1382R>W
189D>Y
NA
482N>H
254R>H
422G>S
302S>L
448G>S
209F>S
48V>F
NA
291A>T
NA

Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Deletion

Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
NA
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Frameshift



FPC0625
Pal01
Pa231
FPC0652
Pa228
FPC0736
FPC0625
Pa231
Pa230
FPC0737
Pa228
Pa222
FPC0625
FPC0625
FPC0494
Pa222
FPC0728
FPC0751
Pa231
FPC0728
Pal02
FPCO0525
FPC0625
FPC0652
FPCO0135
Pa227
FPC0652
FPCO0525
Pa227
FPC0625
FPC0625
Pa227
Pa231
Pa222
Pa222
FPC0652
FPC0726
Pa222
FPC0652
Pa222
FPC0438
FPC0627
Pal02
FPC0476
FPCO0135
Pa222
FPC0525
FPC0070
FPC0744
FPC0625
FPC0476
FPC0745
FPC0476
FPC0627
FPC0728
Pa227
FPC0625
FPC0737
FPC0070
FPC0344
FPC0744
FPC0747
FPC0344
FPC0737
Pa222
FPC0070
FPC0746
Pal02

DYNCILII
DYNC2HI
DYNC2HI
DYTN
EBFI
EBNAIBP2
ECD
ECD
EFCABI3
EFCAB7
MICU3
EHBPI
EI24

EI24
EIF24K3
EIF2B2
AGO2
EIF2S3L
EIF34
ELF4
ELMO?2
EP400
EPB41L4B
EPHAG6
EPHAS
EPHBI
EPHB4
EPSS8
EPTI
ERAPI
ERAPI
ERF
ERLINI
ESPNL
EVC
EVPL
EVPL
EXOC3LI
EXOC6
EXOCS8
EXOSC9
EYS

F2

F7
FAMI1094
FAM111B
FAMI117B
FAMI224
FAM1354
FAMI171B
FAMI19A44
FAM205BP
FAM209B
FAM464
BRINP3
FAM63B
FANCM
FANCM
FATI
FAT2
FAT2
FAT4
FBLLI
FBLN1
FBNI
FBN2
FBN2
FBN2

chr3_32571824-32571824 A
chrl1_103019309-103019309 A T
chrll_103074479-103074479_G_A
chr2_207569605-207569605 G_A
chr5_158139342-158139342 C_A
chrl_43634675-43634675_G_A
chrl0_74906123-74906123 A
chr10_74906123-74906123 A
chrl7_45451876-45451876_G_C
chrl_63999206-63999206 C T
chr8_16961950-16961950 C_A
chr2_63053349-63053349 C_T
chrll_125452295-125452295 C_A
chrll_125452298-125452298 A G
chr2_88890353-88890353_G_T
chrl4 75469811-75469811 G A
chr8_141566117-141566117 T _A
chr12_10658881-10658881 T A
chrl0_120829141-120829141 A C
chrX_129205124-129205124 G_A
chr20_45023111-45023111_G_A
chrl2 132496183-132496183 T
chr9_112069508-112069508 T _
chr3_97356828-97356828 C_T
chrl 22927533-22927533 C T
chr3_134851891-134851891 G_A
chr7_100417826-100417826_C_T
chrl2 15819395-15819395 T G
chr2_26587719-26587719 C_T
chrS_96116124-96116124 T A
chrs_96116125-96116125_A_C
chr19_42754571-42754571 T C
chr10_101911899-101911899 T G
chr2 239025571-239025571 G_A
chrd_5803782-5803782_C_A
chrl7_74015057-74015057_G_A
chrl7 74011034-74011034 C T
chr16_67221600-67221600 C_T
chr10_94608375-94608375_G_A
chrl_231472042-231472042 C_T
chrd_122737994-122737995 AA_
chr6_66042308-66042308_C_A
chrl1 46750254-46750254 A T
chr13_113771857-113771857 C_T
chr12_111801054-111801054 C_T
chrll_58893567-58893567 C_G
chr2_203589708-203589708 G_C
chr9_71395486-71395486_C_G
chr6_71235687-71235687 T G
chr2_187626520-187626520 C_A
chr3_68802094-68802094 T A
chr9 34837695-34837695 C T
chr20_55108525-55108525 G_A
chr6_82461365-82461365_A_T
chrl_190067891-190067891 G_A
chrl5_59064335-59064335 G_A
chrl4_45605618-45605618_C_G
chrl4 45645877-45645877 A G
chrd_187549490-187549490 C_T
chrS_150925292-150925292_A_G
chrs_150905452-150905452_ G
chrd_126412015-126412015 C_T
chrS_167957374-167957374_ G_T
chr22 45996196-45996196 G A
chrl5_48805784-48805784 G_A
chrS_127609637-127609637_G_A
chrs_127636565-127636565 C_G
chr5_127681205-127681205_G_A

NA
970N>1
2762G>E
149R>X
NA
158Q>X
NA

NA
306D>H
190R>C
345H>Q
147S>F
243Q>K
244R>G
329L>M
40G>R
383M>L
127V>D
2561>S
234R>X
4P>L
NA

NA
896R>W
894A>V
433A>T
301V>1
193K>T
49A>V
NA

NA
571>V
346S>R
295V>M
804H>N
408R>X
729D>N
190G>R
29V>M
484G>S
NA
S90R>1
4471>F
251A>V
60V>1
666T>S
30W>C
136R>G
771L>X
484S>Y
69E>V
49R>H
43R>Q
165L>Q
520R>C
247W>X
128F>L
1307Y>C
1543R>H
1799L>S
NA
4680Q>X
289A>S
661R>H
517A>V
2579P>S
2037G>A
1021R>C

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Splicing
Nonsynonymous
Nonsynonymous
Nonsense
Splicing
Nonsense
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0652
FPC0747
FPCO0746
FPC0744
FPC0625
FPC0625
Pa230

Pa230

FPC0476
Pa222

FPC0747
FPC0070
FPC0347
FPC0627
FPC0751
FPC0347
FPC0625
FPC0625
FPC0625
FPC0748
Pa229

FPC0347
FPC0494
FPC0627
FPC0476
FPC0625
Pa227

FPC0652
FPC0745
Pal02

Pa228

FPC0476
FPC0737
FPC0747
PalOl

FPC0728
FPCO0135
FPC0625
FPC0347
FPC0476
FPC0627
FPCO0746
FPC0649
FPC0747
Pa229

FPCO0751
FPC0747
FPCO0616
FPC0746
FPC0347
Palol

Pa231

Pa229

FPC0745
FPC0494
FPC0751
FPC0737
Pal02

FPCO0135
FPC0347
FPC0625
FPC0649
FPC0347
FPC0616
FPC0725
FPC0737
FPC0476
Pa227

FBXLI13
FBX021
FBX046
FCRL4
FCRLS5
FCRLS
FEMIC
FFARI
FGDI
FGFS5
FGFR2
FGLI
FKRP
FLCN
FLNC
FLTI
FLT4
FLT4
FLT4
FLVCRI
FMO3
FOXB2
FREM3
FSCN1
FSHR
FUBPI
FUT7
GABBRI1
GABRA6
GABRB3
GAD2
GAL3ST3
GALNTI10
GALNT14
GALNTI16
GAMT
GANC
GAS2
GBAPI
GEMINS
GFM1
GGN
GIPCI
GIPR
GJA3
GJA9
GKNI
GLI3
GLI3
GLS
GMIP
GNB2
GOLGA4
GOLGAG6L2
GPAT?2
GPC4
GPC5
GPCPDI
GPM6B
ADGRG4
ADGRA3
ADGRDI1
GPRI142
GPR156
GPR32
GPR39
GPR50
ADGRV1

chr7_102518899-102518899 T A
chrl2 117610387-117610387 G C
chrl9 46215346-46215346 G A
chrl_157559038-157559038 C_A
chrl_157504348-157504348 A T
chrl_157504349-157504349 T G
chrs_114860151-114860151 C_T
chrl9 35842813-35842813 C T
chrX_54475297-54475297 G_C
chrd_81207633-81207633_G_A
chrl0_123325147-123325147 G A
chr8 17731940-17731940 C A
chrl9 47258728-47258728 G C
chrl7 17118616-17118616 C T
chr7_128485276-128485276 G_A
chrl3 29005314-29005314 C_G
chrs_180046492-180046492 C_G
chrs_180046493-180046493 A G
chrS_180046494-180046494 G C
chrl 213032419-213032419 T
chrl_171083479-171083479 G A
chr9 79634892-79634892 C T
chrd 144614358-144614358 A
chr7 5632959-5632959 A C
chr2_49190290-49190290 C T
chrl_78435702-78435702 A
chr9 139926078-139926078 C_T
chr6_29589534-29589534 A
chrs_161115971-161115971 T
chrl5 26866684-26866684 G T
chrl0_26518619-26518619 G C
chrl1_65811101-65811101 G A
chrs_153765887-153765887 C_T
chr2 31215798-31215798 C T
chrl4_69800300-69800300 G
chr19_1399000-1399000 G A
chrl5_42584990-42584990 C_G
chrl1 22770667-22770667 T A
chrl_155186379-155186379 C_G
chrS_154296637-154296637 _GCT
chr3_158364654-158364654 C_T
chrl9 38877043-38877043 C T
chrl9 14589561-14589561 T C
chrl9 46180341-46180341 C A
chrl3 20717051-20717051 G A
chrl_39340662-39340662 T G
chr2 69207157-69207157 G _A
chr7 42004662-42004662 C_ T
chr7 42011982-42011982 C T
chr2 191792051-191792051 C_T
chrl9 19754323-19754323 G A
chr7_100276335-100276335_G_A

NA
301P>R
470R>X
88R>L
579H>Q
579H>P
570E>K
120P>L
793P>R
205R>Q
61R>C
112C>F
7Q>H
439V>M
1253V>1
316G>A
NA

NA

NA

NA
387R>H
108R>C
NA
131K>T
557R>Q
NA
38R>Q
NA

NA

NA
251M>1
58P>L
318A>V
69V>1
NA
162P>L
129D>E
159Y>N
143Q>H
NA
164R>C
287E>K
262E>G
256F>L
126P>L
370K>T
157R>H
1337A>T
686R>Q
423T>1
6P>S
312D>N

chr3_37368043-37368069_GATATTGAACACAAAGAATTGGTTINA

chrl5 23686803-23686803 C_G
chr2_96688929-96688929 G A
chrX_132437297-132437297 G T
chrl3 92346053-92346053 G A
chr20_5560671-5560671 T A
chrX_13834996-13834996 C T

chrX 135474445-135474447_GAT_

chr4_22457447-22457447_A_G
chr12_131569149-131569149_G_A
chr17_72363807-72363807__T
chr3_119892225-119892225 C_A
chr19_51274851-51274851_A_C
chr2_133402940-133402940_C_T
chrX_150349064-150349064_C_T
chr5_89943537-89943537_C_T

273E>D
692R>C
455S>R
313G>E
152L>F
10E>K
NA
4V>A
538V>1
NA
342Q>H
332T>P
375R>C
337R>C
1082P>L

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Deletion

Substitution
Substitution
Deletion

Substitution
Insertion

Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution

Splicing
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Frameshift
Frameshift
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0476
FPC0751
FPCO0744
Pa231

