#sja-bantam
AAGTCGGCTTTTATTGCGCTCTGAGAAAAACCAATTCATTGCTTTTTTTATTTATCTGAGATCGCGATTAAAGCTGGTTT

Total sRNA: 218038 shared 5' end with miRNA: 129751 shared 3' end with miRNA:
miRNA
........................................................ UGAGAUCGCGAUUAAAGCU.....
Shared 5' Terminus
............................................. .. .UGAGAUCGCGAUUAAAGC. .. ...
............................................ . . .UGAGAUCGCGAUUAAAGCUG....
........................................................ UGAGAUCGCGAUUAAAGCUGG. . .
........................................................ UGAGAUCGCGAUUAAAGCUGGU. .
............................................ . . .UGAGAUCGCGAUUAAAGCUGGUU.
........................................................ UGAGAUCGCGAUUAAAGCUGGUUU
Shared 3' Terminus
......................................................... GAGAUCGCGAUUAAAGCU.....
Subsequence
Others
«eeCGGCUUUUAUUGCGCUCUGA . s s vttt s evseoeocoososossosscsssscsscsscsscssssssssssssssssssssacs
«ee.CGGCUUUUAUUGCGCUCUGAGA . s s s s st s eveoesososcscsscsssscsssssscsssssssssssssssssscsacs
«...GAGAUCGCGAUUAAAGCUG....
«...GAGAUCGCGAUUAAAGCUGG. . .
«...GAGAUCGCGAUUAAAGCUGGU. .
......................................................... GAGAUCGCGAUUAAAGCUGGUU.
antisense match
#sja-let-7
TGGGAGGTAGTTCGTTGTGTGGTTTGCTTATTAAAATGATCTTAAGAAGACCATACAACCGACTGGCTTTCCCA
Total sRNA: 317022 shared 5' end with miRNA: 39924 shared 3' end with miRNA:
miRNA
« «GGAGGUAGUUCGUUGUGUGGU . e s e e e st s s seoeooococccsccscscssosscssssscsscsscsssscscsscs 21
Shared 5' Terminus
« . GGAGGUAGUUCGUUGUGU . s s s e st seseoeoeocccccscsoscsosossosscsscsscsscsscsscsscsscscsss 18
« «GGAGGUAGUUCGUUGUGUG . « + e e e s s s soeveoeocccosccscscscscsscsscsscsscsscsscsscsssscscsscs 19
« . GGAGGUAGUUCGUUGUGUGG . + e e e e e s e vevevecccccccoccnans 20
« . GGAGGUAGUUCGUUGUGUGGUU . s e s ettt e vevevececoccccnans 22
« . GGAGGUAGUUCGUUGUGUGGUUU . e s e s e et veveveoecoocccncns 23
. . GGAGGUAGUUCGUUGUGUGGUUUG 24
Shared 3' Terminus
..... GGUAGUUCGUUGUGUGGU . ¢ ¢ ¢ e e e et eeeeeeeeeeeosesesssssssssssssssssssssssssaes 18
e+« . AGGUAGUUCGUUGUGUGGU . e s e vt v eveeeveccccocnononans 19
« . .GAGGUAGUUCGUUGUGUGGU . e s ettt e veveeveoccccocononans 20
«GGGAGGUAGUUCGUUGUGUGGU . e s e s e st s sseveooococcccsccsososscsscsssssscsscsscssscncsscs 22
Subsequence
e e GAGGUAGUUCGUUGUGUG . « « e e s s s s soeveoeocccccscscsoscsscsscsssssscsscsscsssscscsscs 18
«+ .GAGGUAGUUCGUUGUGUGG . « e s+ e e e v evevevesoccccnoccncsns 19
e e AGGUAGUUCGUUGUGUGG . « e e e e s s s sevoeoeocococsccscssososscsscsscsscsscsscsscsssscscsss 18
Others
«+ . GAGGUAGUUCGUUGUGUGGUU . s s e e st s s seveoeococcccccsosossosscsssssscsssscssssascsscs 21
« . .GAGGUAGUUCGUUGUGUGGUUU . s s e s et e v eeevecccoocccncns 22
«+..AGGUAGUUCGUUGUGUGGUU. s e s et e v eveveveccccccconans 20
«+..AGGUAGUUCGUUGUGUGGUUU. s s et e v e veveveccccocccncns 21
19
20
21
22
20
21
22
28
26
23
23
23
22
24
25
21

19

19 88059
18 34968
20 24052
21 15318
22 53818
24 611

18 15

714

258334

1101
1402
7735
25526
4154
5

43
84
580
6
327
19

169
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ceteeecceesceessesessseessaesssasssasssasssssssssss CCAUACAACCGACUGGCUUUCCC. 23 11

ceteeecceesceessesessssesssssssaassaasssssssessssss CCAUACAACCGACUGGCUUUCCCA 24 39
ceteeecceesceesccsessseesssaesssasssasssasssascssssss CAUACAACCGACUGGCUU..... 18 22
et e eeecceesceessceessseessssesssasssasssassssssssssss CAUACAACCGACUGGCUUU.... 19 74
et e eeecceesceesscsessseessassssasssaassassssssssssss CAUACAACCGACUGGCUUUC... 20 731
et e eeecceesceesscsssseessaasssasssaassassssssssssss CAUACAACCGACUGGCUUUCC.. 21 1397
et e eeecceesceessesssseesssaasssasssasssassssssssssss CAUNACAACCGACUGGCUUUCCC. 22 1857
ceeeeecceeseeessesetsacessssssssessasssasssasesssssss CAUACAACCGACUGGCUUUCCCA 23 8932
ceteeeccecsceessceessaeessaesssasssasssasssascssssss AUNCAACCGACUGGCUUU.... 18 22
et e eeecceesceeseeeessseessaesssasssasssasssassssssss AUNACAACCGACUGGCUUUC... 19 192
et e eeecceesceesecessseesssesssasssasssassssssssssss AUNACAACCGACUGGCUUUCC.. 20 258
et e eeecceesceessesessseessaesssasssasssasssassssssss AUNACAACCGACUGGCUUUCCC. 21 768
ceteeecceesceessesessacessssssssasssssssssssasssssss  AUNACAACCGACUGGCUUUCCCA 22 2566
et e eeecceesceeseeeessseessssesssasssaassasssaacssssssss UACAACCGACUGGCUUUCC.. 19 8

et e eeecceesceesecsessseessaesssasssasssasssassssssssss UACAACCGACUGGCUUUCCC. 20 13
ceteeecceesceessesessacesssssssaasssessssssssacsssessss UACAACCGACUGGCUUUCCCA 21 63
ceteeecceeseeessesetsacesssesssaassaessssssssacsssesssss ACAACCGACUGGCUUUCCCA 20 52

antisense match

#sja-let-7b
GTGAATAACTGGAAAGAGGTAGTGATTCATATGACTACTGTGTTACTCCTTGTGTGTGTGTATGTATAGAAAATGTAAAAAATATGTTGTAACAACATACTAAACATTGAAAAAATTAATCTTTTTTCAATGAAATTTTCTTTTGTATACACACATATAAGGTGGTTACATTTTAATGGAAGTCATATGTCTCACTAGCTTCATACTGGGATTCAC
Total sRNA: 703318 shared 5' end with miRNA: 46238 shared 3' end with miRNA: 714

miRNA

. . .AGAGGUAGUGAUUCAUAUGACU. .
Terminus

. . .AGAGGUAGUGAUUCAUAUG. . .
-AGAGGUAGUGAUUCAUAUGA. .
.AGAGGUAGUGAUUCAUAUGAC. . .
. . .AGAGGUAGUGAUUCAUAUGACUA.
Terminus
-AGGUAGUGAUUCAUAUGACU. .
. ...GAGGUAGUGAUUCAUAUGACU
. .AAGAGGUAGUGAUUCAUAUGACU. .

Subsequence
GAGGUAGUGAUUCAUAUGAC.
.AGGUAGUGAUUCAUAUGAC.

. .AAGAGGUAGUGAUUCAUAU. ...
. .AAGAGGUAGUGAUUCAUAUG. . .
. .AAGAGGUAGUGAUUCAUAUGA. .
. .AAGAGGUAGUGAUUCAUAUGAC .
AGGUAGUGAUUCAUAUGACUA. . .

