S1 Table. Saccharomyces cerevisiae strains used in this study.

Strain
number Genotype Source
HKY36 | MATa ura3-52 leu2A1 his3A200 [1]
MAT ura3-1 leu2-3 trp1-1 his3-11 ade2-1 xpo1::LEUZ2
HKY40 | | bCEN XPO1 HIS3 2]
HKY41 MATa ura3-1 leu2-3 trp1-1 his3-11 ade2-1 can1-1 xpo1::LEU2 2]
+ pCEN xpo1-1 HIS3
this study,
HKYQ0 | MATa ura2 leu2 rat8-1 based on [3]
HKY93 | MATa ura3-1leu2-3,112 his3-11 ade2-1 gle1-4 [4]
HKY124 | MAToa ura3-52 leu2A1 his3A200 rat7-1 [5]
MATo ura3-52 leu2A1 trp1A63 his3A200 rat8::HIS3
HKY128 + pCEN rat8-3 LEU2 [3l
MATa ura3-52 leu2A1 trp1A63 his3A200 rat8::HIS3
HKY129 1, pCEN rat8-7 LEU2 [3]
HKY130 | MATa ura3-52 leu2A1 trp1A63 rat8-2 [3]
MATa ura3-1 leu2-3 trp1-1 his3-11 ade2-1 can1-1 xpo1::Leu2
HKY206 + pCEN xpo1-1 TRP1 [6]
HKY276 | MATa ade?2 his3 leu?2 trp1 ura3 [7]
HKY314 | MATa ura3A0 leu2A0 his3A1 met15A0 Euroscarf
HKY381 | MATa ura3A0 leu2A0 his3A1 lys2A0 Euroscarf
HKY456 MATa ura3-52 leu2A1 trp1A63 his3A200 rat8::HIS3 this study

+ p 2u RAT8 URA3

HKY462 | MATa ura3-52 leu2A1 rpb1-1 rat8-2 this study

MATo ura3A0 leu2A0 his3A1 lys2A mtr2::kanMX4

HKY734 + pCEN mtr2-33 LEU2 this study
HKY863 MATo ura3A0 leu2A0 his3A1 lys2A rpl10::kanMX4 8]
+ pCEN rpl10(G161D)-GFP URA3
HKY892 MATa ura3 leu?2 trp1 his3 ade2 mtr2::HIS3 [9]
+ pCEN mtr2-33 TRP1 + pCEN MTR2 URAS3
HKY894 MATea ura3 leu2 trp1 his3 lys2 nmd3::kanMX4 9]
+ pCEN nmd3-2 TRP1 + pCEN NMD3 URA3
HKY1071 | MATa ura3 leu2 trp1 ade2 lys2 gle1-2 [10]
HKY1242 | MATa ura3A0 leu2A0 his3A1 met15A0 RAT8:GFP:HIS3MX6X Invitrogen
HKY1356 MATa ura3 leu?2 trp1 his3 nmd3::kanMX4 rat8::HIS3 this study
+ p 2u RAT8 URA3 + pCEN nmd3-2 TRP1 + pCEN NMD3 URA3
HKY 1369 MATa ura3 leu2 trp1 his3 lys2 mtr2::kanMX4 rat8::HIS3 this study

+ pCEN rat8-3 LEU2 + pCEN MTR2 URAS3

HKY1370 | MATa ura3 leu2 his3 this study

MATa ura3 leu?2 trp1 his3 lys2 rat8::HIS3

HKY1371 | N rat6.5 LEU2 this study
MATo ura3 leu2 his3 mtr2::kanMX4 .
HKYA372 1 | hCEN mtr2-33 LEU2 + pCEN MTR2 URA3 this study
HKY1377 | MATa ura3A0 leu2A0 his3A1 met15A0 XPO1:GFP:HIS3MX6X Invitrogen
HKY1379 | MATa ura3A0 leu2A0 his3A1 met15A0 RIO2:GFP:HIS3MX6X Invitrogen
HKY1493 | MATa ade2 ura3-0 his3-1 leu2-0 trp1 drg1-18 [11]
HKY1646 | MATa ura3-52 leu2A1 trp1A63 his3A200 rat7AN(1-500) [12]
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