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Supplementary figure 1. JNK subtype expression and regulation by IL-1β in INS-1 cell. INS-1 cells 

were exposed to 150 pg/ml IL-1β (square) or vehicle (circle ) for 2 to 24 h. Relative mRNA of the JNK 

subtypes were measured using quantitative RT-PCR and normalized to the average of 18S and hprt1. A: 

Relative JNK1 subtype mRNA expression, B: Relative JNK2 subtype mRNA expression, C: Relative JNK3 

subtype. Data are shown with ± SEM of n=4 independent experiments. *P<0.05, ** P<0.01, *** P<0.001.  
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Supplementary figure 2. JNK subtypes differentially regulate INS-1 cell gene expression. Stable INS-1 

cell lines expressing shRNA for JNK1, JNK2, JNK3 or non-sense shRNA were exposed to 150 pg/ml IL-1β 

for 45 min. mRNA expression was analyzed by microarray analysis. The heat-plot panels show clusters 

based on the mean log2 expression values on the y-axis for each significant probe of three independent 

experiments. The significantly regulated probes were selected by the following criteria: log2 fold change > 1 

or log2 fold change < -1 and P-value < 0.05. A: JNK1 vs. NS 0 - 45 min. B: JNK2 vs. NS 0 - 45 min. C: JNK3 

vs. NS 0 - 45 min. 
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Supplementary table 1: List of normalized gene expression profile of the 45 min IL-1β exposed JNK1 

knockdown (KD) INS-1 cells, subtracted the gene expression pattern in IL-1β non-exposed JNK1 KD INS-

1 cells to gene expression profile of 45 min IL-1β exposed NS INS-1 cells subtracted the gene expression 

pattern  in the IL-1β non-exposed NS INS-1 cells. 



Supplementary table 2 



Supplementary table 2: List of normalized gene expression profile of the 45 min IL-1β exposed JNK2 

KD INS-1 cells, subtracted the gene expression pattern in IL-1β non-exposed JNK2 KD INS-1 cells to gene 

expression profile of 45 min IL-1β exposed NS INS-1 cells subtracted the gene expression pattern  in the 

IL-1β non-exposed NS INS-1 cells. 
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Supplementary table 3: List of normalized gene expression profile of the 45 min IL-1β exposed JNK1KD 

INS-1 cells, subtracted the gene expression pattern in IL-1β non-exposed JNK1 KD INS-1 cells to gene 

expression profile of 45 min IL-1β exposed NS INS-1 cells subtracted the gene expression pattern  in the 

IL-1β non-exposed NS INS-1 cells. 


