
Appendix S1: AMY2B CNV with supplemental data 
 

 
Figure 1: Diet and AMY2B copy number variation, including data from the recent Tonoike et al. (2015) (1) analysis of AMY2B 
copy number variation in dog breeds of Japanese descent. Because the authors used qPCR to determine copy number, and 
because some Shiba Inu samples had high copy number, these samples were excluded from the main text because of the error 
introduced by qPCR at high copy number. However, these data highlight that past selection may have shaped these differences, 
and that AMY2B copy number is not reliant on phylogeny. a) Density plot of ddPCR diploid AMY2B copy number for dogs that 
traditionally consumed high-starch diets and low-starch diets. Density reflects frequency with which a given diploid copy number 
appears in each population. b) Tukey boxplot of diploid AMY2B copy number for dogs that traditionally consumed high-starch 
diets and low-starch diets. c) Tukey boxplot of diploid AMY2B copy number for specific dog breeds that traditionally consumed 
high-starch diets and low-starch diets. 
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