.UCAUAUGUCUCACUAGCU .o
.UCAUAUGUCUCACUAGCUU. ...
.UCAUAUGUCUCACUAGCUUC. ..
.UCAUAUGUCUCACUAGCUUCA. .
.UCAUAUGUCUCACUAGCUUCAU.
.UCAUAUGUCUCACUAGCUUCAUA
. .CAUAUGUCUCACUAGCUUCAUA
.. .AUAUGUCUCACUAGCUUCAUA. .

antisense match

#sja-let-Ts
TCAGTATCAGTGAGGTAGTTAGATGTACGACTGTTGTGAATTGAGGTCGTCCAGTCGACTATCTAATGTGTTCAGAATCTCATTCACTGATGTATCAGTTAATGTGATTGTTTTGTAATTGTGAATAATGTGAGTTGATATATGTAGGTGAAGTGAGTTATTCTGACATATTGGTTAGTTGTACTGGTTGACAGCCGTACACCTTACTACCATGCTGGTGATAC
Total sRNA: 322698 shared 5' end with miRNA: 153285 shared 3' end with miRNA: 35777

miRNA

........... GAGGUAGUUAGAUGUACGACU
Shared 5' Terminus

. .GAGGUAGUUAGAUGUACG. .

GAGGUAGUUAGAUGUACGACUGUUG
Terminus

. . .AGGUAGUUAGAUGUACGACU. ..
. . .UGAGGUAGUUAGAUGUACGACU. . .
Subsequence

.AGGUAGUUAGAUGUACGAC. .
. .GGUAGUUAGAUGUACGAC. .

.......... UGAGGUAGUUAGAUGUAC . ¢t et ctetetoacsoacsosososssosssosssosssosssosssosssosssoassosssasssasssasssasssasssasssasssoassoassoassoaasoassoaasosasoassoaasoassoaasosssosesoaesosssoassoassosssosssosssosssosssoassoassoassnassaa
.. .UGAGGUAGUUAGAUGUACG. .
.UGAGGUAGUUAGAUGUACGA.
. UGAGGUAGUUAGAUGUACGAC .o
.UGAGGUAGUUAGAUGUACGACUG. .
.UGAGGUAGUUAGAUGUACGACUGU .
. UGAGGUAGUUAGAUGUACGACUGUU.
AGGUAGUUAGAUGUACGACUG. . .
.AGGUAGUUAGAUGUACGACUGU. .
.AGGUAGUUAGAUGUACGACUGUU .
. .GGUAGUUAGAUGUACGACUG. . .
. .GGUAGUUAGAUGUACGACUGU. .
. .GGUAGUUAGAUGUACGACUGUU .

22

18
19

21
23

20
21
23

20
19

19

21
22

18
19

21
22

22
21

655165

542
1256
5968
38234
235

235
233
244

39
34

62
446

28
93
299
130
15

111993

290
4044
8671
78507
56913
4844
12

52
136
35586

22

86
2454
3677
10045
930

195
273
58
314
141
67



.............. GUAGUUAGAUGUACGACUG . ¢ e et eaetoacsoacsoacsoscsoassoassosssosssosssasssasssasssasssasssaassasssasssaassasssaassasssaassasssassssasssassaasas
. .GUAGUUAGAUGUACGACUGU.

antisense match

#sja-lin-4

NNTCCCTGAGACCTTAGAGTTGTNN

Total sRNA: 24734shared 5' end with miRNA: 959 shared 3' end with miRNA: 208
miRNA

. .UCCCUGAGACCUUAGAGUUGU.. 21 23558
Shared 5' Terminus

. .UCCCUGAGACCUUAGAGU..... 18 78

. .UCCCUGAGACCUUAGAGUU.... 19 126

. .UCCCUGAGACCUUAGAGUUG... 20 755
Shared 3' Terminus
....CCUGAGACCUUAGAGUUGU.. 19 205
Subsequence

....CCUGAGACCUUAGAGUUG... 18 9
Others

antisense match

#sja-mir-1

CAAAAGTAGTATTCATTATATGGAATGTGGCGAAGTATGGTCTACAGTTGCTAGAATCATCTTTATATGAAGAGTATTCACTTTT

Total sRNA: 9075799 shared 5' end with miRNA: 4455011 shared 3' end with miRNA: 20575

miRNA

.................... UGGAAUGUGGCGAAGUAUGGUC . ¢ ¢« v e st e e eeeeecsensescsesscnsssasssscscsaness 22 4570978
Shared 5' Terminus

.................... UGGAAUGUGGCGAAGUAU . ¢ ¢ e et e e eseeescaescsesssesessssssssssssscseness 18 36283
.................... UGGAAUGUGGCGAAGUAUG . ¢ e e s e e e seeeseaescsesescsesscsssssssssscseness 19 65142
.................... UGGAAUGUGGCGAAGUAUGG . « e s e e et eeeeeaeecsesescsesscesssasssssscsaness 20 486032
.................... UGGAAUGUGGCGAAGUAUGGU . ¢ ¢ e vttt eeeeeeecsesescsecsscesssasscssscsaness 21 2957888
.................... UGGAAUGUGGCGAAGUAUGGUCU . 4 e e st e e s eeeecsensesesesscosnsasssscncsaness 23 905778
.................... UGGAAUGUGGCGAAGUAUGGUCUA. ¢ e s ettt teeeesesesesesscesssasscscscseness 24 3877
.................... UGGAAUGUGGCGAAGUAUGGUCUAC . « t e e vt teeeesensesasessccssanssscscseness 25 11
Shared 3' Terminus

....................... AAUGUGGCGAAGUAUGGUC e « ¢t ettt eeeeeeeeecocsososososossosssososcsssns 8

640
18090
1766

............. GAAUGUGGCGAAGUAUGGUC. ...
............ GGAAUGUGGCGAAGUAUGGUC. ...
.......... AUGGAAUGUGGCGAAGUAUGGUC. ...
......... UAUGGAAUGUGGCGAAGUAUGGUC. ...
................ UAUAUGGAAUGUGGCGAAGUAUGGUC . ¢ ¢t e et teeeeenesasesssossssssssassssnsssnnsns 6
UUAUAUGGAAUGUGGCGAAGUAUGGUC . ¢t t e et teeseeoosssosssoscssososcsassssscssanss 13

97
1730
11082

307

.UGACAUAUUGGUUAGUUGUACU .
<UGACAUAUUGGUUAGUUGUACUG. « « ettt eeennnnennnnnnnnnns
....................... AGCCGUACACCUUACUACCAU. .
AGCCGUACACCUUACUACCAUG.
.GCCGUACACCUUACUACCA. ..
GCCGUACACCUUACUACCAU
GCCGUACACCUUACUACCAUG.
GCCGUACACCUUACUACCAUGC .
.GCCGUACACCUUACUACCAUGCU. .
.CCGUACACCUUACUACCAUGC. . .
.CCGUACACCUUACUACCAUGCU. .
. .CGUACACCUUACUACCAUGC. . .

........................................... CGUACACCUUACUACCAUGCU. .. .....

vauao
)

17

250
2712
53
33
22



8293

307
3222
28
111
5
antisense match
#sja-mir-10
CCTCAGTATGAACCCTGTAGACCCGAGTTTGGATGCCGTTAGATGCAAATTCGAGTCTATAAGGAAAGATACTTTGGAA
Total sRNA: 90192shared 5' end with miRNA: 11435 shared 3' end with miRNA: 258
miRNA
.......... AACCCUGUAGACCCGAGUUUGG . ¢ ¢ e e oo oo seessesessssssssssssssssssssssssssssss 22 77153
Shared 5' Terminus
.......... AACCCUGUAGACCCGAGU . ¢ 4 ettt et eeeeessesesessssssssssssssssssssssssssssss 18 282
.......... AACCCUGUAGACCCGAGUU . 4 ¢ttt eeeeeeeesesesessssssssssssssssssssssssssssss 19 109
.......... AACCCUGUAGACCCGAGUUU . 4 4ttt e et eeeesesesessssssssssssssssssssssssssssss 20 799
.......... AACCCUGUAGACCCGAGUUUG . ¢ ¢ e e e oo e eeeessesessssssssssssssssssssssssssssss 21 4176
.......... AACCCUGUAGACCCGAGUUUGGA . ¢ ¢ ¢t et et e eeesesessssssssssssssssssssssssssssss 23 6022
.......... AACCCUGUAGACCCGAGUUUGGAU 24 44
Shared 3' Terminus
«...CCUGUAGACCCGAGUUUGG 19 7
. .ACCCUGUAGACCCGAGUUUGG 21 188
GAACCCUGUAGACCCGAGUUUGG . « e e e e e e eeeeeeecosossossssossossossossosssssscssssssscs 23 62
Subsequence
................................................ 20 8
................................................ 18 5
................................................. 21 5
................................................ 22 13
.............................................. 24 9
.............................................. 22 20
.............................................. AAAUUCGAGUCUAUAAGG . ¢« e e e e e s esannns 18 12
.............................................. AAAUUCGAGUCUAUAAGGA . ¢ttt e e eennnns 19 100
.............................................. AAAUUCGAGUCUAUAAGGAA. ¢ttt v e ennnns 20 184
. .AAAUUCGAGUCUAUAAGGAAA . c v v vvevnnne 21 219
. .AAAUUCGAGUCUAUAAGGAAAG . s e e e v e v enee 22 152
. .AAAUUCGAGUCUAUAAGGAAAGA . ¢« v v v e v e 23 499
.. .AAUUCGAGUCUAUAAGGAA. st vt v e veeenne 19 13
.. .AAUUCGAGUCUAUAAGGAAA . c v vt v v eeene 20 11
.. .AAUUCGAGUCUAUAAGGAAAG . s s v e v e venee 21 7
.. .AAUUCGAGUCUAUAAGGAAAGA . s« v v v e v e 22 38
................................................. UUCGAGUCUAUAAGGAAAGA .« v e v v e 20 19

