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Supplementary Fig. S1. Plin2 is stabilized at the protein level and localize on LDs after lipolytic stimuli
in 3T3-L1 adipocytes. (A) 3T3-L1 cells differentiated into adipocytes for 7 days were treated with 10 µM 
forskolin or 500 µM IBMX for 12 h. Each protein level from whole cell extracts was determined using Western 
blot analysis (left). The Plin2 mRNA level was determined using quantitative RT-PCR and normalized to 18s 
rRNA levels. These data represent the means ± S.D. The assay was performed in triplicate (right). (B) 3T3-L1 
cells differentiated into adipocytes for 8 days were treated with 10 µM forskolin for 24 h. The cells were stained 
with BODIPY 493/503 (green, LDs) and anti-Plin2 antibody (red), and then underwent confocal image analysis 
as described in the Material and Methods.
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Supplementary Fig. S2
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Supplementary Fig. S2. Lysine residues are not critical for protein degradation of murine Plin2. 
NIH-3T3 cells infected with either an Plin2-C-Flag or an Plin2(416KR)-C-Flag (All 29 lysine residues 
were substituted for alanine) lentiviral expression vector were treated with 10 µM MG-132 for 12 h. Each 
protein level from whole cell extracts was detected using Western blot analysis with anti-Flag, anti-GFP, 
and anti-actin antibodies.


