S6 Table. List of the potential target genes for S. japonicum miRNAs

mMiRNAs Target gene Name of target MiRNA:mRNA duplex* Mfe
IDs genes (kcal/mol)
miR-newl AY812714.1  Outer dense fiber of  target 5 & UIICTIGT 43
] TGS AGUGCTICUCT
sperm tails 2 GGCAG UCACGAGAGL -22.6
miFN4 3 A TIATITIIT [
AY811515.1  T-complex target 5 G A TTTA -
CUGTZ AlGAL GCTCTT
GGCAG TATUT  CGAGA -211
miEM&s 5T o4 TCA GAG 57
Let-7 FN315235.1  Hypothetical protein target: S' UG U _ UUGCUU G.:3°
U A CAAC ACUACCUC
G U GUUG UGAUGGAG -21.1
miRNA 3' UG UG cu G S5
FN327005.1 Hypothetical protein ~ target S' A UG U A G 3'
U A CAAC GAACUACCUC
G U GUUG CUUGAUGGAG 264
miRNA 3' UG UG G 5'
AY814216.1  Hypothetical protein target 5' A UG U A G 3'
U A CAAC GAACUACCUC
G U GUUG CUUGAUGGAG -26.4
miRNA 3' UG UG G 5
Let-7b AY810070.1  Lim domain target S' u G 22
GUAUGAAU CAUUACCUC
UAUACUUA GUGAUGGAG -25.4
miRNA 3' UCAG a5’
AY814216.1  Hypothetical protein ~ target 5 4 GAUCAACAGA 63
UAUGUGALTIT ACUACCUC
GUATACUTAG UGAUGGAG -26.0
miRNA 37 UCA Iy
Let-7s FN317371.1  Hypothetical protein ~ target 5 &  DUUAUCIUC u G 3
UGUL CAUCUL CUACCT
GCAT GUAGAT GATIGGA -21.0
niRNA 3 UCA u G5
miR-2a AY811143.1  CDS of Lipid target 57 A AG  AAU c ¥
G AT CUGGCTGG
synthesized Ca o A GACCGATAC -22.8
miRNA 3 G AG GUUAD U s
AY336493.1  RNA polymerase B target 5 U ccy U & c o3
L. CeUnC TIs TACTG: CUGUE
transcription factor 3 . . GLARG AGU AUGAC GACAC -22.5
miRMa 3 o o i s
AY223360.1  Hypothetical protein target 5 4 Uy AU c 3
UGUUCGUCA  CUG  CUGTIGG
GCAAGUAGU  GAC GACACT -25.4
miRHA 3 UAT  C 5
miR-1 FN318139.1  Putative signal parger. st A ) -
CAUA CCACAUUCC
peptide GURU GGUGURAG -19.7
. . miRNA 3' CUG GRAGC 055
peptidase-like 2A
AY915410.1  PKC SRR B & e
acca UCGCCAC UCC
UGGU LGCGGUG AGE 23.4
miRNA 3' C AUGA ua U 5
Lin-4 FN324931.1  Ploy A binding target 5' A c 2 c us
) AC ACUU AR GUCUCR GG
protein UG UGAG UU CAGAGU CC -19.0

miRNA




miR-2e AY815588.1 Poly A binding target § A AMMCTTACAGGAAT  UCT TG L F

GCCAGA GCIT TUeG TG GATA
protein UGG CGA  ACC  AC CUAU -23.6
miRHL 37 Uz 4 5
miR-219 AY816105.1  Hypothetical protein target 5 A ACAGC LA COF
GAGARATICE UsGA  AANC
UUCTIIACS ACCT TTAG 2220
miFML 37 cunr [ U5
miR-124  AY815898.1  26S proteasome target 5' U UG A UR c 3
) UG & UU GCGUGCCUU
regulatory subunit AC U AG CGCACGGAA -24.5
miRNA 3° UG A UGG U s
S3
AY815673.1  COP9 signalosome target S' U UG A UR c 3
UG A T GCGUGCCUU
Comp|ex AC U aG CGCRCGGARRD 245
miRNZ 32 UG & UGG U s
miR-277  AY815194.1# SJCHGCO05742 target 5' G UUACRAUAC a3
GGGUCG GUAUUUA
protein CCCGGU CGUARAU -19.0
miRNA 3' UG CUUUUA 5"

* miRNA:MRNA pair analysis was performed using RNAhybrid (http://bibiserv.techfak.uni-bielefeld.de/rahybrid/)
# indicates that the target mMRNA was not successfully verified by luciferase assay.