antisense match

#sja-mir-1175
GATATGTACGGTTGGAGTTTTTGTTTCTGCACCAGCCACATATCAGTCTGATTGATACTCCTCACTGTAGGAGATTTTGTCAAATGAACTCTGGTGAGATTCAATTACTTCAACTGTTATATC
Total sRNA: 39868shared 5' end with miRNA: 18988 shared 3' end with miRNA: 59

miRNA
.............................................................................................. 22 20657
Shared 5' Terminus
.............................................................................................. 18 26
c et et e et tee e ettt ettt ettt aeeeaaeannn 19 154
c et et ee et teet e ettt ettt ettt aaeeaaeannn 20 576
.............................................................................................. 21 18150
.............................................................................................. 23 80
Shared 3' Terminus
............................................................................................... 21 50
............................................................................................. 23 7
Subsequence
............................................................................................... 20 46
................................................................................................ 19 5
. GUUGGAGUUUUUGUUUCUGC . e e e e v e e sew . 20 6
.GUUGGAGUUUUUGUUUCUGCACC 23 22
. . .UGGAGUUUUUGUUUCUGCACC 21 5




............................................................................................. GUGAGAUUCAAUUACUUCAACU. .« ee™n 22
antisense match

#sja-mir-124
TATATGTATGCCATTTTCCGCGATTGCCTTGATTTGTTAAAAGAAAATGATTCACAACAAAATATTAAGGCACGCGGTGAATGTCATCCACGGTGC
Total sRNA: 393245 shared 5' end with miRNA: 47347 shared 3' end with miRNA: 1360
miRNA
................................................................. UAAGGCACGCGGUGAAUGUCA. .. v v v v 21 343967
Shared 5' Terminus
................................................................. UAAGGCACGCGGUGAAUG . ¢ v e v e v evennn 18 3534
ceeeececectectectecsectectecsecsecsecsecsececononnnn cecececscsescan UAAGGCACGCGGUGAAUGU...... cee 19 14185
ceeeececectectectecsecsectectecsecsecsecsecseconenenn ceecscscccsccnan UAAGGCACGCGGUGAAUGUC. .... cee 20 21251
teeeececectectectecsecsectectectecsesensececonenenn ceecscscccsccnan UAAGGCACGCGGUGAAUGUCAU. .. cee 22 8348
................................................................. UAAGGCACGCGGUGAAUGUCAUC. e v e v 23 27
Shared 3' Terminus
................................................................... AGGCACGCGGUGAAUGUCA. . v e v e 19 97
.................................................................. AAGGCACGCGGUGAAUGUCA. ¢ e v e 20 1258
Subsequence
.................................................................. AAGGCACGCGGUGAAUGU. vt v e v eeennn 18 38
.................................................................. AAGGCACGCGGUGAAUGUC .« v e v e v e e 19 85
.CCAUUUUCCGCGAUUGCCUUGA. . v v v e s eeccceccsescessces st estssacsssesssesnonn e 22 18
.CCAUUUUCCGCGAUUGCCUUGAU. . v et v cee Y cee 23 55
.CCAUUUUCCGCGAUUGCCUUGAUU. .. ... . ceeccceccsectcessces st eetssacssccsssesnoen e 24 9
.CCAUUUUCCGCGAUUGCCUUGAUUU ceeccceccsescesscessscetssacsssesssesnonn cee 25 15
................................ .o ceecececeess. AAGGCACGCGGUGAAUGUCAU... cee 21 307
................................................................... AGGCACGCGGUGAAUGUCAU. v e v ev e 20 18
antisense match
#sja-mir-125a
GCTCCCTGAGACCCTTTGATTGTCTCGTTAAACATAATTCTATATGTTAAATGTAATCAGGCAGCCAAAGTGACTCAGGTGTGC
Total sRNA: 19210shared 5' end with miRNA: 9825 shared 3' end with miRNA: 32
miRNA
« . UCCCUGAGACCCUUUGAUUGUC . s e sttt s eseoeoeocsoccssscsscsscsscsssssssssssscsscssssssssssssssaes 22 8825
Shared 5' Terminus
« .UCCCUGAGACCCUUUGAU .+ e st v eveveveccsaccns 18 11
« .UCCCUGAGACCCUUUGAUU. e s et e vevevecooonans 19 30
« .UCCCUGAGACCCUUUGAUUG. « e e e s e vevevooocans 20 1689
« .UCCCUGAGACCCUUUGAUUGU . ettt e v eveveoenanns 21 8081
. .UCCCUGAGACCCUUUGAUUGUCU 23 14
Shared 3' Terminus
...... UGAGACCCUUUGAUUGUC . ¢+ ¢ e et e eeseeessensscsescsesssesssssssssssssssssesssasesssssss 18 13
«eeCCUGAGACCCUUUGAUUGUC . s e sttt s eveoesesoscocscsososscsssssssssssssssssscsssssssssssscsaes 20 16
Subsequence
«eeCCUGAGACCCUUUGAUUGU . « s ettt e seveoeseoososcscssossscsscsscsssssssssssscsscsssssssssssscsaes 19 6
Others
CAGCCAAAGUGACUCAGGUGU.. 21 8
CAGCCAAAGUGACUCAGGUGUG. 22 60
CAGCCAAAGUGACUCAGGUGUGC 23 389
......... AGCCAAAGUGACUCAGGUGUG. 21 5
......... AGCCAAAGUGACUCAGGUGUGC 22 35
............................................................... GCCAAAGUGACUCAGGUGUGC 21 7
antisense match
#sja-mir-125b
ATCCCTGAGACTGATAATTGCTCTAGTTATTATATCATTAATGAGTTTACAATAAGGGCAATTATTATTCTCAGGTGT
Total sRNA: 1007585 shared 5' end with miRNA: 185419 shared 3' end with miRNA: 3526
miRNA
«UCCCUGAGACUGAUAAUUGCU . s e st s e s eeeveoeocccscssossssssssssssssssssssssssssssscsss 21 816687
Shared 5' Terminus
“UCCCUGAGACUGAUAAUU . « e e st s eseoeoeooooscscsscssosssssssssssssssssssscsssssssssscsss 18 3281
<UCCCUGAGACUGAUAAUUG. s e v e v evevevccoconcns 19 3447
.UCCCUGAGACUGAUAAUUGC . e s et e veeevecoconans 20 49025
.UCCCUGAGACUGAUAAUUGCUC. s e e vt v evevevenans 22 127999
.UCCCUGAGACUGAUAAUUGCUCU . s et e v eveveoooans 23 1659