FPC0649
FPC0625
FPC0737
FPC0438
FPCO0737
FPCO0751
FPC0625
Pa231

FPC0652
FPC0745
FPC0652
FPC0652
Pa227

FPC0744
FPC0625
FPC0649
FPC0652
FPC0756
Pa229

FPCO0737
Pa231

FPC0748
Pa229

Pal02

Pal02

Pa227

FPC0747
FPC0751
FPCO0759
FPC0438
FPC0728
Pa227

FPC0494
Pa227

FPCO0745
FPC0747
FPC0627
FPC0649
Pa230

Pa227

FPCO0745
FPCO0751
FPC0747
FPCO0759
FPC0494
FPC0747
FPCO0616
FPC0747
Pa227

Pa228

Pa229

FPC0756
FPCO0746
FPC0652
FPC0344
FPC0494
Pa228

Pa228

FPCO0756
FPCO0751
FPC0494
FPCO0616
Pa227

FPC0625

GPRASP2
GRAMDIB
GRBI10
GRBI14
GRIA2
GRIA3
GRID1
GRID2IP
GRIK4
GRIPAPI
GRK1
GRK7
GRMS5
GSDMB
GTF3CI1
GYS1
GYS2
H2AFY2
HACLI
HAPLNI
HATI
HBB
HBPI
HCN4
HCN4
HDAC7
HECTDI
HEPACAM
HEPN1
HERC1
HERC2
HFM1
HGS
HIATI
HIGD2B
HIPIR
HIRA
HISTIH4B
HIVEP3
HK2
HMCNI
HMCN2
HNRNPM
HRNR
HS3S8TI
HS3ST1
HSCB
HSD17B2
HSD17B3
HSF4
HSH2D
HSPAIL
HSPAG6
HSPA9
HSPG2
HTR7
HTR7P1
HYDIN
HYOUI
1AHI
IARS
IGDCC3
IGHAI
IGLV3-27
IGSF1
IGSF10
IGSF9B
IL13RA2

chrX_101971979-101971979 A G
chrll_123448093-123448093  C
chr7_50737441-50737441_G_A
chr2_165365366-165365366_ A
chrd_158281129-158281129 G_A
chrX_122336604-122336604 C_G
chrl0_87966324-87966324 G A
chr7_6565891-6565891 C_T
chrll_120833172-120833172_G_A
chrX_48844573-48844573 C T
chr13_114321792-114321792_C_T
chr3_141497160-141497160_G_A
chrll_88300941-88300941 G A
chr17_38062230-38062230 C_A
chrl6_27481592-27481592_C_T
chr19 49472739-49472739 G A
chr12_21733394-21733394 T C
chr10_71851697-71851697_G_A
chr3_15613280-15613280 A
chr5_82937543-82937543 A _C
chr2_172822955-172822955 G_T
chrll_5248160-5248160 C G
chr7_106822983-106822983 C_G
chrl5_73615456-73615456_G_A
chrl5_73660208-73660208 C T
chr12_48190075-48190075 G_A

chr14_31598240-31598240__ GCACTGGAAGATGACCCT

chrll_124792636-124792636 C_A
chrl1_124789852-124789852 G A
chrl5 63948096-63948096 C T
chrl5 28357016-28357016 C_T
chrl_91850795-91850795 A
chrl7 79658574-79658574 G T
chrl_100547707-100547707 A T
chrl5 72968711-72968711 G A
chrl2 123340451-123340451 G T
chr22 19394779-19394779 C_T
chr6_26027365-26027365_G_A
chrl_42046318-42046318 C T
chr2_75107496-75107496 C T
chrl_186043907-186043907 C_T
chr9 133266657-133266657 G_A
chr19 8520336-8520336 T A

chrl 152185859-152185859 C T
chrd 11401236-11401236_G_A
chrd_11401473-11401473_G_A
chr22 29139872-29139872 A G
chrl6_82131763-82131763 G A
chr9 98997831-98997831 G C
chrl6_67198727-67198727 C_G
chrl9 16268144-16268144 G A
chr6_31778008-31778008_G_A
chrl_161496156-161496156 C_T
chrs_137902814-137902814 A G
chrl 22161214-22161214 C T
chrl0_92509035-92509035 C T
chrl2 13153707-13153707 C T
chrl6_71096139-71096139 G A
chrl1_118919009-118919009 C A
chr2 9621469-9621469 G _C

chr9 95003206-95003206 C_T
chrl5 65622667-65622667 G A
chrl4_106173605-106173605 G A
chr22 23011181-23011181 G A
chrX_130419756-130419756 C_A
chr3_151171534-151171534 C_T
chrll_133791134-133791134 C_A
chrX_114242638-114242638 G C

728T>A
NA
161P>L
NA
709E>K
129P>A
106T>M
295G>S
683R>H
303R>H
3IR>W
12A>T
637A>V
286E>D
1551E>K
674R>C
62N>S
155R>Q
NA
279C>W
213A>S
31R>T
112T>R
993T>M
135G>D
237S>F
NA
294E>D
69R>Q
3310R>Q
4800A>T
NA
212C>F
472H>L
2A>V
NA
77R>Q
39A>V
1384S>N
457T>1
2725A>V
149R>Q
541>K
2749R>H
132R>X
53Q>X
80N>S
296G>S
282P>A
5P>A
200R>H
581S>L
570R>C
2521>T
3560A>T
286V>1
188S>F
770T>1
776S>1
113S>T
1072G>E
608R>C
321R>C
82G>S
122E>X
118R>Q
829S>1
285T>S

Substitution
Insertion

Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Frameshift
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0652
FPC0745
Pa228

FPC0616
FPC0748
FPC0745
FPC0759
FPCO0525
FPCO0759
Pa230

FPCO0759
FPC0747
FPC0649
Pa228

Pa228

FPC0625
FPC0347
Pa227

FPC0649
FPCO0616
FPC0627
FPC0726
Pa230

FPC0744
FPC0625
FPC0745
FPCO0759
FPCO0745
FPC0476
FPC0070
FPC0347
Pa222

FPC0747
FPC0748
FPC0344
Pa228

Pa228

Pa228

Pa229

FPCO0344
Pa229

FPC0070
Pal02

Pa227

FPC0347
FPC0649
FPC0728
FPC0737
FPC0649
FPC0744
FPC0652
FPC0625
FPC0745
FPC0747
FPC0728
FPCO0616
FPC0744
FPC0476
Pa229

FPC0745
FPC0748
FPCO0746
FPCO0751
FPC0746
FPC0625
FPC0625
FPC0625
FPCO0616

ILI7B
ILDRI
ILF3
INOS0
INTSI2
I0CE
IOCF6
IQCH
IRAK]
IREB2
IRSI
IRX6
ISLR

ISX
ITGA7
ITGAX
ITIHS
ITPR3
ITSNI
WL

JAM?2
JPH4
JUNB
KCNAS
KCNA7
KCNES
KCNGI
KCNG2
KCNG3
KCNHI
KCNKIS
KCNKI6
KCNKIS8
KCNMB3
KCNN2
KCNQ2
KCNT2
KCNT2
KCNT2
KCNV2
KCTD6
KDM34
KDM4C
KIAA0556
ICEI
KIAA1109
KIAA1109
KIAAI21IL
ARFGEF3
KIAA1407
KIAAI462
KIAA1524
KIAA1671
KIAAI755
CCAR2
KIAA2022
KIAA2022
KIF134
KIFIB
KIF264
KL
KLF17
KLHDC74
KLHL?2
KLRFI
KLRFI
KLRFI
KNDCI

chr5_148756438-148756438 G A
chr3 121724153-121724153 C_T
chrl9_10787905-10787905 A G
chrl5 41388477-41388477 C_T
chr4_106614622-106614622 C_T
chr7 2608628-2608628 C T
chr3_51812802-51812802 C T
chrl5 67652196-67652196 A T
chrX_153279633-153279633 C T
chrl5 78777218-78777218 T C
chr2 227661396-227661398 TGC
chrl6_55360423-55360423 C_A
chrl5 74468241-74468241 G A
chr22 35481613-35481613 C T
chrl2 56092548-56092548 C T
chrl6 31391868-31391868 G A
chrl0_7622013-7622013 C G
chr6_33656459-33656459 C T
chr21 35254688-35254688 C_A
chrl_152883569-152883569 C_A
chr21 27084697-27084697 G T
chrl4 24040238-24040238 C T
chrl9 12902725-12902725 A G
chrl2 5154314-5154314 G T
chr19 49575432-49575432 C_G
chrX_108868081-108868081 C T
chr20_49621004-49621004 G A
chrl8_77623896-77623896 G A
chr2 42720145-42720145 G T
chrl 210857484-210857485 GA_
chr20 43379388-43379388 G A
chr6_39284074-39284074 C A
chrl0_118969347-118969347 C_A
chr3_178968609-178968609 A T
chrs_113740231-113740231 C_T
chr20_62065228-62065228 A G
chrl_196311360-196311360 T A
chrl_196311361-196311361 G C
chrl_196227503-196227503 C_T
chr9 2718160-2718160 G A
chr3_58486706-58486706 C G
chr2 86678329-86678329 C G
chr9 7174667-7174667 G_A

chrl6 27752211-27752211 A T
chrs_5461863-5461863 A T
chr4 123187938-123187938 G T
chr4 123128268-123128268 T C
chr2 99413812-99413812 C A
chr6_138656264-138656264 G _A
chr3_113737613-113737613 C_A
chrl0_30318342-30318342 T G
chr3_108276265-108276265 A
chr22 25434857-25434857 G A
chr20_36874488-36874488 G A
chr8 22464772-22464772_A_G
chrX_73961508-73961508 C_A
chrX_73965471-73965471 T G
chr6_17772273-17772273 G _C
chrl_10381896-10381896 G C
chrl4_104641592-104641592 C_T
chr13 33635773-33635773 C_T
chrl 44596381-44596381 A G
chrl_18808142-18808142 T G
chrd 166159933-166159933 A G
chrl2 9994450-9994450 G A
chrl2 9994453-9994453 A G
chrl2 9994454-9994454 T G
chrl0_135015094-135015094 C T

58R>C
106R>Q
160T>A
11G>E
111G>R
42S8>L
54R>Q
242R>S
467A>T
510I>T
NA
74P>H
348G>S
222T>1
315R>H
1067V>M
375G>R
2199R>C
1495P>T
432H>Q
NA
568A>T
47Y>C
334W>L
137E>D
57D>N
372R>C
77A>T
166S>X
NA
301R>H
NA
231S>Y
61L>Q
227H>Y
351L>P
NA

NA
1011R>Q
141D>N
21H>D
149P>R
1037D>N
865S>C
806R>X
2440V>F
501L>S
NA
2094R>H
359V>F
245E>D
NA
587G>D
15A>V
141>V
962D>Y
5Q>H
1448P>A
734S>T
823R>C
853R>C
375N>D
223W>G
88E>G
126C>Y
127Y>C
127Y>X
1027R>W

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Splicing
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous



