model #ipos #bps #Hsegs description

archaea 1508 471 23 information content per position
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model #pos #Hbps #Hsegs description

bacteria 1582 480 6313 information content per position
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model H#pos

eukarya 1881
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alignment file: trampa-ssout/trampa-ssout.eukarya.stk
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#bps #seqgqs description

448 6328 information content per position
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