.UCCCUGAGACUGAUAAUUGCUCUA 24 8



Shared 3' Terminus

«ee . CUGAGACUGAUAAUUGCU . s s e et e s eeeoeoeococscssossosscsoscsscsscsscsscsscsssssssssssscscsscs 18 249
e CCUGAGACUGAUAAUUGCU . s s s et e s eeeoeoeoccsoscscsososscsscssosscsscsssscsssssssssssssscsss 19 2293
« e CCCUGAGACUGAUAAUUGCU . s s s et e s eveoeoeoccsocscsosscsssscsssssscsssssssssssssssssscsss 20 201
AUCCCUGAGACUGAUAAUUGCU . 4 ¢ ¢ e e oot o eeesesesesesssssssssssssssssssssssssssssssssss 22 783
Subsequence
« eCCCUGAGACUGAUAAUUGC . « e e st s sveveoeococcsosossossosssscsssscsscsssscsssssssssssscscsss 19 11
e e e CCUGAGACUGAUAAUUGC . « s e et s eveveoeocscsosossosssssssssssssssscsssssssssssscscsss 18 103
Others
AUCCCUGAGACUGAUAAUU . ¢ ¢ ¢ e et oo eeeeeeesssssssssssssssssssssssssssssssssssssssssaes 19 5
AUCCCUGAGACUGAUAAUUG . ¢ ¢ ¢ ¢ o e o oo oo esesesssssssssssssssssssssssssssssssssssssssaes 20 5
AUCCCUGAGACUGAUAAUUGC ¢ ¢ ¢ ¢ e e et o oo eeesesesssssssssssssssssssssssssssssssssssssaes 21 61
AUCCCUGAGACUGAUAAUUGCUC e ¢ ¢ ¢ e e e e oo oesesesssesssssssssssssssssssssssssssssssssaes 23 109
AUCCCUGAGACUGAUAAUUGCUCU . ¢ ¢ ¢ ¢ e e e oo esesesesesssssssssssssssssssssssssssssssssaes 24 8
« . CCCUGAGACUGAUAAUUGCUC . s s e et s s seveoeoccoscsossssscsssssssssscsssssssssssssscsss 21 113
« . CCCUGAGACUGAUAAUUGCUCU . s e s e st s evoeoeoooocsccscssssscsssscsscsssssssssssssssssscsacs 22 15
e CCUGAGACUGAUAAUUGCUC . s s e st v s seveoescccsocsososscsscsssssscsssssssssssssssssscsacs 20 948
e .CCUGAGACUGAUAAUUGCUCU . s e s et s s evoeoescoososososscsscsssssssssscsssssssscsssscscsacs 21 13
....................................................... 19 97
....................................................... 18 125
....GCAAUUAUUAUUCUCAGG. . . 18 9
....GCAAUUAUUAUUCUCAGGU. . 19 14
....GCAAUUAUUAUUCUCAGGUG. 20 24
......................................................... GCAAUUAUUAUUCUCAGGUGU 21 264
.......................................................... CAAUUAUUAUUCUCAGGUGU 20 8
........................................................... AAUUAUUAUUCUCAGGUGU 19 8
antisense match
#sja-mir-190
CGACAGTAAACTGGTCGATGTGATATGTATGGGTTACTTGGTGTCAGCGGATAACATGTTTTATTCGCCATTAAGCAATACACCAGTGACCAGACATATCCCTATCGCTTAGTTTAGATCCTC
Total sRNA: 296653 shared 5' end with miRNA: 99577 shared 3' end with miRNA: 508
miRNA

Shared 5' Terminus

Shared 3' Terminus

183425

579
1702
3007
22892
65437
5881
59

20

11
5
13
466



antisense match

#sja-mir-
AGAGTTAAACGTAACTTCAGCTGTGTTCATGTCTTCGACAAAAAATAAACCAACAAGTGAATACGTAGGTATTCATGTTGATTAATATCGAAGAAATGAGCACAACTTAGATTGTTTACTCT
Total sRNA: 5787 shared 5°'

miRNA

Shared 5'

Shared 3'

antisense match

1989

....... UCAGCUGUGUUCAUGUCUUCGA

Terminus

end with miRNA: 613

....... UCAGCUGUGUUCAUGUCU

....... UCAGCUGUGUUCAUGUCUU

shared 3'

end with miRNA: 364

....... UCAGCUGUGUUCAUGUCUUC

....... UCAGCUGUGUUCAUGUCUUCG

Terminus

#sja-mir-1b
NNTGGAATGTTGTGAAGTATGTGCNN
Total sRNA: 1471286

miRNA

. . UGGAAUGUUGUGAAGUAUGUGC. .

Shared 5'

. . UGGAAUGUUGUGAAGUAU

Terminus

. . UGGAAUGUUGUGAAGUAUG. . ...
. . UGGAAUGUUGUGAAGUAUGU. ...
. . UGGAAUGUUGUGAAGUAUGUG. . .

Shared 3'

Terminus

shared 5'

end with miRNA:

22

1412190

643
2545
10501
42701

56390

shared 3'

end with miRNA:

2520

219
116
29



..... AAUGUUGUGAAGUAUGUGC. . 19 12

... .GAAUGUUGUGAAGUAUGUGC. . 20 328
. . .GGAAUGUUGUGAAGUAUGUGC. . 21 2177
Subsequence

. . .GGAAUGUUGUGAAGUAUG. . ... 18 35

. . .GGAAUGUUGUGAAGUAUGU. ... 19 22

. . .GGAAUGUUGUGAAGUAUGUG. . . 20 89
... .GAAUGUUGUGAAGUAUGUG. .. 19 32
..... AAUGUUGUGAAGUAUGUG. . . 18 5
Others

antisense match

#sja-mir-2162
CTAGGGGATGAGTGAGATTGTTGCATATTTACATTGCTGGTATGTATTATGCAACGTTTCACTCTACTCCGGGGA

Total sRNA: 278963 shared 5' end with miRNA: 77313 shared 3' end with miRNA: 733

miRNA

............................................ UAUUAUGCAACGUUUCACUCU. e e v evenn 21 125057

Shared 5' Terminus

............................................ UAUUAUGCAACGUUUCAC. s et e v eveeenns 18 1297
..................................... UAUUAUGCAACGUUUCACU. v e v eeeeens 19 41631
..................................... UAUUAUGCAACGUUUCACUC. s e v e v eeenn 20 34206

............................................ UAUUAUGCAACGUUUCACUCUA. . v v e e ew™ 22 178

Shared 3' Terminus

18 43
19 75
20 606
22 6
18 116
19 99
18 9
18 26
19 67
20 5327
21 27610
22 3818
23 31490
24 174
25 94
19 134
20 2473
21 2605
22 1658
23 23
24 19
20 7
21 34
19 5
20 34
GAGAUUGUUGCAUAUUUACAUU 22 9

antisense match

#sja-mir-219
TCTGTGAACAATCGATTCACTGATTGTCCATTCGCATTTCTTGTTAGAAACATTTTCAATTATTATCATTATTCAATGATAATGATGATAATATTTAATTCACAAGAGGTGTTAATGGACATCATATGATCGATTATTAATCATCT

Total sRNA: 102776 shared 5' end with miRNA: 44799 shared 3' end with miRNA: 2507
miRNA
.................... 22 50730
Shared 5' Terminus
............. 18 80
............. 19 309
.................... 20 411
.................... 21 7016
............. 23 36501
............. 24 464
.................... 25 18

Shared 3' Terminus



21
23
18
19
20
19
24
22
23
21
22
20
21
22
18
19
22
19
20
21
22
antisense match
#sja-mir-277
ATAANNNNNNNNNNATATTGTAAATGCATTTTCTGGCCCGTAACTAAGACACAATGAACATCCTTATCTTTGATAGTTTTTAAAAGTTAAGTTTTGTTTTGTCTTGTCAATGTAATAGATGTCCTTTCTTTTCAGTGATGGG
Total sRNA: 85658shared 5' end with miRNA: 54014 shared 3' end with miRNA: 396
miRNA
.................... UAAAUGCAUUUUCUGGCCCGU . e e e e s s s oo eoeoeoesesesosososesososososessssssssssssscscsssssssssssssscsssssssssssssssssssssssssssscsss 21 28896
Shared 5' Terminus
.................... UAAAUGCAUUUUCUGGECC w e e e e e s s oo oooeoeoecesesesesososesososososessssssssssssssscscssscscsscssssssssssssssssssssssssssssssssssss 18 965
.................... UAAAUGCAUUUUCUGGECCC . « e e s e s e s oo ooeoooecesesesosososesososososessssssssssssssssscssscsssscsscsscssssssssssssssssssssssssssssssss 19 2242
............. UAAAUGCAUUUUCUGGCCCG. v e v e eeenn e 20 2116
............. UAAAUGCAUUUUCUGGCCCGUA. .. vvvun e 22 24811
............. UAAAUGCAUUUUCUGGCCCGUAA. ... ... e 23 23471
.................... UAAAUGCAUUUUCUGGCCCGUAAC . « e e e s s s s s ooeoeoesesesososesosesososcssssssssssssssssssssssssssssscsssssssssssssssssssssssssssscsss 24 330
.................... UAAAUGCAUUUUCUGGCCCGUAACU . ¢ s e s e s s oo oeoeoesesocosososososesosessssssssssssssscsscsssssssscsssssssssssscsssssssssssscsssssscsssss 25 75
Shared 3' Terminus
18 7
19 109
20 279
18 16
19 18
18 13
21 326
22 535
23 37
24 32
20 213
21 434
22 428
23 263
19 14
20 9
18 10

antisense match

#sja-mir-277b

NNAAAATGCATCATCTACCCTAGANN

Total sRNA: 328649 shared 5' end with miRNA:
miRNA

. .AAAAUGCAUCAUCUACCCUAGA. . 22
Shared 5' Terminus

207027

119667 shared 3' end with miRNA: 1349

55
2441

573



. .AAAAUGCAUCAUCUACCC......
. .AAAAUGCAUCAUCUACCCU.....
. .AAAAUGCAUCAUCUACCCUA....
. .AAAAUGCAUCAUCUACCCUAG. ..
Shared 3' Terminus