FPC0081
FPC0070
FPCO0081
FPCO0135
FPC0344
FPC0347
FPC0438
FPC0476
FPC0494
FPC0525
FPC0616
FPC0625
FPC0627
FPC0645
FPC0652
FPC0725
FPC0726
FPC0728
FPC0737
FPC0744
FPCO0745
FPC0746
FPC0747
FPC0748
FPCO0751
FPC0756
PaloOl

Pal02

Pa222

Pa227

Pa228

Pa229

Pa230

Pa231

FPC0652
FPC0744
Pal02

FPC0494
FPC0347
FPC0347
FPC0747
FPC0494
Pa222

FPC0652
FPC0625
FPC0745
FPC0476
Pa227

FPC0747
Pa222

FPC0625
FPCO0135
FPC0727
FPC0744
FPC0746
Pa222

Pa227

FPC0737
Palol

Pa222

FPC0745
FPC0476
FPC0625
FPC0748
FPC0070
FPC0476
Pa228

FPC0645

KNTCI1
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRAS
KRT2
KRT24
KRTS84
KRTAP24-1
KRTAP3-2
KY
LAMAI
LAMA3
LAMAS
LAMCI
LARP7
LASIL
LEMD3
P3H3
LHXS5
LIMK]
LIN74
LINC00521
LIPE
LIPF
LIPH
LIX]
LMLN
LMTK3
LPA
ADGRLI
LPIN3
LRPIB
LRPIB
LRPIB
LRP2
LRP2
LRP6
LRRC24

chr12_123082423-123082423_A_T

chrl2_25398284-25398284 C T
chrl2_25380276-25380276 T A
chrl2 25380276-25380276 T C
chrl2_25398284-25398284 C_A
chrl2_25398284-25398284 C_A
chrl2 25380275-25380275 T G
chrl2_25380276-25380276 T A
chrl2_25398285-25398285 C_G
chrl2 25398284-25398284 C_A
chrl2_25398284-25398284 C T
chrl2_25398284-25398284 C_T
chrl2 25398284-25398284 C T
chrl2_25398285-25398285 C_G
chrl2_25398284-25398284 C_T
chrl2 25398284-25398284 C T
chrl2_25398284-25398284 C T
chrl2_25398284-25398284 C_T
chrl2 25398284-25398284 C T
chrl2_25398284-25398284 C_A
chrl2_25398284-25398284 C_T
chrl2 25398285-25398285 C_G
chrl2_25380275-25380275 T G
chrl2_25398284-25398284 C_A
chrl2 25398284-25398284 C T
chrl2_25398284-25398284 C_A
chrl2_25398284-25398284 C_A
chrl2 25398284-25398284 C T
chrl2_25398284-25398284 C T
chrl2_25398284-25398284 C_T
chrl2 25398284-25398284 C T
chrl2_25398284-25398284 C_A
chrl2_25398284-25398284 C_A
chrl2 25380275-25380275 T G
chrl2_53039355-53039355 T G
chrl7_38859762-38859762_C_T
chrl2 52772162-52772162_ C_T
chr21_31655018-31655018 G T
chrl7_39155882-39155882_G_A
chr3_134369700-134369700_C_T
chrl8_6986267-6986267 C A
chrl8_21529777-21529777_G_C
chr20_60897815-60897815_C_T
chrl_183097865-183097865 G_A
chrd_113578483-113578483_ A
chrX_64749109-64749109 C_G
chrl2_65564791-65564791 A_G
chrl2_6938023-6938023 C_G

chr12_113907121-113907121_G_A

chr7_73507608-73507608_G_A
chr12_81239722-81239722__ A
chrl4_94467512-94467512_C_T
chr19_42914802-42914802_ G_A
chr10_90427400-90427400_A_C
chr3_185232267-185232267 AC
chr5_96430624-96430624 C_T
chr3_197707203-197707203_C_T
chr19_49001957-49001957 G A
chr6_161006199-161006199 G_A
chr19_14263136-14263136_C_T
chr20_39987466-39987466 G A
chr2_141625347-141625347 C_T
chr2_141459795-141459795 C_T
chr2_140995761-140995761 C_A
chr2_170063276-170063276_G_T
chr2_170009390-170009390 C_T
chrl2 12397358-12397358 G T
chr8_145747933-145747933 C_T

1501M>L
12G>D
61Q>L
61Q>R
12G>V
12G>V
61Q>H
61Q>L
12G>R
12G>V
12G>D
12G>D
12G>D
12G>R
12G>D
12G>D
12G>D
12G>D
12G>D
12G>V
12G>D
12G>R
61Q>H
12G>V
12G>D
12G>V
12G>V
12G>D
12G>D
12G>D
12G>D
12G>V
12G>V
61Q>H
NA
62G>S
487V>1
78P>H
75P>L
35A>T
1750A>S
3134D>H
NA
1087R>H
NA
277E>Q
472Y>C
140R>G
68A>V
10R>H
NA

NA
359A>V
60E>D
NA
226R>Q
186R>W
819P>L
1390R>X
1217V>1
839R>Q
1464R>Q
2073G>R
4507G>V
2318D>E
4127R>H
96S>Y
490D>N

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing

NA
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



Pa231

Pa222

FPC0344
Pa229

FPC0746
FPCO0081
Pa230

FPC0494
FPC0652
FPC0525
FPC0616
FPCO0744
FPC0494
FPC0625
FPCO0756
FPC0737
FPC0728
FPCO0747
Pa227

FPC0625
FPCO0745
PaloOl

FPC0751
Pal02

FPC0744
FPC0494
FPCO0751
FPC0746
Pa229

FPC0652
FPC0756
FPC0745
FPC0344
FPC0625
FPC0737
FPC0625
Pa222

Pa231

Pa230

FPC0649
Pa222

Pa222

FPC0652
FPC0746
FPC0344
FPC0627
FPC0759
Pa228

FPC0737
Pa228

FPC0649
FPC0649
FPC0494
FPC0476
FPC0625
Pa228

Palol

FPC0494
FPC0344
FPC0525
FPC0438
FPC0476
FPC0726
Pa230

Pa229

FPCO0746
FPC0747
FPC0625

NRROS
LRRCSS5
LRRC71
LRRIQI
LRRK?2
LRRTM1
LRRTM3
LSM12
LTBPI
LTBP3
LTF
LYNXI
LYST
LYST
MAGEBIO
MAGEBI7
MAGEBIS
MAGI2
MAGI2
MAML?2
MAN2AI
MAPIS
MAP2K]
MAP2K1
MAP2K4
MAPK15
MAPKS
MATN4
MBDS
MBLAC?
MCF2L2
MCTPI
MDNI
MED27
MEGFI0
MGA
MGAT44
MGATS
MICALLI
MIR223
MIR525
MIR936
MIRLET7E
KMT2D
KMT2C
KMT2C
MMELI
MMELI
MMP2
MMP27
MOGATI
MOVIOLI
MPC2
MPHOSPHY
MRE!14
MROH6
MRPL30
MRPS31
MRPS5
MS4414
MTMRI
MTMRI
MTMRI2
MTSSI
MUCI19
MUC20
MVP
MYCBP2

chr3_196386812-196386812_G_A
chrll_56950145-56950145 C_T
chrl_156899472-156899472__ T
chrl2 85554492-85554492 G T
chrl2_40677878-40677878_C_A
chr2_80529836-80529836_G_T
chrl0_68687327-68687327 C_A
chrl7 42141262-42141262_G_C
chr2_33468758-33468758_T_C
chrll_65319824-65319824 G A
chr3_46501292-46501292_ G T
chr8_143857086-143857086_C_A
chrl 235894163-235894163 C_A
chrl_235938389-235938389 A
chrX_27840153-27840153_C_A
chrX_16188795-16188795 G T
chrX_26158032-26158032_G_C
chr7_77789413-77789413_C_T
chr7_77764361-77764361 G C
chrll_95826575-95826575 C_A
chr5_109106176-109106176_G_A
chr19 17837917-17837917 C_T
chrlS_66774194-66774194 G_A
chrl5_66679764-66679764_G_C
chrl7_12028625-12028625 C_A
chr8_144804016-144804016 G_A
chrl0_49609715-49609715_C_G
chr20_43932934-43932934 C T
chr2_149227865-149227865 A _C
chrS5_89769854-89769854 A_C
chr3_183035949-183035949 A
chrS_94230502-94230502_G_A
chr6_90513179-90513179 C_A
chr9_134735980-134735980 G_A
chrS_126732418-126732418 T C
chrl5_42021471-42021471 C_
chr2_99256294-99256294 A
chr2_135076257-135076257_G_A
chr22_38321979-38321979 G_T
chrX_65238767-65238767 C_T
chrl9_54200844-54200844 G_A
chrl0_105807923-105807923_T C
chrl9 52196093-52196093 A G
chrl2_49444741-49444742 AC_
chr7_151879331-151879331 G_A
chr7_151945330-151945330 G T
chrl 2541231-2541231 G_A

chrl 2535385-2535385 C_T
chrl6_55530924-55530924 T C
chrll_102562592-102562592_G_A
chr2_223574553-223574553_G_A
chr22 50596562-50596562_ G T
chrl_167893779-167893779 A _
chrl2_123706093-123706093_G_A
chrll 94212931-94212931 A
chr8_144653916-144653916 G_A
chr2_99812044-99812044 C_T
chrl3 41345268-41345268 A G
chr2_95766281-95766281 A T
chrll_60183408-60183408_C_A
chrX_149931095-149931095 C T
chrX_149905203-149905203_C_T
chrS_32229936-32229936_T_C
chr8_125577963-125577963_G_A
chrl2_40935424-40935424 T G
chr3_195452649-195452649 C_T
chrl6_29859162-29859162 C_T
chrl3_77750766-77750766_A_

100A>T
260R>C
NA
1608G>C
815P>T
370T>N
218S>Y
55I>M
636C>R
414Q>X
21R>S
27A>S
3010A>S
NA
244P>T
97G>V
310E>D
925R>H
1003T>S
207R>L
377G>E
575P>L
224V>M
27E>Q
276D>E
475R>Q
4S>R
193V>1
785N>H
86F>V
NA
564T>M
66R>L
294P>L
203C>R
NA

NA
174A>T
465G>V
19P>L
20A>T
8R>G
191>V
NA
1872Q>X
730S>Y
102P>L
318D>N
520>T
483H>Y
318E>K
1048C>F
NA
81A>V
NA
175R>X
121P>L
2F>S
2901>K
323Q>K
631R>C
398A>V
731E>G
255S>L
151S>A
392P>L
845A>V
NA

Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing



FPC0494
FPC0347
FPCO0746
FPC0070
Pa227
Pa228
FPC0744
Pa231
FPCO0747
Pa222
Pa228
Palol
PalOl
Pa230
FPC0744
FPC0747
FPC0746
FPCO0751
Pa229
FPC0525
FPC0344
FPC0747
Pa228
FPC0728
Pa222
FPC0344
FPC0476
PaloOl
FPC0627
FPCO0748
FPC0625
FPC0744
FPCO0746
FPC0756
FPC0135
FPC0652
FPC0759
Pa229
Pa228
Pa229
FPC0649
Pa227
PaloOl
FPC0744
Palol
FPC0625
FPC0347
FPC0626
Pa222
FPC0745
Pa230
FPC0627
FPC0476
FPC0627
FPCO0751
FPC0625
Pa227
FPC0625
FPC0756
Palol
Pa222
FPC0494
FPC0476
Pa222
FPC0438
FPC0476
FPC0652
FPC0344

