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SUPPLEMENTARY FIGURE AND TABLES

Supplementary Figure S1: The cell growth curves of NCI-H446 and A549 treated with indicated concentration of 
doxycycline and adriamycin. A. The doubling time of NCI-H446 in the first group (Doxy 0 μM) was 13.81 h. B. The doubling time of 
A549 in the first group (Doxy 0 μM) was 41.17 h.
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Supplementary Table S1: Molecular and biological function of RPLs
RPLs Molecular and biological function

RPL10A poly(A) RNA binding, anatomical structure morphogenesis, cellular protein metabolic process, gene 
expression [1, 2]

RPL12 poly(A) RNA binding, cellular protein metabolic process [3]

RPL13 poly(A) RNA binding, RNA binding, cellular protein metabolic process [1, 4]

RPL23A nucleotide binding, poly(A) RNA binding, rRNA binding, cell proliferation, cellular protein metabolic 
process [1, 3, 5]

RPL38 RNA binding, 90S pre-ribosome assembly, axial mesoderm development [6]

RPL3 poly(A) RNA binding, RNA binding, cellular protein metabolic process [1, 7]

1. Castello, A., et al., Insights into RNA biology from an atlas of mammalian mRNA-binding proteins. Cell, 2012. 149(6): 
p. 1393–406.
2. Fisicaro, N., et al., Identification of genes downregulated in the thymus by cyclosporin-A: preliminary characterization of 
clone CSA-19. Mol Immunol, 1995. 32: p. 565–72.
3. Baltz, A.G., et al., The mRNA-bound proteome and its global occupancy profile on protein-coding transcripts. Mol Cell, 
2012. 46: p. 674–90.
4. Kenmochi, N., et al., A map of 75 human ribosomal protein genes. Genome Res, 1998. 8(5): p. 509–23.
5. Jiang, H., et al., Suppression of human ribosomal protein L23A expression during cell growth inhibition by interferon-
beta. Oncogene, 1997. 14: p. 473–80.
6. Espinosa, L., et al., Primary sequence of the human, lysine-rich, ribosomal protein RPL38 and detection of an unusual 
RPL38 processed pseudogene in the promoter region of the type-1 angiotensin II receptor gene. Biochim Biophys Acta, 
1997. 1354: p. 58–64.
7. Ou, J.H., et al., Cloning and characterization of a human ribosomal protein gene with enhanced expression in fetal and 
neoplastic cells. Nucleic Acids Res, 1987. 15(21): p. 8919–34.
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Supplementary Table S3: Twist1, Twist2, SNAI1, SNAI2 promoter reporter clones
Promoter reporter clones Promoter sequence Vector information

Twist1*

Promoter Length: 1282 bp

pEZX-PG04

Sequence length upstream of TSS: 1043 bp

Sequence length downstream of TSS: 238 bp

Twist2*

Promoter Length: 1512 bp

Sequence length upstream of TSS: 1416 bp

Sequence length downstream of TSS: 95 bp

SNAI1*

Promoter Length: 1255 bp

Sequence length upstream of TSS: 1185 bp

Sequence length downstream of TSS: 69 bp

SNAI2*

Promoter Length: 1399 bp

Sequence length upstream of TSS: 1235 bp

Sequence length downstream of TSS: 163 bp

*The promoter reporter clones were purchased from GeneCopoeia (Guangzhou, China)
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Supplementary Table S4: AP-1, STAT3, NF-κB luciferase reporter gene vector
Reporter gene vector Response element Vector information

pAP1-TA-luc* AP1 response element 26–67
TGACTAATGACTAATGACTAATGACTAATGACTAATGACTAA pGL6-TA

pSTAT3-TA-luc*
STAT3 response element 32–86
TGCTTCCCG AACGTTGCTT CCCGAACGTT GCTTCCCGAA 
CGTTGCTTCC GAACGT

pGL6-TA

pNFκB-TA-luc* NFκB response element 26–65
GGGAATTTCCGGGAATTTCCGGGAATTTCCGGGAATTTCC pGL6-TA

pRL-TK# HSV-TK promoter 7–759 pRL

*The reporter gene vector were purchased from Beyotime Biotechnology (Shanghai, China)
#The reporter gene vector was purchased from Promega