...... UGCAUCAUCUACCCUAGA. .
..... AUGCAUCAUCUACCCUAGA. .
....AAUGCAUCAUCUACCCUAGA. .
.. .AAAUGCAUCAUCUACCCUAGA. .
Subsequence
...AAAUGCAUCAUCUACCCU.....
.. .AAAUGCAUCAUCUACCCUA. ...
.. .AAAUGCAUCAUCUACCCUAG. ..
....AAUGCAUCAUCUACCCUA. ...
AAUGCAUCAUCUACCCUAG. ..
..... AUGCAUCAUCUACCCUAG. ..
Others

antisense match

#sja-mir-2a
ACCTTTTGCACCGCAGTCAATATTGGCTGATGGCATTGTTTTATTGTCACAGCCAGTATTGATGAACGGGGTAATAGG
end with miRNA: 72273

Total sRNA: 932498
miRNA

576
3094
15059
100938
20

112
1142

10

460

27

Shared 5' Terminus

Shared 3' Terminus

antisense match

#sja-mir-2b

AGGTGGTGCGCGTCTCAAAGGACTGTGAGCCAACGTAATTACTGTATCACAGCCCTGCTTGGGACACAGCCTACCTGC

Total sRNA: 16860shared 5°'

miRNA

Shared 5' Terminus

Shared 3' Terminus

end with miRNA:

10920 shared 3' end with miRNA: 50

shared 3' end with miRNA:

9480

22

850364

2359
6905
24093
38862
40

8

20
20
7479
1960

5629

102
209
448
1043
5295
3822

30
16



19 6
20 9
21 19
22 92
20 10
21 20
23 5
23 21
20 41
antisense match
#sja-mir-2c
TTCAGGCGCAACCCTTGTTCGACTGTGATGTGATTGAAATTAGCCCATATCACAGCCGTGCTTAAGGGCTTCGTCGAAA
Total sRNA: 6498 shared 5' end with miRNA: 944 shared 3' end with miRNA: 23
miRNA
.......... ACCCUUGUUCGACUGUGAUGUG . « ¢ ¢ ¢ e e e oo eeesesessssssssssssssssssssssssssssss 22 4523
Shared 5' Terminus
ACCCUUGUUCGACUGUGAU . ¢ ¢ ¢ e e e oo e eesesssessssssssssssssssssssssssssssssss 19 6
+ACCCUUGUUCGACUGUGAUG. « e v e v e v e v 20 23
+ACCCUUGUUCGACUGUGAUGU. e v e v v ewn 21 899
ACCCUUGUUCGACUGUGAUGUGA 23 11
Shared 3' Terminus
............ CCUUGUUCGACUGUGAUGUG 20 6
ceeeeees...CCCUUGUUCGACUGUGAUGUG 21 14
Subsequence
Others
............................................... 19 24
............................................... 20 175
............................................... 21 126
............................................... 22 204
............................................... 23 240
............................................... UAUCACAGCCGUGCUUAAGGGCUU. v v uw 24 206
................................................ AUCACAGCCGUGCUUAAGGGCUU. .. v e 23 6

antisense match

#sja-mir-2d
CGACCAGTTCGTCATCCATGGATTGTGATTTTCGGACTCCATGTTTCATTAAGTGAATATCACAGTCCTGCTTAGGTGACGAATTTCGT
Total sRNA: 4560lshared 5' end with miRNA: 20296 shared 3' end with miRNA: 221

miRNA

......................................................... 24 24427
Shared 5' Terminus

......................................................... 18 10
......................................................... 19 50
......................................................... 20 147
......................................................... 21 141
c et e e e et ee e ettt ettt e et aeeeaaeannn 22 3505
c et et ee et ee e ettt ettt ettt eeeeaaeannn 23 5292
ettt teeteeeetee ettt 25 10898
c et et ee et ee e ettt ettt ettt eeeeaaeannn 26 243
......................................................... 27 8
Shared 3' Terminus

............................................................. 20 19
........................................................... 22 7
.......................................................... 23 42
........................................................ 25 153
Subsequence

.......................................................... 21 6
.......................................................... 22 10
Others

.......... GUCAUCCAUGGAUUGUGAUUU . ¢ s e s et e seeeoeoecesosossosossossesossossossossossossosscssossasscscssss 21 17

. .GUCAUCCAUGGAUUGUGAUUUU 22 287
. .. .CAUCCAUGGAUUGUGAUUUU 20 9

c et e et eeetee sttt aannaann 20 5
ceeeecetcececectetctetctetcteoteoenenanan 21 6

22 33



24 33
25 34
21 10
22 10
23 40
24 42
26 47
24 23
21 9
antisense match
#sja-mir-2e
CCACCGCTCTTACCAACTTAGACTGAGTTATACTGCTACTGTAAGCTTTGTATATCACAGTCCAAGCTTTGGTAAGTTTTGAT
Total sRNA: 16624shared 5' end with miRNA: 5958 shared 3' end with miRNA: 22
miRNA
.................................................... UAUCACAGUCCAAGCUUUGGU. e v evevenn 21 5987
Shared 5' Terminus
.................................................... UAUCACAGUCCAAGCUUU. v veeeeeeenn 18 720
.................................................... UAUCACAGUCCAAGCUUUG. e v e v v vevenn 19 182
ceeeccceccsescsesccssccesscssssecsseennnn «...UAUCACAGUCCAAGCUUUGG. . « e v e e evenn 20 1001
ceeeccseccs et csesccssccesssstssecsssennan «...UAUCACAGUCCAAGCUUUGGUA. .. ceuu.. 22 786
ceeeececectectectecsecsecsectecsecsecsenececononenn ....UAUCACAGUCCAAGCUUUGGUAA. ... .cu.. 23 2686
ceeeccceccsescsesccssccesscssssecsssennon «...UAUCACAGUCCAAGCUUUGGUAAG. « v e v .. 24 560
.................................................... UAUCACAGUCCAAGCUUUGGUAAGU...... 25 23
Shared 3' Terminus
..................................................... AUCACAGUCCAAGCUUUGGU. e v e v venn 20 17
Subsequence
Others
20 56
21 3524
22 596
19 11
20 53
21 85
19 5
20 10
24 5
21 49
22 144
23 19
21 12
23 9
18 7
19 16
antisense match
#sja-mir-307
AGAAACTCCTCATAAAGAAGGTTGTTTGATGTAATATTCAATAATTAATAATAATTATTATTATTATTATTATCATTTCGATGAAATAATAATATAAAGAAGATGAATATAAAATAACTTACATCACAACCTACTTGATTGAGGGGCACTTCG
Total sRNA: 2800 shared 5' end with miRNA: 221 shared 3' end with miRNA: 64
miRNA
....... CCUCAUAAAGAAGGUUGUUUGAUG . « « ¢ ¢ e s ¢ oo oo aeoeseoescsesssssssssssesesssesssssssssssscsssesssssesssssssssssesssssssssssssssssssssssssssssssssssssssencscee 24
Shared 5' Terminus
....... CCUCAUAAAGAAGGUUGUUUG . « ¢ ¢ ¢ ¢ o e s st e oo oseeesencsssesssssssssssesesssessssssssssssssscsessssesssssssssssesssscssesssssssssssssssssssssssssssssssssssnsssce 21
....... CCUCAUAAAGAAGGUUGUUUGA . « ¢ e e e e oo oo oo oseeesenesssesssssssssssesesssessssssssssssssscsessssesssssssssssessscsessssssssssssssssssssssssssssssssscnsscee 22
....... CCUCAUAAAGAAGGUUGUUUGAU . « ¢ « o e e s oo oo oaeoesesescsesssssssssssesesssesssssssssssessscsessssesssssssssssessssssssssssssssssssssssssssssssssssssscssscce 23
....... CCUCAUAAAGAAGGUUGUUUGAUGU . « ¢ ¢ e s oo oo oo oo oseoesesesssssssssssesesssessssssssssscssscsessssesssssssssssesssscsessssssssssssssssssssssssssssssssssscsssce 25
....... CCUCAUAAAGAAGGUUGUUUGAUGUA . « ¢ e et e e vt s eeesenesesesssnsssssssesesssessssssssssscsssesssssesssssssssssesssesessssssssssssssssssssssssssssssssscsnsssce 26
Shared 3' Terminus
........... AUAAAGAAGGUUGUUUGAUG . « « « o ¢ o e o oo oo aeoeosesesessscsssssssssssssesssesesssesssssssssssesssssessssssssssssssssssssssssssssssssscssssssssscsssssssss 20
......... UCAUAAAGAAGGUUGUUUGAUG . « « ¢ e e o o e e oo oo sseeecsesesesescsssssssssssssssssesesssesssssssssssesssssssssssssssssssssessscssssssssssssssssssscsssscsscnes 22
........ CUCAUAAAGAAGGUUGUUUGAUG .« « « « « o e e s oo oo oseoesesesesesssssssssssesssesesssesssssssssssesssesesssssssssssssssessssssssssssssssssssscsssssssssssnsssnsse 23
...... UCCUCAUAAAGAAGGUUGUUUGAUG . « « ¢ ¢ e s ¢ oo oo s oo oseoesesesssssesssssessscsesssssssssssscsssesessssssssssssssscssssssssssssssssssssssssssssssssssssssscssssse 25
Subsequence
........ CUCAUAAAGAAGGUUGUUUGA. « ¢ ¢ e e o oo oot eoeceoscsesesesesssssssssssesssesesssesssssssssssesssesesssesssssssssssessssssssssssssssssssssssssssssssssssnsse 21
. «...CUCAUAAAGAAGGUUGUUUGAU 22
......... UCAUAAAGAAGGUUGUUUGAU 21