MYHI11
MYHI3
MYHS
MYLI
MYO184
MYOIF
MYO34
MYO5C
MYO7B
MYO7B
MYO7B
MYO9B
MYRIP
NAAIS
NADK
NAGA
NALCN
NAPSA
ICE2
NAV2
NBEAL2
NCAM1
NCAM2
NCK1
NCMAP
NDN
NDNF
NDSTI1
NDUFAF3
NDUFB4
NEB
NEB
NEB
NEB
NEMF
NFKBIZ
NFXLI1
NKX6-3
NLRPI12
NLRP4
NLRP5
NLRP5
NNT
NOAI
NOLI11
NOL4
NOXI
NPAPI
NPFFR2
NPHSI
NPHSI
NPL
NPLOC4
NRII2
NR5A2
NRAP
NRAP
NRXN1
NRXN3
NRXN3
NT5CIB
NTSE
NTNG1
NUDTI17
NXNLI
OBSCN
OBSCN
OBSLI

chrl6_15832467-15832467 T G
chr17_10227376-10227376_G_A
chrl7 10307718-10307718 G A
chr2 211179766-211179766 T
chr17_27425864-27425864 C_G
chrl9 8620554-8620554 C T
chrl0_26241122-26241122 G A
chrl5_52521349-52521349 C_A
chr2 128367539-128367539 C_T
chr2_128327368-128327368 G A
chr2_128394117-128394117 C_T
chrl9 17212643-17212643 C T
chr3_40231481-40231481 G A
chrd_140283064-140283064 G_T
chrl_1688032-1688032_A_

chr22 42456411-42456411 C_A
chr13_101910868-101910868 C_T
chrl9 50864268-50864268 G A
chrl5_60745863-60745863_G A
chrl1_20077350-20077350_A_G
chr3_47047258-47047258 A G
chrll 113142516-113142516 C_T
chr21_22906907-22906907 A T
chr3_136646868-136646868 G_A
chrl_24921954-24921956_CTT_
chr15 23932118-23932118 G_A
chrd_121957450-121957451 CT_
chrs_149924915-149924915 A G
chr3_49059867-49059867 C_G
chr3_120315283-120315283 C_T
chr2_152402516-152402516 A
chr2_152402878-152402878 C_A
chr2_152467061-152467061 C_A
chr2_152502670-152502670 T C
chrl4_50262552-50262552 C_T
chr3_101574703-101574703__ C
chrd 47916120-47916120 C T
chr8_41507968-41507968 G_A
chrl9 54313706-54313706 C T
chr19 56369657-56369657 C_T
chr19_56569755-56569755 C_T
chrl9 56539520-56539520 G A
chrs_43656074-43656074 C T
chrd_57829624-57829624 T C
chrl7 65734394-65734394 A C
chrl8 31523145-31523145 A
chrX_100117243-100117243 G_A
chrl5 24921079-24921079 G A
chrd_73013324-73013324 G _A
chr19_36335290-36335290 C_T
chrl9 36322017-36322017 C T
chrl_182787714-182787714 A T
chr17_79571645-79571645 G_A
chr3_119533869-119533869 G_A
chrl_200143282-200143282_ G_A
chr10_115405704-115405704 _AAA
chrl0_115372131-115372131 C_A
chr2_50850700-50850700 A T
chr14_79111646-79111646 C_T
chrl4 79175585-79175585 G A
chr2_18765976-18765976 G C
chr6_86197211-86197211_A_C
chrl_107937828-107937828 A G
chrl_145586623-145586623 T C
chr19_17571644-17571644 C_T
chrl_228469871-228469871 G_A
chrl_228540673-228540673 G _A
chr2_220432586-220432586 C_T

1033T>P
966T>M
873R>W
NA
1254E>Q
44D>N
28G>D
1063R>L
1047T>M
159E>K
NA
39T>1
398E>K
576E>X
NA
370D>Y
398V>M
200R>W
355T>1
1560N>D
2241N>S
247R>X
778R>X
9A>T
NA
83P>S
NA
671D>G
56Q>E
26S>F
NA
5115R>L
3753S>1
2504K>E
859S>N
NA
34G>E
15P>L
403V>1
300R>W
1150T>M
641V>M
731T>M
697N>D
562Q>H
NA
241R>C
22R>H
455C>Y
668V>M
1140R>H
1661>F
255R>W
319A>T
524G>R
NA
1120M>1
329L>M
T5A>V
43R>H
236S>W
NA
314T>A
318D>G
12R>H
2812R>Q
6191A>T
463R>H

Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Deletion

Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsense
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsense
Nonsynonymous
In-frame
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



Pa227
FPC0616
FPC0494
FPC0476
Pa222
FPC0494
FPC0494
Pa229
Pa222
FPC0347
Pa228
FPCO0135
Pa229
FPC0135
FPC0728
FPC0627
FPC0745
Pa229
Pal02
FPC0745
Pa222
Pa230
FPC0344
FPC0652
FPC0652
Pa222
FPCO0745
FPC0746
FPC0347
FPC0726
FPC0747
FPC0751
FPC0344
FPC0494
Pal02
FPC0649
FPC0476
Pa230
FPCO0756
FPC0745
FPC0494
Pal02
FPC0649
FPC0747
Pa229
Pa230
FPC0652
FPC0652
Pa227
Pa228
FPC0652
Pa222
FPC0744
FPCO0135
Pa222
Pa222
FPCO0737
Pal02
FPC0070
FPC0744
FPCO0751
FPC0649
FPCO0751
FPC0737
FPC0438
FPCO0759
FPC0652
FPC0649

OGDHL
OPRK]
OR1042
ORI104D]I
ORI10CI
ORI0SI
OR10SI
ORI14K]
OR2CI
OR2T2
OR2TS
OR2W1
OR4M2
OR4N2
ORSIQI
OR5245
OR5A41
ORSDI7P
OR8B2
OSBP
OSBPL6
OXCT?2
P2RX2
P2RY4
P2RY6
PABPCI
PAIPI
PAK4
PAMRI
PANX3
PAPD4
PAPPA
PAPPA2
PAPPA?2
PAORS
PARP2
PAXI
PAXBPI
PBDCI
PC

PCCA
PCDHII1X
PCDHI5
PCDHI5
PCDHIS
PCDHI7
PCDHA6
PCDHB?2
PCDHGA?
PCDHGAS
PCDHGA6
PCDHGAS
PCDHGBI
PCLO
PCLO
PCNT
PCSK4
PDEI04
PDEIB
PDE34
PDE6B
PDK3
PDPN
PDZRN4
PEARI
PEARI
PENK
PEXSL

chrl0_50953992-50953992 C T
chr8 54141985-54141985 G A
chrl1_6890999-6890999 C A
chrl2 48596268-48596268 C T
chr6_29408456-29408456 G A
chrll 123848191-123848191 A T
chrll_123848197-123848197 G T
chrl_247902083-247902083 C_A
chrl6_3406088-3406088 C T

chrl 248616641-248616641 G _C
chrl_248059713-248059713 G A
chr6_29012115-29012115 C T
chrl5 22369038-22369038_C_A
chrl4 20296473-20296473 T C
chrll 5443608-5443608 C T

chrll 5153409-5153409 G A

chrll 59211266-59211266 G A
chrll 55522951-55522951 T A
chrll_124252551-124252551 G T
chrl1_59378034-59378034 G A
chr2 179201053-179201053 A G
chrl_40235796-40235796 C T
chrl2 133198064-133198064 G A
chrX_69478619-69478619 C_T
chrl1_73008273-73008273 C T
chr8 101719138-101719138 C_T
chrs_43535071-43535071 C T
chr19 39667336-39667336 G A
chrl1 35492155-35492155 T A
chrl1_124489550-124489550 C T
chrs_78964853-78964853 T C
chr9 119129926-119129926 T A
chrl_176564589-176564589 C_T
chrl_176668724-176668724 G_A
chr6_52268711-52268711 C G
chrl4 20815052-20815052_ T
chr20_21690047-21690047 C_T
chr21 34143670-34143670 C_G
chrX_75393434-75393434 G
chrl1_66616807-66616807 T C
chrl3_100958089-100958089 G A
chrX_91066267-91066267 C_G
chrl0_55912990-55912990 C_G
chrl0_56077174-56077174 G A
chrl0_55721607-55721607 A C
chrl3_58209198-58209198 G A
chrs_140307690-140307690 C_T
chrs_140474496-140474496 C_T
chrs_140811129-140811129 A G
chrS_140744415-140744415 G T
chrs_140754776-140754776 T C
chrs_140772985-140772985 G _C
chrs_140732003-140732003 G A
chr7 82451835-82451835 C T
chr7_82476510-82476510 C T
chr21 47754488-47754488 A G
chrl9 1488246-1488246 G A
chr6_165749697-165749697 C_A
chrl2 54968938-54968938 C T
chrl2 20766419-20766419 G A
chrd 651158-651158 G T
chrX_24549805-24549805 G_A
chrl_13933769-13933769 G A
chrl2 41967273-41967273 A
chrl_156875217-156875217 G _A
chrl_156875126-156875126 C_T
chr8_57354232-57354232 G _A
chr3_179526095-179526095 C_T

443R>H
339R>W
58>Y
270D>N
222V>1
70L>1
68L>1
56A>E
50R>C
181E>D
275M>1
280V>1
155H>N
289L>P
60R>C
155A>V
209V>1
158C>S
230S>Y
131R>C
207Q>R
378A>T
334G>R
286V>M
237A>V
475R>Q
361D>N
489R>H
2361>F
300R>X
NA
1500S>T
617R>C
1079V>M
234L>V
NA
416A>V
104A>P
NA
1061K>R
NA
6Q>E
552A>P
245R>X
972F>V
840G>R
405R>W
41T>M
268D>G
173S>1
376S>P
202R>T
726G>S
4923V>M
4570E>K
149S>G
110R>W
728G>W
374P>L
352E>K
426G>C
332R>H
133E>K
NA

NA
73R>W
135R>W
495D>N

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0746
FPC0751
FPCO0747
Pa222

FPC0652
FPC0748
FPCO0751
FPC0751
FPCO0751
FPC0625
FPC0625
FPCO0751
FPCO0751
FPC0747
FPCO0616
FPC0649
FPC0747
FPCO0751
FPC0759
FPC0748
FPCO0616
Pal02

