
Supplementary Table S1. Comparison

of Protein Secondary Structures (%)
of Wild-Type FurA and C101S

Species Determined by FT-IR

Wave number
range (cm-1)

Secondary
structure FurA C101S

1680–1676 b-sheet + b-turn 6.0 11.8
1669 b-turn — —
1660–1650 a-helix 36.7 33.2
1650–1640 Random 13.4 13.6
1637 Intramolecular

b-sheet
27.3 26.2

1625 Intermolecular
b-sheet

16.6 —

1622–1620 b-loop — 15.2

FT-IR, Fourier transform infrared spectroscopy.