757

43

119
10

10

27

13
11



antisense match

#sja-mir-31
TATTTGTTGTTGGCAAGATTACGGCGAAGCTGAATCAAATTTAAAATGTTTCAGCTTCACTTTATTTTGCCAATAAAGGTAGC

Total sRNA: 2133 shared 5' end with miRNA: 1104 shared 3' end with miRNA: 9
miRNA
.......... UGGCAAGAUUACGGCGAAGCU . s s e st s eveveoeoesosososossossossossossossossossosssscsscssssss 21 993
Shared 5' Terminus
.......... UGGCAAGAUUACGGCGAAG . ¢ s e s s s evseoeoesososossossossossossossossosscsscsscsssssssssssssss 19 129
. . UGGCAAGAUUACGGCGAAGC .. v v v v v evenn 20 130
. . UGGCAAGAUUACGGCGAAGCUG. e e v e v e 22 172
. . UGGCAAGAUUACGGCGAAGCUGA. . v v v v . 23 618
.......... UGGCAAGAUUACGGCGAAGCUGAA 24 48
Shared 3' Terminus
........... GGCAAGAUUACGGCGAAGCU . ¢ ¢ ettt eeeeeeececosesossossossossosssssssssssssssssssssss 20 7
Subsequence
Others
........... GGCAAGAUUACGGCGAAGCUGA A . ¢ttt et e eeeeecoscsessossessossossosssssssssssssssssssssss 23 11
.................................................... AGCUUCACUUUAUUUUGCCAAU. e v e ww 22 6
antisense match
#sja-mir-3479
CATGTTTGTGAGGTGGATGTTAGTGCAATTTAGTGACGTAAATATATTGCACTTACCTTCGCCTTGCAAATATAGG
Total sRNA: 47531shared 5' end with miRNA: 7136 shared 3' end with miRNA: 187
miRNA
............................................ UAUUGCACUUACCUUCGCCUUG. e e e eeees. 22 32829
Shared 5' Terminus
............................................ UAUUGCACUUACCUUCGC .+ eeeeeeeesaa. 18 216
............................................ UAUUGCACUUACCUUCGCC .+ e e eeeeeeeeaas 19 870
............................................ UAUUGCACUUACCUUCGCCU .. eeeeeeess. 20 1196
............................................ UAUUGCACUUACCUUCGCCUU. e veeeeos. 21 4787
............................................ UAUUGCACUUACCUUCGCCUUGC .+ e e eeeeo. 23 67
Shared 3' Terminus

20 41

21 104

23 33

18 5

20 25

19 7

22 10

22 97

23 8

20 11

21 70

22 369

18 9

19 22

20 267




antisense match

#sja-mir-3488
TGGTGAATGACGATTGATGATTATAATGGCGCGCACGTGCTCCGGTAGCTTAGTTGGTTAGAGCGCCG

Total sRNA: 2104 shared 5' end with miRNA: 1142 shared 3' end with miRNA: 29
miRNA

...................................... GCUCCGGUAGCUUAGUUGGU..eeeee... 20 653
Shared 5' Terminus

............................... GCUCCGGUAGCUUAGUUG.+eeeeeees.. 18 73
............................... GCUCCGGUAGCUUAGUUGG. « e eeeeesss 19 186
...................................... GCUCCGGUAGCUUAGUUGGUU...eeu... 21 279
...................................... GCUCCGGUAGCUUAGUUGGUUA........ 22 358
............................... GCUCCGGUAGCUUAGUUGGUUAG....... 23 173
............................... GCUCCGGUAGCUUAGUUGGUUAGA...... 24 41
............................... GCUCCGGUAGCUUAGUUGGUUAGAG..... 25 25

Shared 3' Terminus

Subsequence
Others

antisense match

#sja-mir-3505
TGCGCAAGTGTGACTGTCTGGACACAGTAGTTTGGCGGTAAACGCTGTGGCGTTTGACACGAAACAGACTGAGTTCCAACCGTAG
Total sRNA: 4354 shared 5' end with miRNA: 2132 shared 3' end with miRNA: 127
miRNA

.......... UGACUGUCUGGACACAGUAGUUU
Shared 5' Terminus

.......... UGACUGUCUGGACACAGUAG . « e s et s seveceoesesososossossossossossossossosssssssssssscsscssss
« . .UGACUGUCUGGACACAGUAGU . ettt eeeeececoconons

.......... UGACUGUCUGGACACAGUAGUU . s e sttt v eeeeececeoososossossossossossossossossosssssssscsscscss
Shared 3' Terminus

1903

906
350
873

40
87



antisense match

#sja-mir-36
TATAGCTTGCGAAGAATGCCGATCCGGTCAGCCATTCAACAATCTATCAGTAATAAACGGCCACCGGGTAGACATTCATTCGCAAGATATTAT
Total sRNA: 115809 shared 5' end with miRNA: 34241 shared 3' end with miRNA: 976
miRNA
............................................................ CCACCGGGUAGACAUUCAUUCGC. e e eeeeess 23 79783
Shared 5' Terminus
ceeeececectecsectecsecsecsectectecsectececocononenn .o CCACCGGGUAGACAUUCA. .ttt venenen 18 114
teeeececectectectecsecsectectectecsesensececonenenn .o CCACCGGGUAGACAUUCAU. . v e v v oo 19 1331
ceeeececectectectecsecsecsectecsecsecsenececononenn .o CCACCGGGUAGACAUUCAUU. . e v eeen 20 1280
ceeeececectesectecsecsectectectecsectecsecenenonnnn .o CCACCGGGUAGACAUUCAUUC. v v v euen 21 5497
teeeececectectectecsecsectectectecsesensececonenenn .o CCACCGGGUAGACAUUCAUUCG. e e e e 22 15942
c e eeececectesectecsecsectectecsecsecsens oo nenn .o CCACCGGGUAGACAUUCAUUCGCA...... 24 9479
............................................................ CCACCGGGUAGACAUUCAUUCGCAA........ 25 596
Shared 3' Terminus
................................................................. GGGUAGACAUUCAUUCGC.+eveeeee.. 18 108
............................................................... CCGGGUAGACAUUCAUUCGC..eeeewea.. 20 10
.............................................................. ACCGGGUAGACAUUCAUUCGC. e e eeeee.. 21 108
CACCGGGUAGACAUUCAUUCGC. e e e eeenn 22 748
CACCGGGUAGACAUUCAU. c e e e eeeees 18 9
CACCGGGUAGACAUUCAUUC. . e e v eu.n 20 33
CACCGGGUAGACAUUCAUUCG. e e e e v 21 148
.............................................................. ACCGGGUAGACAUUCAUUCG.+ceeeeee.. 20 26
............................................................... 20 8
..................................... 21 5
..................................... 22 25
............................................................ 23 275
............................................................ 22 19
................................. 27 13
................................. 23 6
CACCGGGUAGACAUUCAUUCGCA. .. e eue 23 160
CACCGGGUAGACAUUCAUUCGCAA. .. e oo™ 24 18
......... ACCGGGUAGACAUUCAUUCGCA...... 22 15
................................................................. GGGUAGACAUUCAUUCGCA......... 19 6