FPC0745
FPC0347
Pal02

Palol

FPCO0759
Pa229

FPC0625
FPCO0746
Pa222

FPC0745
Pa222

Pa228

FPC0751
FPC0494
Pa231

Pa222

FPC0347
FPC0737
FPC0627
FPCO0081
FPC0081
FPC0070
FPC0625
FPC0744
Pa228

Pa230

Pa231

FPC0759
FPC0476
FPC0476
Pa228

FPCO0747
FPC0649
FPC0070
FPC0625
FPC0747
FPC0616
FPCO0747
Pal02

FPC0135
FPC0728
FPC0728
Pa229

FPC0625
FPC0649
Pa222

PGR
PGR
PHACTR4
PHCI
PHLPP2
PHOSPHO?2
PHYH
PHYH
PHYH
PIBFI
PIBFI
PIDDI
PIGA
PIGO
PIHIDI
PIK3C2G
PIK3CA
PIK3R6
PISD
PIWIL4
PJA2
PKHDI
PKM
PKNI
PLCD4
PLCLI
PLEC
PLEC
PLEKHAS
PLEKHAG
PLEKHG3
PLEKHG4B
PLEKHGG6
PLOD2
PLTP
PLXNA2
PLXNA?2
PLXNA4
PLXNCI
PNLIP
PNPLAG
PNPLAS
PNPLAS
PNPTI
PNPTI
POGZ
POLRIA
POLR2L
POP4
PPPIRIAC
PPPIR32
PPP2R2C
PRAMI
PRDM14
PRDM7
PRFI
PRKAAI
PRKCG
PRKD2
PRNP
PROX?
PRPF6
PRPH
PRRI2
PRRG4
PRRT?
PRSS35
PRSS38

chrl1_100962544-100962544 T
chrl1_100998972-100998972 G A
chrl 28785730-28785730 A
chrl2_9089869-9089869 C T
chrl6_71736600-71736600 C_ T
chr2 170557881-170557881 C_T
chr10_13336552-13336552 C_G
chrl0_13336592-13336592 C T
chrl0_13337575-13337575 C_A
chrl3_73409509-73409509 A
chrl3 73409509-73409509 A
chrl1 800377-800377 C T
chrX_15342915-15342915 A G
chrl6_633021-633021 G T

chrl9 49950652-49950652 G A
chrl2_18534755-18534755 G A
chr3_178927974-178927974 G A
chrl7 8731965-8731965 G T
chr22 32017832-32017832_G A
chrll 94353173-94353173 T A
chrs_108717408-108717408 A
chr6_51732905-51732905 C_T
chrl5 72499508-72499508 C T
chrl9 14561228-14561228 C T
chr2 219494297-219494297 G_A
chr2 198950910-198950910 C_T
chr8 144998131-144998131 C_T

chr8_144995279-144995279 _ CGTCC

chr12_19410475-19410475 T
chrl_204198232-204198232_C_A
chrl4 65198494-65198494 C A
chr5_143249-143249 G A
chrl2_6436775-6436775_G_A
chr3_145806380-145806380 T A
chr20_44536398-44536398 C_T
chrl_208315691-208315691 C_T
chrl 208227789-208227789 A G
chr7_132192549-132192549 G_A
chrl2 94688261-94688261 G C
chr10_118320000-118320000 G A
chr19_7626171-7626171_G_A
chr7_108155797-108155797 G_T
chr7 108155799-108155799 A T
chr2_55883510-55883510 A
chr2_55883510-55883510_A_
chrl 151378138-151378138 T C
chr2_86255142-86255142_A_G
chrll_842493-842493 G_A

chr19 30104799-30104799 C A
chr6_150569880-150569880 A T
chrll_61254014-61254014_G_T
chr4 6380272-6380272 C_T
chr19_8555768-8555768 C_T
chr8_70978583-70978583 T _A
chrl6_90126993-90126993 A G
chr10_72360523-72360523 C_G
chrS_40775530-40775530_A_T
chrl9 54403579-54403579 G A
chr19_47177940-47177940 C_T
chr20_4680464-4680464_ G_A
chrl4 75329616-75329616 G A
chr20_62642794-62642794 G_A
chrl2_49689233-49689233 G_A
chr19_50100977-50100977 C_T
chrll_32860438-32860438 G T
chrl6_29825016-29825016_C_
chr6_84233953-84233953 C_T
chrl_228003861-228003861 G_C

NA
277A>V
NA
859R>C
107V>1
134L>F
97G>A
84E>K
S6E>X
NA

NA
706V>M
354S>p
557G>V
185P>L
605V>1
418E>K
411S>Y
87R>W
769Y>N
NA
2497G>R
316R>Q
243R>C
344G>R
792A>V
2126R>H
NA

NA
862V>L
309Y>X
166R>Q
676E>K
333H>L
NA
497V>1
945S>P
302R>C
NA
378G>E
1293E>K
47Q>K
46L>Q
NA

NA
11251>V
1643L>P
6R>C
149S>Y
NA
256V>L
66E>K
NA
357H>L
330L>P
46E>Q
115Y>X
NA
826R>Q
200E>K
308R>C
488D>N
84E>K
1129R>C
93W>L
NA
265R>X
73W>C

Insertion

Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution

Frameshift
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Splicing
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsense
Nonsynonymous



Pa222

FPC0625
Pal02

FPC0737
Pal01

FPC0745
FPC0070
FPC0616
FPC0728
Pa231

FPC0745
FPC0438
FPC0494
Pal01

FPC0347
FPC0625
FPC0744
FPC0476
FPC0652
FPC0737
FPC0625
FPC0476
FPC0476
FPC0627
FPC0625
FPC0347
FPC0737
FPC0494
FPC0745
FPCO0135
FPC0625
FPC0751
FPC0625
FPC0728
FPC0476
Palo01

Pal01

FPC0347
FPC0625
FPC0625
FPC0494
FPC0525
FPC0652
FPC0525
FPC0525
FPC0616
FPC0652
FPC0645
FPC0494
FPC0748
Pa228

FPC0728
FPC0751
Pal02

FPC0494
FPC0494
FPC0347
FPC0737
Pa228

Pa229

FPC0746
FPC0347
FPC0626
FPC0627
Pal02

FPC0728
FPC0625
FPC0347

PRSS38
PRUNE2
PSD3
PSIPI
PSTK
PTCHI
PTCHD?
PTEN
PTGDR
PTGFRN
PTHIR
PTK7
PTPNI2
PTPNI4
PTPRF
PTPRS
PUS7L
PXDN
PXDNL
PXDNL
PYGOI
RAB37
RAB5B
RACGAPI
RAD23B
RADS4L
RADIL
RAGI
RASAL3
RBI
RBICCI
RBFOXI
RBLI
RBMI0
RBM3
RBM39
RBM39
RBMXL3
RC3H2
RC3H2
RCVRN
RECOL
RELN
RERG
RFCI
RFPL3
RGCC
RGS20
RGS3
RGS6
RHO
RIFI
RIMSI
RIMSI
RMDN3
RNASE7
RNFI11
RNFI68
RNF17
RNF220
RNF43
ROBO2
ROBO2
ROR2
RPI
RP11-46C24.3
RP11-863K10.7
RPGR

chrl 228003862-228003862 C_T
chr9_79244209-79244209 A_
chr8_18666261-18666261 T_A
chr9 15490051-15490051 C_A
chr10_124740107-124740107 C_T
chr9_98270561-98270561_G_C
chrl_11562134-11562134 C T
chr10_89692949-89692949 T
chrl4_52734822-52734822_C_T
chrl_117487409-117487409 C_G
chr3_46944896-46944896 G_A
chr6_43111275-43111279_TGTTC_
chr7_77261689-77261689 C_G
chrl_214575053-214575053_A_T
chrl_44079328-44079328 C_T
chr19 5223023-5223023 G A
chr12_44148883-44148883 T A
chr2_1670162-1670162_C_T

chr8 52321851-52321851 G A
chr8_52321594-52321594 G_A
chrl5_55841196-55841196__ A
chrl7_72738423-72738423 G A
chr12_56383731-56383731 C_T
chr12_50386126-50386126_C_T
chr9 110093971-110093972 AA
chrl_46743877-46743877_G_A
chr7_4876137-4876137_C_T
chrll_36597064-36597064 G A
chr19_15574865-15574865 G_A
chr13_49037879-49037879 T C
chr8 53543091-53543091 A
chr16_7703894-7703894 G_A
chr20_35696592-35696592_A_
chrX_47045120-47045120 C_
chrX_48434905-48434905 A T
chr20_34328759-34328759 G_A
chr20_34328760-34328760 C_A
chrX_114425923-114425923 C_A
chr9_125655309-125655309__ A
chr9 125655309-125655309 A
chr17_9808167-9808167 C_T
chrl2_21623147-21623147 A_
chr7_103368613-103368613 G A
chr12_15262093-15262093 G_A
chrd_39314458-39314458 A_G
chr22 32756703-32756703 C_T
chr13_42032417-42032417 G T
chr8_54791947-54791947 C_T
chr9 116356285-116356285 C_A
chrl4_72932474-72932474 C_T
chr3_129249760-129249760 C_T
chr2_152320029-152320029 T G
chr6_72806713-72806713 C_T
chr6_72943509-72943509 C_T
chrl5 41029894-41029894 T
chrl4 21511377-21511377 T C
chrl5_59376329-59376329 C_T
chr3_196198706-196198706 T C
chr13_25399896-25399896 G_A
chrl_44878130-44878130 C_T
chrl7_56440757-56440757 G_A
chr3_75986741-75986741 G T
chr3_75986717-75986717_G_A
chr9 94488893-94488893 G A
chr8_55576264-55576264_A_G
chrl6_89235260-89235260 C_T
chr8 37593487-37593487 A
chrX_38156660-38156660 T C

74Q>X
NA

NA
T4R>1
38L>F
28A>G
362A>V
NA
97A>V
176P>R
S51IR>H
NA
674P>R
215F>Y
1338A>V
927T>M
56K>X
372R>Q
778P>L
864R>C
NA
79V>M
55A>V
494A>T
NA
723A>T
212R>H
737R>H
102P>L
707S>P
NA
299V>M
NA

NA
109D>V
13A>V
13A>S
640A>D
NA

NA
111V>M
NA
233A>V
184T>M
433Y>H
280R>C
NA
99R>W
29P>H
135L>F
135R>W
1332L>R
103R>W
571T>M
NA
76F>L
767R>W
567Q>R
744R>Q
121R>W
154P>L
33G>X
25V>M
439P>L
203>V
192P>L
NA
431>V

Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Substitution
Insertion

Deletion

Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution

Nonsense
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous



FPC0347
FPC0745
FPCO0759
FPC0744
FPC0135
FPC0627
FPC0745
FPC0438
Pa230

Pa230

FPC0347
FPC0525
FPC0627
FPC0751
Pal02

Pa227

Pa222

Pa228

Pa231

FPC0494
FPCO0756
FPCO0751
FPC0347
FPC0625
Pa222

FPC0652
Pa228

FPC0625
FPC0652
FPC0525
Pa230

FPC0347
FPCO0745
FPC0728
FPC0746
FPCO0745
FPCO0135
FPC0737
FPC0476
FPC0625
FPC0745
Pa230

FPCO0751
FPC0649
Pa229

FPC0625
Pa229

FPC0347
FPC0747
FPC0756
FPCO0751
FPC0347
FPC0627
FPC0649
Pal02

FPC0649
FPCO0746
Pa227

Pa228

FPC0625
FPC0625
FPC0625
FPC0727
FPC0347
Pal02

FPC0344
FPC0476
Palol

RPGR
RPGR
RPGRIP1
RPS6KA2
RPTOR
RRBPI
RTLI
RTN4IPI
RTN4R
RUNDCI
RUNXITI
RYRI
RYRI
RYRI
RYRI
S10047L2
SACS
SACS
SAFB2
SALLI
SALL1
SALL3
SAMDI15
SAP130
SATBI
SBF2
SCAF4
SCAMP1
SCARAS
SCFDI
SCN114
SCN34
SCN34
SCN44
SCUBE3
SCYL3
SDF4
SECI164
SEC244
SEC24D
SECISBP2
SEMA3A
SEMA3D
SEMA6D
SEMA6D
SENP3
SEPTS
SERPINA7
SETDB1
SF3B1
SGCD
SGOL2
SGOL2
SH3TC2
SHMT?2
SIAH3
SIDT2
SIGLECS
SIGLEC6
SKA3
SKP2
SKP2
SKP2
SLC14A42
SLCI15A43
SLC17A41
SLC1742
SLC17A47

chrX_38156677-38156677 C_T
chrX_38163930-38163930 T _G
chrl4_21794101-21794101_C_T
chr6_166843970-166843970 T C
chr17_78897378-78897378 C_T
chr20_17639880-17639880_C_T
chrl4_101348803-101348803 C T
chr6_107070755-107070755_C_T
chr22_20231161-20231161_G_A
chrl7 41132930-41132930 C_G
chr8_92998508-92998508 G_C
chr19_38993593-38993593 G_A
chr19 39013699-39013699 G A
chr19_38976583-38976583 C_T
chr19_39055860-39055860_C_T
chrl_153410753-153410753 C_T
chr13_23912230-23912230 G_A
chrl3_23904882-23904882_C_T
chrl9 5594184-5594184 C T
chr16_51174296-51174296 C_T
chrl6_51175381-51175381 C_T
chrl8 76754563-76754563 C_T
chrl4_77843824-77843824 G _C
chr2_128770732-128770732_A_
chr3_18436040-18436040 C T
chrll_9838424-9838424 G T
chr21_33076217-33076217_G_A
chrS_77745857-77745857 G T
chr8 27779321-27779321 C_T
chrl4_31175055-31175055_C_T
chr3_38938452-38938452 G A
chr2_166011143-166011143 T C
chr2_165996047-165996047 C_A
chrl7_62025396-62025396 G A
chr6_35200741-35200741 G_
chrl_169836049-169836049 G_A
chrl_1152915-1152915 G _A
chr9 139354515-139354515 T
chrS_134002645-134002645 A_T
chrd_119666218-119666218 A
chr9 91949629-91949629 T C
chr7_83591143-83591143 C_A
chr7_84642109-84642109 T G
chrl5_48056480-48056480 G_A
chrl5_48062708-48062708_G_T
chrl7 7470288-7470288 A G
chr22_19707634-19707634 G_A
chrX_105278361-105278361_C_A
chrl_150917624-150917624 G
chr2_198266834-198266834 T C
chrS_156186295-156186295 C_T
chr2 201436704-201436704 A C
chr2_201436921-201436921 C_T
chrS_148406893-148406893 C_T
chrl2 57627424-57627424 C T
chr13_46357961-46357961 C_G
chrll_117052591-117052591_C_T
chrl9 52132823-52132823 C T
chr19_52034564-52034564 A G
chrl3_21729953-21729953 A
chrs_36183987-36183987  C
chr5_36183991-36183991 T A
chrS_36166719-36166719_G_A
chrl8 43253660-43253660 C_T
chrll_60718618-60718618 C_T
chr6_25813424-25813424 C_T
chr6_25918786-25918786_G_A
chr19_49938117-49938117 C_T

425R>K
298S>R
827R>C
526K>E
905R>W
425A>T
775V>M
122D>N
16S>F
113R>G
375L>V
2637A>T
3431A>T
1763P>L
4296R>W
29R>H
1929R>W
4378R>Q
642R>H
613E>K
251R>H
858Q>X
21E>D
NA
374E>K
1314A>E
61P>L
245G>C
228R>H
506P>L
763R>C
400Y>C
697E>D
1058R>W
NA
268T>M
356R>C
NA
233D>V
NA
3581>T
NA
586D>A
359E>K
650V>F
436K>R
NA
303L>F
NA
700K>E
256T>M
545K>N
618R>W
801C>Y
368R>X
123V>L
125S>L
163S>N
93F>L
NA

NA
371C>S
164R>H
797A>V
136A>T
212V>1
193S>F
153A>T

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Deletion

Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0625
FPC0652
Pa222

FPC0494
FPC0494
FPC0070
FPC0625
FPC0625
FPC0747
Pa222

FPCO0616
FPC0652
Pa229

FPC0745
FPCO0746
FPC0627
PalOl

Pa230

FPC0625
Pa229

Pal02

FPC0438
FPCO0525
FPC0627
Pal01

FPC0745
Pa231

FPCO0751
FPC0747
FPC0745
Pal02

FPCO0135
Pa222

FPC0347
FPC0476
FPC0494
FPC0612
FPCO0616
FPC0625
FPC0725
FPC0744
FPC0745
FPCO0751
PalOl

Pa228

Pa230

FPC0625
FPC0745
FPC0649
FPC0649
FPC0649
FPCO0756
FPC0347
FPC0438
FPC0616
FPC0649
FPC0748
Pa230

Pa230

FPC0652
FPC0625
FPC0744
FPC0347
FPC0759
FPC0494
Pa229

FPC0649
FPC0627

SLC1841
SLC1A46
SLC2241
SLC2249
SLC2249
SLC2343
SLC25436
SLC25436
SLC25442
SLC27A43
SLC2746
SLC2412
SLC30410
SLC3048
SLC34A1
SLC36A43
SLC44A1
SLC44A45
SLC46A41
SLC5A410
SLC5A47
SLC6A15
SLC6A15
SLC6A17
SLC6A3
SLC7A49
SLC9A43
SLC947
SLCOICI
SLIT2
SLIT2
SLIT3
SLITRK3
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMAD4
SMADS
SMARCAI
SMARCCI
SMARCCI
SMARCD3
SMC3
SMGI
SMGI
SMGI
SMG6
SMPD3
SNAPYI
SNCAIP
SNRPF
SNRPG
SNTAI
SOGA3
SORBSI
SOWAHB
SOX5

SP9
SPAGI17

chr8_20036003-20036003 T C
chr19_15079239-15079239 C_T
chr6_160579546-160579546_A_G
chrll_63138694-63138694 G T
chrll_63138695-63138695 G _C
chr2_220033370-220033370_G_A
chr3_140678385-140678385 A
chr3_140678385-140678385 A
chr19_19221543-19221543_G_A
chrl_153750707-153750707_G_A
chr5_128301873-128301873 G_A
chr6_134349987-134349987 C_T
chrl_220100437-220100437 G T
chr8_118183351-118183351 T A
chrS_176813507-176813507_G_A
chr5_150666970-150666970 G _A
chr9_108126862-108126862 T G
chrl_75683560-75683560_G_A
chrl7 26727721-26727721 G A
chr17_18922878-18922878 G_A
chr2_108627139-108627139_ G_T
chrl2 85277657-85277657 C_T
chr12_85277705-85277705 A T
chrl_110740189-110740189 C_A
chrs_1420769-1420769 A G
chr19_33353388-33353388 C_T
chr5_483524-483524 G T
chrX_46495076-46495076 C_T
chr12_20905319-20905319 A
chrd_20599961-20599961 G
chrd 20533674-20533674 C T
chr5_168096941-168096941 C_T
chr3_164906423-164906423 C_A
chrl8 48581171-48581171 A T
chr18_48593406-48593406 G _C
chrl8_48591977-48591977_G_A
chrl8 48581243-48581243 C T
chr18_48591919-48591919 G_A
chrl8_48575054-48575054 A_G
chrl8 48603023-48603023 C T
chr18_48575055-48575055 G _
chr18_48591918-48591918 C_T
chrl8 48593417-48593417 G T
chr18_48584607-48584607 T
chr18_48591977-48591977 G_T
chrl8 48591903-48591903 C_A
chr5_135513087-135513087 T A
chrX_128599676-128599676_G_A
chr3_47752232-47752232 C T
chr3_47752298-47752298 C_T
chr7_150938994-150938994 C_T
chrl0_112342336-112342336 A G
chr16_18852993-18852993 G C
chrl6_18840678-18840678_C_A
chrl6_18841007-18841009 AAA
chr17_2203926-2203926 G_A
chrl6_68405439-68405439 C_A
chr6_84304147-84304147 C T
chr5_121776330-121776330_A_T
chrl2_96259162-96259162_A
chr2_70514418-70514418_C_A
chr20_32000520-32000520 G_A
chr6_127797568-127797568_C_A
chrl0_97197258-97197258 C T
chrd_77817612-77817612_C_G
chrl2 23818482-23818482 G C
chr2_175201342-175201342 G T
chrl_118644361-118644361 A

164>V
142A>T
NA
164G>C
164G>A
NA

NA

NA
272R>H
458R>H
15V>1
326V>1
217F>L
303L>Q
158V>M
223T>M
372F>V
539R>C
NA
478V>1
5228>1
246G>D
2301>N
595P>T
281L>P
195G>R
336R>S
541V>1
NA

NA
561R>C
1395E>K
732K>N
159K>X
386G>A
NA
183Q>X
361R>H
NA
442Q>X
NA
361R>C
390E>X
NA

NA
356P>T
NA
951R>C
287V>M
265V>1
249R>H
247E>G
2197P>R
3178R>M
NA
41R>C
216G>C
460A>T
4351>F
641>L
89S>1
257A>V
535E>X
22G>E
464G>A
276P>R
177A>S
NA

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Splicing
Nonsense
Nonsynonymous
Splicing
Nonsense
Splicing
Nonsynonymous
Nonsense
Frameshift
Splicing
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing



FPC0652
FPC0344
FPC0649
FPC0652
Pa228
Pal02
FPC0737
Pa230
FPC0649
Pa228
Pa222
FPC0649
FPC0737
FPC0652
FPCO0745
Pa228
FPC0649
FPC0070
FPC0347
FPC0652
FPCO0745
FPC0476
Pal02
FPC0494
Pa229
FPC0625
Pal02
FPC0746
FPC0135
Pa228
FPC0746
Pa222
FPC0627
FPC0625
FPC0625
PaloOl
FPC0649
FPC0652
FPCO0759
FPC0347
Pa231
FPCO0745
FPC0745
FPC0737
FPCO0746
PaloOl
FPC0625
FPC0649
FPC0494
FPC0476
FPC0627
FPC0476
Palol
FPCO0737
Pa222
Pa228
Pal02
Pa230
FPC0344
Palol
FPC0070
Pa227
Pa222
FPCO0135
FPC0627
Pa230
FPC0649
FPC0747

SPATAIS
SPATCI
SPATS2L
SPATS2L
SPDYE4
SPEG
SPG11
SPHKAP
SPI1
SPONI
SPPL2C
SPREDI
SPRY1
SPTANI
SPTANI
SPTB
SPTBNS
SRFBPI
SRRM?2
SRRM4
SSH1
SSPO
ST14

