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Table S1. Characteristics of the participants
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Table S2. Positive selection region associated with musical aptitude detected by Fst.
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Figure S1. PCA of our study samples with selected Hapmap 3 populations.
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Populations in PCA analyses are from Hapmap3 and our cases and controls. For East
Asian populations, we included all samples from CHB, CHD and JPT. European
populations include all samples from CEU and TSI. African populations include all four
African populations ASW, LWK, MKK, YRI. The PCA analysis is based on 49303 SNPs
that are randomly chosen from the genome-wide SNPs. A) PCA of our study samples
with selected Hapmap3 populations B) PCA of our study samples with Hapmap3
European populations C) PCA of cases and controls.