antisense match

#sja-mir-61
CATTCTAACTTTACATCACATGACTAGAAAGTGCACTCACTTCCATCTCAGTACAGAGCATCATTTAGAGAAATGTGTCCACAGTAAAAATTCCCTATGTTACGTAAATTTGCGTAAGTTCAATGTGTATTGTAGATTTATTA
Total sRNA: 47544shared 5' end with miRNA: 21747 shared 3' end with miRNA: 147

miRNA

.................... UGACUAGAAAGUGCACUCACUUC . « « e e e s o s oo oo ooooososososososesosososososssssssssssssesosososssosesssssesssssssososssssssssssssossosss 23 25522
Shared 5' Terminus

.................... UGACUAGAAAGUGCACUC « e e e e e s oo oo ooooooosososososososososososssssssesssssssssssesssosssssesesssesesosssssosossssssssssssssssss 18 30
.................... UGACUAGA A AGUGC A CU C A . 4 e e e e e e oo oo oooosososososesosososesosssssssssesesssssssssssssosssesssesososoesesssssossssssssssssssssssss 19 99
ceecccccccccccecccnn UGACUAGAAAGUGCACUCAC. .o .o 20 270
ceecccccccccccecccnn UGACUAGAAAGUGCACUCACU..... .o 21 4638
ceecccccccccccecccnn UGACUAGAAAGUGCACUCACUU.... . . .o 22 16667
.................... UGACUAGAAAGUGCACUCACUUCKC . « e e e s e s o oo oo oooooosososososesosososososssssssssssssesososssssssssssosssosesssossssssssssssssssssss 24 43

Shared 3' Terminus

21 18
22 115
24 6
20 13
21 43
20 12
22 36
23 9

antisense match

#sja-mir-7
ATGTTGCCGTTGCTTAATCATGGAAGACTGGTGATATGTTGTTGATTGATGAAAGTTTTAAGTATTTCATAATTTAAAGCTTCATCAAAACAATGATATTACGAACAACTTATCGCATTCTTCCATGTATGCAATAGGTTGAACTTC



Total sRNA: 1449744 shared 5' end with miRNA: 170273 shared 3' end with miRNA: 5639

miRNA
23 1271095
Shared 5' Terminus
18 677
19 2134
20 5361
21 9842
22 152128
24 130
Shared 3' Terminus
19 8
20 45
21 453
22 5044
24 79
25 5
26 5
18 9
19 13
20 24
21 587
20 24
22 24
23 134
24 7
25 12
22 5
23 5
24 7
21 18
22 46
23 221
20 40
21 153
22 795
23 20
19 13
20 130
21 354
22 56
20 6
21 6

antisense match

#sja-mir-71a
GTGATACTAGTGCTGTGAAAGACGATGGTAGTGAGATGCCAGTTGCATCTCGCTTCCCCGCCTTTCCCGGTAAGAATCAC

Total sRNA: 7459724 shared 5' end with miRNA: 3604013 shared 3' end with miRNA: 9664
miRNA
............... UGAAAGACGAUGGUAGUGAGAUG . ¢ ¢ ¢ e ¢ e e e seeesessssscsssssssssssssssssssss 23 3835922
Shared 5' Terminus
18 9314
19 71230
20 368417
21 615498
22 2525837
24 13700
............... UGAAAGACGAUGGUAGUGAGAUGCC ¢ ¢ ¢ ¢t e e et e eeeeeeeesessssssssssssssssnssaes 25 16
Shared 3' Terminus
18 72
19 124
20 332
21 2148
22 6986

18 97




20 1295

21 6124

18 54

19 217

20 953

18 20

19 85

18 45

21 10

22 40

23 165

20 36

21 36

22 10

23 362

23 16

22 12

21 17

22 10
antisense match
#sja-mir-71b
CCGTTTGCTGTGAAAGACTTGAGTAGTGAGACGCTTATAGCGTTGTTGTCTGCGGTTCGGCGCCTCATACTAAGTCTTTCCCGGCTCACTGGC
Total sRNA: 3652004 shared 5' end with miRNA: 451969 shared 3' end with miRNA: 22975
miRNA
.......... UGAAAGACUUGAGUAGUGAGACG . ¢ e e s e e e seeescscsssesesesesssssssssssssssesssssessssssanssse 23 3063247
Shared 5' Terminus
.......... UGAAAGACUUGAGUAGUG . ¢ ¢ e et e e eseeessasscssescssesesscsesscsssssscssssssesessssessssssasassss 18 66
.......... UGAAAGACUUGAGUAGUGA .. ¢ sttt e eteeeseeescsssssesessssssssssssssssssssesssssessssnsasssss 19 1312
.......... UGAAAGACUUGAGUAGUGAG . « e s e e et eeessaesscsssssesesscsesscsssasscsssssscscsssessssssasnssss 20 24113
.......... UGAAAGACUUGAGUAGUGAGA . « ¢t et eeeseeesscsssssesescssesscsssssscssssssesssssessssssssssss 21 86355
.......... UGAAAGACUUGAGUAGUGAGAC e ¢ ¢ e et e eeseeesscsssssesesesesscsssasscssssssessscsesscsssannsse 22 134083
.......... UGAAAGACUUGAGUAGUGAGACGC e ¢ e s e e et eeeecssecsesesceessssssssscssssssesssssesscnnsansess 24 161464

. UGAAAGACUUGAGUAGUGAGACGCU......
. UGAAAGACUUGAGUAGUGAGACGCUU..... . 26 3743
. UGAAAGACUUGAGUAGUGAGACGCUUA. ... . 27 47
.......... UGAAAGACUUGAGUAGUGAGACGCUUAU . « e st e e s eeeesseseseeesscsssasssssscssesssssesscsssanscss 28 8
Shared 3' Terminus

. 25 40777

19 23
20 429
21 12161
22 10338
24 21
19 183
20 99
21 176
18 108
19 196
. . 20 630
.o «...AAGACUUGAGUAGUGAGA. « v e v v v e 18 5
ceeccen «...AAGACUUGAGUAGUGAGAC 19 22
Others
......... GUGAAAGACUUGAGUAGUGAGAC 23 29
........... GAAAGACUUGAGUAGUGAGACGC e ¢ ¢ e et e e eeeeessesecsesssesessasessssssssscsssscssescscsesscnss 23 613
........... GAAAGACUUGAGUAGUGAGACGCU . ¢ e ettt eteeescasecaescsesesasessssssassssssssencscsessaees 24 160
........... GAAAGACUUGAGUAGUGAGACGCUU . 4 e et e et eeessesecsescsesesasessssssssscsssscssescssscsaanes 25 22
............ ARAAGACUUGAGUAGUGAGACGC e s e st e e seeessaesscsesssesssssesssssssssssesssesesscnsssannsse 22 22027
............ ARAAGACUUGAGUAGUGAGACGCU . t st e et eeeeeenscsenssesssssesssssssssssesssesesssnssanssse 23 76622
............ AAAGACUUGAGUAGUGAGACGCUU . ¢t ettt eeseenecseoscsesesssessssssssssscsssescsscnssanssss 24 9304
............ AAAGACUUGAGUAGUGAGACGCUUA . ettt eseeeecseescsesesssesssssssssssesssessssssssanssss 25 99
. . .AAAGACUUGAGUAGUGAGACGCUUAU... . 26 55
. .. .AAGACUUGAGUAGUGAGACGC. ... ... . 21 621
. .. .AAGACUUGAGUAGUGAGACGCU...... . 22 1581
. .. .AAGACUUGAGUAGUGAGACGCUU..... . 23 355




