Figure S1

5L7 Heavy chain variable region - overlapping peptides
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5L7 Light chain variable region - overlapping peptides

34
35
36
37
38
39
40
41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58

b

Comparison of full length CDR-H3 peptides and peptides 27

SRDQGYCSGGVCYEGAGIPPDFLVEDAVPTNSLDV 5L7 full CDR-H3
ARDLGYCSDGVCYDGAGIPPDFIGIPAVPMNSLDV 4L6 full CDR-H3
SGGVCYEGAGIPPDF 5L7 pep27 CDR-H3
SDGVCYDGAGIPPDF 416 pep27 CDR-H3

Figure S1. Amino acid sequences of the overlapping peptides used in the Pepscans.
(a) Oligopeptides spanning both the heavy chain variable region (upper part) and the light
chain variable region (lower part) of 5L7 IgG1. Corresponding residues to the CDRs are
indicated in red. Peptide 27 is boxed for clarity. Peptides were 15-mer in length and
overlapped by 11. (b) Alignment of full-length CDR-H3 peptides and corresponding peptides
27 for both 5L7 IgG1 and 4L6 IgG1. Amino acid differences are underlined and colored in blue.



