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Figure S1. Comparison of the expression levels of five miRNAs comprising the miRNA signature between normal brain tissue and 

GBM specimens with MGMT promoter methylation. Bars indicate standard deviation. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S2. Prognostic value of the five-miRNA signature for PFS using independent set. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S3. Lack of prognostic value for the five-miRNA signature in GBM patients without MGMT promoter methylation using the 

cutoff value of 0.0178 (A) or the median risk value (B). 



 

Figure S4. Comparison of the five-miRNA signature and its constituent miRNAs between cases with long and short survival time 

using a combined set. *P < 0.05, **P < 0.01, ***P < 0.001. 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S5. Prognosis of unmethylated GBM samples and high- and low-risk GBM patients with MGMT promoter methylation using 

an independent set. *P < 0.05, **P < 0.01, ***P < 0.001. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Figure S6. Comparison of the five-miRNA signature and its constituent miRNAs between chemotherapy responders and non-

responders. *P < 0.05, **P < 0.01, ***P < 0.001. 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Figure S7. Sensitivity and specificity of the risk model for predicting 1-year survival using the independent set. 

 

 



 

 

 