.......................................................... 21 8
............................ 26 6
............................... 25 5
............................... 24 6
............................... 23 5

CGCCUCAUACUAAGUCUUUCC. e e e v e veannn 21 10
GCCUCAUACUAAGUCUUUCC. e e e v venanns 20 81
GCCUCAUACUAAGUCUUUCCCG 22 5
CCUCAUACUAAGUCUUUC. vt v e anwun 18 10
CCUCAUACUAAGUCUUUCC. e e v eenunn 19 104
CCUCAUACUAAGUCUUUCCC. .« e e 20 38
CCUCAUACUAAGUCUUUCCCG 21 479
.......... CUCAUACUAAGUCUUUCC. . e cveunn 18 6
P CUCAUACUAAGUCUUUCCCG 20 91

antisense match

#sja-mir-750
AAACCAGGTGTGTAGAAGTTGGAAGGCCAGATTTAGCGTACTGTCATATTTAAAATCCTTTTAATAACTTGTTCAAAATGAAAAACATACATTTTATGCAATTCTCACAAGAACAAATCATTTCGATTCAGTGAAACAAGTTATTTAACTAGTGAATAGTAGGATTTTACCGCCAGATCTGTCGCTTCCAACTCTATAAATTCTGGCCTAACAAC
Total sRNA: 410991 shared 5' end with miRNA: 99581 shared 3' end with miRNA: 17269

miRNA

Shared 5' Terminus

.CCAGAUCUGUCGCUUCCAA.
.CCAGAUCUGUCGCUUCCAAC.
.CCAGAUCUGUCGCUUCCAACUC. . .
CCAGAUCUGUCGCUUCCAACUCU
CCAGAUCUGUCGCUUCCAACUCUA.

.CCAGAUCUGUCGCUUCCAACUCUAU. .

. .AGAUCUGUCGCUUCCAACU. .
. .CAGAUCUGUCGCUUCCAACU. .

.. .AAGUUGGAAGGCCAGAUUUA. .
. .AAGUUGGAAGGCCAGAUUUAG. . .

.. .AAGUUGGAAGGCCAGAUUUAGC. .

.. .AAGUUGGAAGGCCAGAUUUAGCG. .

.. .AAGUUGGAAGGCCAGAUUUAGCGU. . .
.AAGUUGGAAGGCCAGAUUUAGCGUA. .
. .AGUUGGAAGGCCAGAUUUAGCG. .

.CAGAUCUGUCGCUUCCAACUC. . .

.CAGAUCUGUCGCUUCCAACUCU
'AGAUCUGUCGCUUCCAACUCU.

. .AGAUCUGUCGCUUCCAACUC.

antisense match

#sja-mir-7b
CCAGAGAAACTTGGAAGACTTGTGATTTAGTTGTTTAATGTCGAAATACAAGTAAAACATTGTCATATCTAAATGAACAACAATCACAAATCTCCATGTGAAATCTGGT

Total sRNA: 5928 shared 5' end with miRNA: 1212 shared 3' end with miRNA: 62
miRNA
........... UGGAAGACUUGUGAUUUAGUUGUU . « ¢« e e e e e e e oo oo oeeeooosocososososssssssososssossssssssssssssssssssssssssscs 24 4493
Shared 5' Terminus
........... UGGAAGACUUGUGAUUUA . « ¢ e e e e e e oo oo oeooooooososososososososossssssssssssssssssssssssssssssssssssssssss 18 12
. UGGAAGACUUGUGAUUUAG. + v e v e v e v . 19 108
. UGGAAGACUUGUGAUUUAGU .« v e v e ewn® . 20 110
. UGGAAGACUUGUGAUUUAGUU. . e e e v e . 21 40
. UGGAAGACUUGUGAUUUAGUUG. e v e v v v . 22 102
.UGGAAGACUUGUGAUUUAGUUGU....... . 23 824
. UGGAAGACUUGUGAUUUAGUUGUUU 25 15
Terminus
22 6
23 52
22 13
20 9
25 7
26 5
22 5
20 17

281357

544
5141
83067
5124
5657
42

5

13
645
16594
11

134
2375
57

27
85
101
250
7590
260
10
10
483
919

48
399



21 45

22 9
20 24
21 8
antisense match
#sja-mir-8
ATGAGTATGGCATCTTACTAATAGTATTTGATAAAGAATTTTCTAATACTGTTAGGTAAAGATGCCAGCTCACTTC
Total sRNA: 6350 shared 5' end with miRNA: 2014 shared 3' end with miRNA: 28
miRNA
........................................... UAAUACUGUUAGGUAAAGAUGCC. . eeeeees. 23 4289
Shared 5' Terminus
........................................... UAAUACUGUUAGGUAAAG. c t e e eeeeessas. 18 8
ceeeccceccseccsetcsescs et ceescesscsssssanna UAAUACUGUUAGGUAAAGA . ¢ttt e v evenenns 19 29
........................................... UAAUACUGUUAGGUAAAGAU. v e eeeeeeees. 20 180
........................................... UAAUACUGUUAGGUAAAGAUG. et eeeeees. 21 138
........................................... UAAUACUGUUAGGUAAAGAUGC. e eeeeees. 22 1005
........................................... UAAUACUGUUAGGUAAAGAUGCCA......... 24 654
Shared 3' Terminus
............................................. AUACUGUUAGGUAAAGAUGCC..eeeeesa. 21 7
............................................ AAUACUGUUAGGUAAAGAUGCC. e eeeeeeas 22 20
Subsequence
............................................ AAUACUGUUAGGUAAAGAUGC. . eeeeeesas 21 6
Others
antisense match
#sja-mir-newl
AATTATTTCTGATAGAGAGAGCACTTTTATGACGGAGACGAATATTATCTTCGAATTTTATTTTGAAGTTCCATAATGTCATGGAGTTGCTCTCTATATCAGGTTAATTG
Total sRNA: 1527 shared 5' end with miRNA: 73 shared 3' end with miRNA: 4
miRNA
.............. GAGAGAGCACUUUUAUGACGGA . ¢ ¢ ettt eeeesecaescsesessesessssssssssssssssesssssessssssssssscssssessssnenae 22 1192
Shared 5' Terminus
.............. GAGAGAGCACUUUUAUGACG . « e s e e et aeessesecaescsesessesesscsssssssscssssesssscssessssssssssscsssesesanesas 20 22
.............. GAGAGAGCACUUUUAUGACGG . « ¢ ¢ e et o eeeeesecaescsesessesesscssssssssssssessesssessssssssssscsssesssssesas 21 38
.............. GAGAGAGCACUUUUAUGACGGAG . ¢ e e s e e et eeescaescsesessesesssssssssssssssesssessessssssssssscssssesesasesas 23 8
Shared 3' Terminus
Subsequence
Others
............................................................................ 22 30
- 21 187
UGUCAUGGAGUUGCUCUCUAU 21 9
UGUCAUGGAGUUGCUCUCUAUA 22 12

antisense match

#sja-mir-new2

GTATTGGTTTAGCTAAATAGGTTAGTTTGACTGTCTGTTTTCAAAATCGGGAGGTGGTTACGTATGATGTAGTCTTTAGTTGGATTTAGG

Total sRNA: 210l4shared 5' end with miRNA: 3253 shared 3' end with miRNA: 1329

miRNA

.......... AGCUAAAUAGGUUAGUUUGACUGUC e ¢ ¢ ¢ e e e e o oo esesesesesssssssssssssssssssssssssssssssssses 25 15436
Shared 5' Terminus

19 28
20 70
21 33
22 103
23 1318
24 1359
AGCUAAAUAGGUUAGUUUGACUGUCU . ¢ ¢ ¢t e e et oo oeeesesesesssssssssssssssssssssssssssssssses 26 339
Shared 3' Terminus
................. UAGGUUAGUUUGACUGUC 18 342
................ AUAGGUUAGUUUGACUGUC 19 66
............... AAUAGGUUAGUUUGACUGUC 20 31
.o ceeeccsanse AAAUAGGUUAGUUUGACUGUC 21 379
.o cee «...UAAAUAGGUUAGUUUGACUGUC 22 14
.o cee . ..CUAAAUAGGUUAGUUUGACUGUC 23 6
ceeeeees...GCUAAAUAGGUUAGUUUGACUGUC 24 491

Subsequence



antisense match



