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Sl Appendix 1A. DEER data analysis for single-cysteine mutants in -DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code

3B5D) are shown.
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S|l Appendix 1B. DEER data analysis for single-cysteine mutants in -DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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Sl Appendix 1C. DEER data analysis for single-cysteine mutants in 8-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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S|l Appendix 1D. DEER data analysis for single-cysteine mutants in -DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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S| Appendix 1E. DEER data analysis for single-cysteine mutants in 3-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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S| Appendix 1F. DEER data analysis for single-cysteine mutants in B-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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S| Appendix 1G. DEER data analysis for single-cysteine mutants in 3-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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Sl Appendix 1H. DEER data analysis for single-cysteine mutants in 8-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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S| Appendix 11. DEER data analysis for single-cysteine mutants in 3-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.



10 A > 10 F78C
. popH8 2 os
"Z 0.9 pH5 §
£
_g 0.8 TPP 3
N
E 0.7 é
006 £
2 -02
0.5
0.0 0.5 1.0 1.5 2.0 25 3.0 0.0 05 1.0 15 2.0 25 3.010 20 30 40 50 60 70 3 348 350 a2 354 356 358
t [us] t [us] riA] Magnetic field [mT]
P . Q81C
2095 2 08
?,090 E 0.6
2085 i
¢ 0.80 g o4
w075 g 02
o 0.70 5 0.0
0.65 Z 42
0.0 0.5 1.0 1.5 2.0 2.5 3.0 00 05 10 1.5 20 25 3010 20 30 40 50 60 70 6 38 30 52 354 3% 58
t [us] t [us] riA] Magnetic field [mT]
1.00 > 10
2095 2 08
@ L
S 0.90 € 06
£0.85 ® 04
5 0.80 5 0.2
wo. , g o0
0075 5 0.0
p4

0.70 -0.2 v v v v ]
0.0 0.5 1.0 1.5 20 25 3.0 0.0 0.5 1.0 1.5 2.0 25 3.010 20 30 40 50 60 70 sio sds 0 52 B4 36
t [us] t [us] riA] Magnetic field [mT]

L83C

1.00 = 10
2095 g 0.8
$ 0.90 € 06
E o085 g 04
1 0.80 g 0.2
0075 ‘g 0.0
0.70 0.2
00 05 15 20 00 05 1.0 15 20 10 20 30 40 50 60 70 36 34 350 352 354 356 358
t [ps] t [us] riA] Magnetic field [mT]
o 2 0o D84C
20.95{) 2 08
@ g
$0.90 £ 06
=
x 085 g 04
Eo.ao g 02
5 0.0 »
075 2 o2

00 05 10 15 20 25 0 05 10 15 20 2510 20 30 40 50 60 70 %6 3@ 0 32 354 356
t [ms] t [us] riA] Magnetic field [mT]

oy . L85C (TM4) ﬂ

. . .0 0.5 1.0 1.5 10 20 30 40 5'0 60 70 346 348 350 352 354 356 358
t [us] t [us] riA] Magnetic field [mT]

[=}

DEER intensity
Normalized intensity

O OO O o =~

O N B~ O O

O
)

o
o
o

1.00 > 10
Z0.95 2 08
@ 2
$0.90 £ 06
k= 2
o 0.85 N 04
L ©
u 0.80 g 02

0.75 z° 0.0

00 04 2 00 04 . 1610 20 30 40 50 60 70 346 348 350 352 354 356 358

t [us] t [us] riA] Magnetic field [mT]
S| Appendix 1J. DEER data analysis for single-cysteine mutants in B-DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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S| Appendix 1K. DEER data analysis for single-cysteine mutants in -DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code
3B5D) are shown.
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Sl Appendix 1L. DEER data analysis for single-cysteine mutants in -DDM micelles. For each mutant, from left to right, primary
DEER traces with the corresponding fits, baseline-corrected and normalized DEER traces along with the fits, distance distributions,
the CW-EPR spectra, and except for non-resolved residues, the position of the mutated residue on the X-ray structure (PDB code

t[ns]

3B5D) are shown.
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