
Supplementary Data

Supplementary Table S1. Annotation of Bivalent Aptamer Sequences Showing

Modifications Between Different Bivalent Species

Name Sequence 5¢-3¢ Length (nt)

R9D-14t GGCGGUCGAUCACACAGUUCAAACGUAAUAAGCCAAUGUACGAGGC
AGACGACUCGCC

58

11F7t GAGAGCCCCAGCGAGAUAAUACUUGGCCCCGCUCUU 36

RNABA1 GGGGCGGUCGAUCACACAGUUCAAACGUAAUAAGCCAAUGUACGAGGCA
GACGACUCGCCCCAAAACGUAGAGAGCCCCAGCGAGAUAAUACUUG
GCCCCGCUCUUUACGU

111

RNABA2 GGCGGUCGAUCACACAGUUCAAACGUAAUAAGCCAAUGUACGAGGCAGAC
GACUCGCCAAAGAGAGCCCCAGCGAGAUAAUACUUGGCCCCGCUCUU

97

RNABA3 GGGUCGAUCACACAGUUCAAACGUAAUAAGCCAAUGUACGAGGCAGAC
GACUCCAAAAGCCCCAGCGAGAUAAUACUUGGCCCCGCU

87

RNABA4 GGUCGAUCACACAGUUCAAACGUAAUAAGCCAAUGUACGAGGCAGACGA
CAAAGCCCCAGCGAGAUAAUACUUGGCCCCGCU

82

RNABA4m GGGGAUCACACAGUUCAAACGUAAUAAGCCAAUGUACGAGGCAGA
CCCCAAAGCCCCAGCGAGAUAAUACUUGGCCCCGCU

81

Pyrimidines (C/U) are 2¢-fluoro modified, and the purines (G/A) contain 2¢OH.
Italics indicate parent aptamer sequence.
Underline indicates elongation/alteration of nucleotides.
Bold indicates adenosine flexible linker between aptamers.
Red color indicates nucleotides removed near this sequence.