ST5
STAB2
STAM2
STAT5B
STBDI
STCI
STK24
STK38L
STXBPI
SUDS3
SVEPI
SVEPI
N
SYNDIG1
SYNE1
SYNE1
SYNJ1
SYNM
SYT1
SYT10
SYT14
SYT14
TANC2
TANK
TAOK2
TASIRI
TAS2R7
TBCIDI14
TBC1D23
TBCIDS
TBLIXRI
TCERGIL
TCF12
TCF21
TCF7
TCOFI
TCP10
TDRD15
TDRD15
TDRD9Y
TEKT3
TEKT3
TENM3
TENM4
TFIPI11

chrd 52945961-52945961 G_A
chr8_145096225-145096225 C_T
chr2_201342480-201342480_ G_A
chr2 201342515-201342515 C_T
chr17_8660702-8660702_C_T
chr2_220313453-220313453__CCAT
chrl5_44944092-44944092 G C
chr2_228883900-228883900 G_T
chrll_47397252-47397252_G_A
chrll 13984492-13984492 C T
chrl7_43922928-43922928 G_A
chrl5_38643689-38643689 T A
chrd 124323063-124323063 C_T
chr9_131388967-131388967 G_A
chr9_131346247-131346247_A_G
chrl4 65264500-65264500 T C
chrl5_42167715-42167716_CA_
chrs_121356311-121356311_G_A
chrl6_2809011-2809011 C_T
chr12_119583235-119583235 C_T
chr12_109196141-109196141_A_C
chr7_149510793-149510793 G A
chrl1_130068884-130068884 A G
chrll_8734210-8734210_T_C
chr12_104136295-104136295 G T
chr2_153004817-153004817 A
chrl7_40359678-40359678_G_A
chrd 77227941-77227941 G_A
chr8_23709859-23709859 C_T
chr13_99105453-99105453 T _G
chrl2 27461319-27461319 A
chr9_130444732-130444732_G_A
chr12_118828946-118828946 C_T
chr9 113137746-113137746_A_
chr9_113137746-113137748_AAA_
chr20_58467047-58467047 T
chr20 24523888-24523888 G A
chr6_152776647-152776647_G_A
chr6_152737804-152737804_ G_A
chr21 34038745-34038745 G C
chrl5_99672770-99672770_ G_A
chrl2_79693277-79693277 T
chr12 33532801-33532801 C T
chrd_68928723-68928723 C_A
chrl_210267681-210267681 A_T
chrl7_61483557-61483557 G_A
chr2_162036188-162036188 T G
chrl6_29998315-29998315_G_A
chrl_6630992-6630992 G T
chr12_10954544-10954544 C_T
chrd_6925336-6925336_G_A
chr3_100014147-100014147 G T
chr3_17349597-17349597 T G
chr3_176769378-176769378_G_A
chr10_133107472-133107472 C_A
chrl5_57574705-57574705_ G_A
chr6_134212933-134212933 C_G
chr5_133477982-133477982 T G
chr5_149776183-149776183 G_A
chr6_167790110-167790110_C_T
chr2 21363738-21363738_ G T
chr2_21362784-21362784 G T
chrl4_104501344-104501344_ G_A
chrl7_15217494-15217494 G A
chr17_15207273-15207273_G_A
chrd_183652080-183652080 C_T
chrll_78380510-78380510 C_T
chr22_26895297-26895297 G_A

411V>1
467R>W
468R>H
480R>W
73R>H
NA
35IN>K
557A>D
26T>M
14P>L
219R>Q
387F>1
106A>V
NA
731Q>R
377N>D
NA
294R>Q
207R>W
274P>L
320S>A
3360V>M
576N>S
687E>G
1998E>D
NA
659R>C
TA>T
53G>S
436S>R
NA
532R>H
126R>X
NA

NA

NA
52R>Q
936R>X
1923A>V
6501>M
1401R>K
NA
489R>Q
35C>F
153R>X
1096A>T
5I>M
908G>R
72G>V
209R>Q
74G>R
243E>X
342E>A
114A>V
145A>S
681V>1
178A>G
248F>V
1337E>K
167R>H
1133E>D
815W>C
1223G>S
263T>M
485R>W
919R>X
2294D>N
368R>W

Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Deletion

Deletion

Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsense
Splicing
Splicing
Frameshift
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous



FPC0737
FPC0476
FPC0625
FPC0747
Pa228

FPC0728
Pa229

Pa228

Pa231

FPC0344
FPC0081
Pal02

FPC0737
FPC0745
FPC0438
FPC0747
FPC0438
FPCO0135
FPC0744
FPC0494
FPC0652
FPC0747
FPC0751
Pa230

FPC0652
FPC0494
PaloOl

FPC0737
FPC0625
FPCO0747
FPC0746
FPC0347
FPC0625
FPC0728
FPC0438
FPC0070
FPCO0135
FPC0344
FPC0438
FPC0476
FPC0525
FPC0612
FPC0616
FPC0625
FPC0627
FPC0649
FPC0652
FPC0726
FPC0744
FPC0745
FPCO0746
FPC0747
FPC0748
FPCO0751
FPC0759
Palol

Pal02

Pa222

Pa222

Pa227

Pa227

Pa228

Pa229

Pa230

Pa231

Palol

FPC0652
FPC0745

TGFBR2
TH
THAP2
THEMIS2
THSD7B
TIAM?2
TIMM?23
TIP3

TLE3
TLX3
T™M2D3
TMEMI132B
TMEMI132D
TMEMI32E
TMEM168
TMEM168
TMEM173
TMEM184C
TMEM?2
TMEM213
TMEM237
TMEM44
TMEM454
TMEMS5
TMEM63C
T™MIGD2
TMTC3
TNC
TNFAIP6
TNFSF9
TNNI3
TNS3
TNS3
TNXB
TOEI
TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53

TP53
TPSABI
TRAF1
TRAPPCI2

chr3 30729962-30729962 C_T
chrl1_2190908-2190908 G_A
chrl2_72070509-72070509_G_C
chrl 28206445-28206445 C_T
chr2_137917932-137917932_A_
chr6_155504488-155504488 G_A
chr10_51620361-51620361 G C
chr19_3728660-3728660 C_A
chrl5_70343800-70343800_C_T
chr5_170737196-170737196 G A
chr15_102191909-102191909 G _
chr12_126138972-126138972_C_A
chrl2 129559212-129559212 A T
chr17_32959783-32959783 G_A
chr7_112424331-112424331 C_A
chr7_112424721-112424721 C_T
chr5_138857888-138857888 G T
chrd_148550778-148550778_G_A
chr9 74345134-74345134 A T
chr7_138482751-138482751 C_A
chr2_202494461-202494461 C_T
chr3_194344021-194344021 C_T
chr3_100287685-100287685 C_T
chr12_64196186-64196186_G_T
chrl4 77706951-77706951 G A
chr19_4292807-4292807 C_T
chr12_88586434-88586434 T C
chr9 117836073-117836073 G_A
chr2_152236046-152236047 AA
chrl9_6534939-6534939 C_

chr19 55668461-55668461 C T
chr7_47408573-47408573 C_T
chr7_47342790-47342790_G_A
chr6_32037602-32037602 C_T
chrl_45808874-45808874 C_T
chrl7_7577022-7577022_G_A
chrl7_7577539-7577539 G A
chr17_7576928-7576928 T C
chrl7_7578192-7578192__G
chrl7_7577570-7577570 C_T
chr17_7578478-7578478 G _C
chrl7_7577094-7577094_G_A
chrl7_7579355-7579355 A G
chrl7_7579495-7579495 G _
chrl7_7577121-7577121_G_A
chrl7_7578212-7578212 G A
chr17_7578203-7578203 C_T
chrl7_7577568-7577570_CAC_
chrl7_7577535-7577535 C_A
chr17_7578406-7578406_C_T
chrl7_7577120-7577120_C_T
chrl7_7577568-7577568 C_T
chr17_7577112-7577112_C_G
chrl7_7578442-7578442 T C
chrl7_7577115-7577115_A G
chrl7_7577036-7577036__G
chrl7_7577117-7577117_A_G
chrl7_7574009-7574012_ TCTC_
chr17_7574013-7574013 G _C
chrl7_7578263-7578263_G_A
chrl7_7578266-7578266 T A
chr17_7578554-7578554 A _C
chrl7_7577120-7577120_C_
chrl7_7576928-7576928 T C
chr17_7577538-7577538 C_T
chrl6_1291226-1291226 A_G
chr9 123675635-123675635 G_A
chr2_3392385-3392385 G_A

520R>X
126A>V
103C>S
176R>X
NA
973R>Q
43S>C
55S8>Y
714W>X
155G>D
NA
985L>M
836S>R
425A>T
184V>F
54V>1
242N>K
201E>K
603H>Q
19Q>K
223R>Q
182G>S
203P>L
NA
355R>H
213G>E
587L>P
1008P>L
NA

NA
22R>H
557S>N
1072T>M
1772R>H
345R>W
306R>X
248R>W
NA

NA
237M>1
151P>R
282R>W
111L>P
NA
273R>C
213R>X
216V>M
NA
249R>M
175R>H
273R>H
238C>Y
276A>P
163Y>C
275C>R
NA
274V>A
NA
338F>L
196R>X
1951>F
126Y>D
NA

NA
248R>Q
45Q>R
226R>C
331V>M

Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Insertion

Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution

Nonsense
Nonsynonymous
Nonsynonymous
Nonsense
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsense
Nonsynonymous
In-frame
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Frameshift
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Frameshift
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



Pa229

Pa230

FPCO0616
FPCO0751
FPC0748
FPC0627
FPC0645
FPC0135
FPC0625
FPCO0751
FPC0728
FPC0347
FPC0347
FPC0476
PaloOl

Pa229

Pal02

FPCO0737
FPC0745
FPC0135
FPC0344
FPC0347
Pa228

Pa227

FPC0737
FPC0347
FPC0347
FPC0625
FPC0759
Pa231

Pal02

FPC0081
FPCO0744
Pa222

FPC0625
FPC0625
FPC0652
FPC0347
Palol

PaloOl

FPC0625
FPC0347
Pa231

FPC0652
FPC0347
FPC0616
FPC0727
FPCO0751
FPC0616
Pa227

FPCO0745
FPC0744
FPC0625
Pa227

FPC0728
FPC0745
FPCO0751
FPC0476
FPC0525
FPC0625
FPC0476
FPC0476
FPCO0737
Pa228

Pal02

Pa229

Pa229

FPC0728

TRGCI
TRIM?23
TRIMLI
TRIO
TRMTI0C
TRO
TRO
TRPC3
TRPC4
TRPMS5
TRPV4
78C2
78C2
TSPANIO
TSPANIY
TSPEAR
ST
TTCI
TTCI14
TTN
TTN
TTN
TTN
TUBB6
TULP4
TVP23C
TVP23C
TVP23C
TXNDC2
TXNDC9
TYRPI
U24F2
UBE2J1
UBE2J1
UBE3B
UBE3B
UBR3
UBR4
UBR4
UCPI1
UGDH
UGGTI
UNC5A4
UPK34
URGCP
USF2
USH2A4
USP35
VASN
VHLL
VIPAS39
VPSI13D
VPS35
VPS4B
VPS52
VPS8
VRK2
VRK3
VRTN
VWA3B
VWCE
VWF
wAC
WAS
WASF2
WDFY3
WDFY4
WDR1

chr7_38299727-38299727 T C
chr5_64892267-64892267 A_C
chrd_189061730-189061730_G_T
chrs_14359638-14359638_G_A
chr3_101283824-101283824 A T
chrX_54956485-54956485_G_A
chrX_54956515-54956515 G_A
chrd_122853484-122853484 G_A
chrl3_38320595-38320596_AA_
chrll 2427966-2427966 T A
chr12_110246208-110246208 C_T
chrl6_2125846-2125846 G _C
chrl6 2125848-2125848 A T
chr17_79615121-79615121_G_A
chrl2_85423572-85423572_A_
chr21_45987892-45987892 G A
chr22_37414349-37414349 G_A
chrS_159437618-159437618_G_A
chr3_180327954-180327954 G T
chr2_179486707-179486707 A T
chr2_179501172-179501172_C_T
chr2_179603006-179603006 C_A
chr2_179587536-179587536_G_A
chr18_12325092-12325092_G_A
chr6_158922708-158922708 A G
chr17_15443734-15443734 A G
chrl7_15443742-15443742_C_G
chrl7 15343522-15343522 T C
chr18_9887329-9887329 T C
chr2_99936266-99936266_A._
chr9_12702411-12702414 ACAA
chr19_56172500-56172500 T A
chr6_90042839-90042839 G_C
chr6_90047964-90047964 G C
chr12_109924383-109924386 AACA
chr12_109924384-109924385 AC._
chr2_170871808-170871808_ GA
chrl_19510544-19510544 A T
chrl_19446082-19446082_A_T
chrd_141489105-141489105 A T
chrd 39511531-39511531 A_
chr2_128903391-128903391_C_G
chrs_176304576-176304576 G_A
chr22_45685025-45685025 G_A
chr7_43918481-43918481 G_A
chrl9 35761632-35761632_G_A
chrl_216363567-216363567_G_A
chrll_77921330-77921330_G_A
chrl6_4430957-4430957 G A
chrl_156268713-156268713_G_A
chrl4_77896056-77896056_C_T
chrl_12438525-12438525 G T
chr16_46708575-46708575 A
chr18_61089473-61089473_T_C
chr6_33231813-33231813 C T
chr3_184588550-184588550 G_T
chr2_58386554-58386554__A
chr19 50512610-50512610 T G
chrl4_74824463-74824463 G_A
chr2_98907090-98907090 T
chrll_61026391-61026391 G A
chr12_6138531-6138531 C_T
chr10_28878720-28878720_A_G
chrX_48542706-48542706 C_T
chrl_27741432-27741432_C_T
chrd_85708835-85708835_G_A
chrl0_50081701-50081701 C T
chrd_10079453-10079453 G T

100R>G
467H>Q
153A>S
797D>N
67K>X
1110G>S
1120G>S
310T>M
NA
1059K>M
151R>Q
864Q>H
865Y>F
289A>T
NA

NA
142T>1
28C>Y
646R>1
124131>N
11193R>H
3481S>1
6120R>W
102A>T
NA
202W>R
199S>T
NA
285S>P
NA

NA
144M>K
215P>R
130L>V
NA

NA

NA
688S>R
3475F>Y
5IS>R
NA
622Y>X
503Vv>1
NA
194S>L
198V>1
1465A>V
810R>H
27G>S
90R>C
412E>K
3654G>V
NA

TN>S
531R>Q
564C>F
NA
S58T>P
326R>Q
NA
875S>L
982V>M
146Y>C
56A>V
188R>Q
1234S>L
2303R>C
498S>Y

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Deletion

Substitution
Substitution
Substitution
Deletion

Deletion

Insertion

Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Insertion

Substitution
Substitution
Insertion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution

Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsense
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Splicing
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsense
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Splicing
Nonsynonymous
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Frameshift
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous
Nonsynonymous



FPC0494
FPC0344
Pa231

FPCO0525
FPC0347
FPC0476
FPC0744
FPC0744
FPC0494
FPC0745
Pa229

FPC0347
FPC0625
FPC0070
FPC0746
FPC0744
FPC0759
Palo01

FPC0652
FPC0745
FPC0494
FPC0746
FPC0652
FPC0525
FPC0737
FPC0745
Pa229

FPC0746
Pa231

FPC0625
Pa222

FPC0745
FPC0745
FPC0625
Pa222

Pa230

FPC0070
FPC0751
FPC0745
FPC0070
Pa228

FPC0747
Pa222

FPC0759
FPC0625
FPC0745
FPC0746
Pa227

FPC0737
FPC0744
Pal02

FPC0745

WDR17
WDR3
WDR66
WDR78
WDRS81
WES1
WNK4
WNK4
wwci
XIRP2
XKR5
XPNPEP2
XPO4
YTHDCI
ZBBX
ZBTB10
ZBTB17
ZBTB21
ZBTB46
ZC3HI2B
ZC3HIS8
ZFP42
ZICI
ZMATI
ZMYM3
ZMYM3
ZNF134
ZNF148
ZNF19
ZNF234
ZNF330
ZNF337
ZNF43
ZNF451
ZNF462
ZNF48
ZNF556
ZNF571
ZNF592
ZNF606
ZNF623
ZNF644
ZNF652
ZNF682
ZNF714
ZNF746
ZNF785
ZNF804B
ZNF841
ZNFX1
ZSCAN1
7773

chrd_177073053-177073053_G_A
chrl_118475967-118475967 C_T
chrs_117773701-117773701_G_T
chrl_67306159-67306159 G T
chr17_1631350-1631352_GAG_
chrd_6303708-6303708_A_G

chrl7 40935976-40935976 G T
chr17_40935977-40935977 A T
chrS_167826492-167826492_G_A
chr2_168108339-168108339 T A
chr8_6673373-6673373_ T_G
chrX_128884450-128884450 C_T
chrl3 21370399-21370399 A
chrd_69188627-69188627 C_A
chr3_167039950-167039952_TCT_
chr8_81399227-81399227 G
chrl_16270769-16270769 G_A
chr21_43412930-43412932_AGT_
chr20_62378341-62378341 G A
chrX_64722293-64722293 G
chr16_88695191-88695193 GCT_
chrd_188924752-188924752 C_T
chr3_147128434-147128434 G_A
chrX_101138613-101138613_G_A
chrX_70467303-70467303 G _A
chrX_70470042-70470042 T _A
chr19_58132520-58132520 G_T
chr3_124951967-124951967 C_T
chr16_71510176-71510176_C_A
chrl9_44662272-44662272_A_T
chrd_142153743-142153743 C_G
chr20_25656692-25656692_C_T
chr19_21992086-21992086_A_T
chr6_56963875-56963875_C_A
chr9_109690782-109690782_ T C
chrl6_30409205-30409205_C_T
chrl9 2877513-2877513_G A
chr19_38056754-38056754_ C_A
chrl5_85343170-85343170_A_G
chrl9_58490501-58490501 T G
chr8_144733502-144733502_A_G
chrl_91403886-91403886 T A
chrl7 47394922-47394922 C_A
chr19_20117230-20117230 C_T
chrl9_21299774-21299774 T A
chr7_149171580-149171580 G _
chr16_30594329-30594329 G_A
chr7_88956781-88956781 T _G
chrl9_52568760-52568760 G A
chr20_47864839-47864839 G T
chr19_58564841-58564841 C_G
chrl 78045264-78045264 G A

823A>T
IR>C
208L>1
496T>K
NA
729D>G
271E>D
272M>L
NA
3479N>K
292D>A
215T>1
NA
481E>X
NA

NA
403A>V
NA
571S>L
NA

NA
264T>M
179G>S
596R>X
736R>C
362N>1
345E>X
535V>1
NA
701*>C
212P>R
411R>Q
251N>K
41P>H
1530V>A
212R>W
186R>H
192E>D
1079T>A
S16E>A
487Y>C
1009K>X
56G>X
361V>1
102Y>N
NA
257A>V
125S>A
792P>L
1574F>L
217P>A
677S>F

Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Deletion

Substitution
Deletion

Deletion

Substitution
Deletion

Substitution
Insertion

Deletion

Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
Substitution
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Nonsynonymous
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In-frame
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*Genomic corordinates are in hg19 human genome format and are on the + strand. °NA - not applicable as variant is INDEL and/or splice site.
FPC - familial pancreatic cancer



Supplementary Table S12. Summary of somatic mutation data for FPC patient tumors by gene

. ) Number of FPC patients with  Percentage of FPC patients with
Number of somatic mutations

Gene somatic mutation in tumor a somatic mutation in tumor (%)
KRAS 33 33 84.6
P53 30 28 71.8
SMAD4 13 13 333
CDKN2A4 5 5 12.8
NEB 4 4 10.3
RYRI 4 4 10.3
TTN 4 4 10.3
ARHGEF4 3 3 7.7
ARIDIA 3 3 7.7
DCHS1 3 3 7.7
DNAH7 4 3 7.7
FBN2 3 3 7.7
LRPIB 3 3 7.7
MYO7B 3 3 7.7
PCDHI5 3 3 7.7
SMG1 3 3 7.7
ACVR24 2 2 5.1
AMER3 2 2 5.1
AMOT 2 2 5.1
ANO2 2 2 5.1
BOC 2 2 5.1
CACNAIH 2 2 5.1
CARDI0 2 2 5.1
CDH19 2 2 5.1
COLI1A1 2 2 5.1
CREB3LI1 2 2 5.1
CUL9 2 2 5.1
CFAP47 2 2 5.1
DHX34 2 2 5.1
DYNC2H] 2 2 5.1
ECD 2 2 5.1
EVPL 2 2 5.1
FANCM 2 2 5.1
FAT2 2 2 5.1
GLI3 2 2 5.1
HCN4 2 2 5.1
HS3ST1 2 2 5.1
KCNT2 3 2 5.1
KIAA1109 2 2 5.1
KIAA2022 2 2 5.1
LRP2 2 2 5.1
LYST 2 2 5.1
MAGI2 2 2 5.1
MAP2K1 2 2 5.1
KMT2C 2 2 5.1
MMELI 2 2 5.1
MTMRI 2 2 5.1
NLRPS5 2 2 5.1
NPHS1 2 2 5.1
NRAP 2 2 5.1



NRXN3
OBSCN
PAPPA2
PCLO
PEARI
PGR
PLEC
PLXNA2
PNPTI
PXDNL
RIMSI
ROBO2
RPGR
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SALLI
SCN34
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SGOL2
SKP2
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SLIT2
SPATS2L
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SYNEI
SYT14
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TEKT3
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TRO
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ZMYM3
SEPTS
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SLCIA6
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SPRYI
SPTB
SPTBNS5
SRFBPI
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STi14
ST5
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TLE3
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ZNF43
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ZNF451 1 1 2.6
ZNF462 1 1 2.6
ZNF48 1 1 2.6
ZNF556 1 1 2.6
ZNF571 1 1 2.6
ZNF592 1 1 2.6
ZNF606 1 1 2.6
ZNF623 1 1 2.6
ZNF644 1 1 2.6
ZNF652 1 1 2.6
ZNF682 1 1 2.6
ZNF714 1 1 2.6
ZNF746 1 1 2.6
ZNF785 1 1 2.6
ZNF804B 1 1 2.6
ZNF841 1 1 2.6
ZNFXI 1 1 2.6
ZSCANI 1 1 2.6
7773 1 1 2.6
Total 1409 1373

FPC - familial pancreatic cancer.
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